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41 00 

41. 02 


01 00 

ol. 82 


n no 

0. 98 


A AC 

0.95 


PT Arnnni 700 


07 07 

cf.il 


oc cc 
00. 00 


OC C 1 

35. 51 


1 

1 


1 


pi Arnnni 74 n 


41 OO 
41. £0 


07 AO 

Of. 48 


41 Ol 

41. 21 


n nn 

0.97 


1 


pi Arnnni iacl 
rLAUUOOl /4a 


OO o 

oo. 2 


on oc 
oO. 85 


OC Ol 

25.22 


1 


1 


pi Arn nni 7>ic 
rLAUUOOl f 4b 


co /in 
00. 49 


CO oc 

be. 2b 


ci in 
51. 19 


i nc 

1.06 


A OO 

0.88 


pi Arn nni 74 o 
rLALhiUUl /4o 


m a a 
91. 44 


111 oo 

1 1 1 . 27 


A A Ai 

90. 04 


1 oo 

1.22 


0.98 


pi Arnnni 7co 


AC AO 

46. 48 


A 1 A fk 

41.49 


AO Ol 

42.81 


A on 

0.89 


0.92 


PI APCI Aftl 7C£ 

rLALfc 1001 fob 


one oa 
20b. 24 


OAC A C 

206. 45 


1 AC 07 

146. 37 


1 


0.71 


pi Arnnni 7ci 
rLAlblUUl f bl 


1 nc 

105 


1 AC OI 

105. 33 


114. 94 


1 


1.09 


PI Arnnni 7C7 

rUuxlOOl (bl 


a ac on 
90b. 39 


1 A1 O OO 

1018. 83 


C AC OA 

646. 39 


1. 12 


0.71 


DT A rt?t AA1 771 

rLAlt 1001 771 


CA TO 

50. 78 


47,05 


50.31 


0.93 


0.99 


DI Af CI nni 77C 

rLALfclOOl #75 


CC 71 

56. 72 


58.09 


52.35 


1.02 


0. 92 


dt Arn nni 777 
rLAthl001777 


OCA CO 

250. 62 


OA1 AC 

301.05 


385.02 


1.2 


1.54 


pt Arn nni 701 
rLAthlUUl /ol 


A1 CA 

47. 54 


AC CC 

45. 66 


CA OC 

50.36 


0.96 


1.06 


Df APCinni too 

rlAlhlUUl /oo 


OC 7A 

25. 79 


OO A1 

23. 91 


24.74 


1 


1 


pt Arnnni 70c 
rLAtHlOOi rob 


07 00 

cl. 51 


oo nc 
22. 95 


oo o 

23. 3 


1 


1 


pt Arnnni 7qq 
rLAUllOOWoo 


CO 0 

bo. o 


cn co 
50. 58 


4A O 

49. 3 


A 7A 

0. 79 


0. 77 


pi Arnnni 70c 
rLALclUOl /yo 


cc oc 
55. 65 


AT 04 

47. 94 


41 OO 

42. 33 


A 07 

0. 87 


A 77 

0. 77 


pt Am nni 7oo 
rLALCiooi /yy 


10 01 

iy. oi 


01 oc 
21. 2b 


i n 70 
19. 78 


i 
1 


1 


pt Arnnni om 
rLAlUlOOlolO 


07 70 

07. 78 


34 


OO A 1 

28. 42 


1 


1 


pt Arnnni ci 7 
rLAtHlOOiol / 


C1 OQ 
51. £0 


OC CO 

o5. bo 


Al\ AH 

49. 47 


A 70 

0. 78 


A AC 

0. 96 


pt Am nm 001 


on 70 
90. Ic 


OO Aft 

oo. 49 


CO C 1 

68.61 


A AO 

0. 98 


A nc 

0. 76 


pt Arn nni ooc 
rlAl£1001oob 


ai\ no 
40.90 


47 CO 

47.62 


AC A 

45.4 


i i<? 
1. 16 


i ii 
1. 11 


pt Am nni 04 4 
rLAlfclUU1844 


50. 7 


CO CO 

52.62 


A A 1 C 

49. 15 


1.04 


0. 97 


pt Arn nni 04c 
rLAUU 001845 


11/1 C4 

114. b4 


1 jo AC 

148. 46 


1 OO AC 

138.06 


1 o 

1. 3 


1.2 


pt Arn nm qcq 
rlAlElOOlooo 


on co 
o9. 69 


07 n 
51. 7 


AC AI 

45.91 


1 


1 1 c 

1. 15 


pt Arn nni qcq 


CC C7 

bb.bf 


CC 1 

56. 7 


CA OO 

50. 32 


0.85 


0. 75 


pt ArnnniQon 
rlAUil001o90 


i on ca 
lo9. 54 


1 01 o 

181.8 


1 OO A 

133.9 


1 o 

1.3 


0. 96 


pt Arn nni 00.7 


ino i c 
lOo. 15 


nn ao 

90.08 


AO OC 

92.86 


A 07 

0.87 


0.9 


dt Arm nni nni 
rLAUll001902 


t oo no 

132.93 


111 17 

111. 17 


101.84 


0.84 


0. 77 


PLAIE1001904 


11 CI 

21.63 


26. 18 


17.37 


1 


1 


PLAUil001907 


C 1 If 

51. 16 


54.84 


43.55 


1.07 


0. 85 


tit ipnnninm 

PLACE1001910 


4125.5 


5812. 98 


5956. 63 


1.41 


1.44 


TIT A r"T? 1 A A i a i o 

PLACE1001912 


98.39 


125.69 


81.71 


1.28 


0.83 


nt k rr i a a i a i o 

PLACE1001918 


75.3 


178.35 


171.51 


2. 37 


2.28 


DT AA1 AOA 

PLACL1001920 


38.58 


44.62 


25.77 


1. 12 


1 


dt irnnninio 

PLACE1001928 


59.67 


54.32 


45.81 


0.91 


0.77 


dt *rn aai no a 

PLACE1001930 


42. 5 


OA OA 

39.89 


29. 86 


0.94 


0. 94 


PLACE1001949 


30. 76 


31.17 


25.06 


1 


1 


PLACE1001959 


30.92 


27.74 


44.02 


1 


1.1 


PUCE1001969 


43.67 


68.4 


60.61 


1.57 


1.39 


PLACE1001974 


58.47 


87.97 


70.98 


1.5 


1.21 


PLACE1001981 


20.55 


19.1 


19. 17 


1 


1 


PUCE1001983 


50.42 


56.62 


39.13 


1.12 


0.79 


PUCE1001989 


64.23 


61.57 


57.16 


0.96 


0.89 
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pi APTJlAA9AftA 
i LAUC 1 UU 6UU4 


1QR H9 
loo. 06 


IOC 7Q 

loo. 10 


1 cc oc 
15b. 35 


A OA 

0.99 


1 10 
1. 13 


rLAUC 1 UU6UU0 


7fi Aft 
/ o. Uo 


7K 77 
ID. II 


OA 1 O 

ou. lo 


A A7 

0.97 


1 AO 

1.03 
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r LrtLL 1 U U6 U 1 0 


Q07 AO 

oy / . 4y 


A 1 7 71 
41 1. Ii 


A AC 1 C 

445. lb 


1 AC 

1. 05 


1 10 
1. 12 


PI AP171 HA9AAA 
rL/U/£lUU6U44 


A 1 1 c 

41. lb 


01 CI 

31. 51 


4 A OO 

40. 66 


A AO 

0.97 


A AO 

0.98 


PI APF1AA9AAC 
rLAlE 1 U U6 U40 


A A 90 

44. 2y 


OH 77 

35. 11 


A'? CC 

47. 55 


A A 

0. 9 


1 AO 

1.07 


pi appi AA9AH9 

rLALlllUU6U06 


9A AQ 


00 HA 

16. 54 


oc 01 
60. 31 


1 


1 


PI API71 AA9ACC 
rUllIilUU&UOO 


lOQ 07 
I/O. 3/ 


1 QO AC 

loo. Uo 


1 00 oc 

183. 25 


1 AO 

1.03 


1 AO 

1.03 


pt appi AA9A79 


7Q 9Q 
fo. CO 


Q1 C 

ol. 5 


IT 1 0 

77. 13 


1 A J 

1.04 


A AA 

0.99 


PI APF1 Afl9fY7Q 


97 Q 
6/. y 


9Q 71 
60. f 1 


OA OA 

34. 69 


1 


1 

1 


pi AfPinn9nan 

rLAlElUU6U0U 


P.1 Q9 
01. 06 


79 CI 

Ic. Ol 


CO 1 A 

03. 14 


1 17 

1.1/ 


1 AO 

1.02 


pi AfPinn9nfti 

rLALElUUcUol 


aa H9 

4U. 


OQ H1 

00. 51 


00 0 
00.0 


A AA 

0, 99 


A AO 

U.99 


pt apeiaa9aqa 

rLALlllUU6UyU 


70 Q1 

f y. oi 


1A0 QC 
1U2. 00 


1 01 OA 

131. 69 


1 0 

1.3 


1 CC 

1.66 


pi AfFinn9nQ^ 
ri*ALiL i uu^uy o 


fiQ 9H 
Do. 60 


70 
(6 


Q1 1 H 
ol. 15 


1 1 c 

1. 15 


1 OQ 
1. 60 


pi apfiaa9ia9 

rijuxiuu6iU6 


A7 Q 

4/ . y 


RA 99 
04. LL 


Q7 AO 

or . uy 


1 OA 

1. 34 


1 QO 
1. 06 


pt Ari*inn9inQ 

rLALE 1 UU6 1 Ua 


191 IQ 
111. lo 


1 HX 9 
154. 6 


110 07 

113. 3f 


1 07 


A AX 

U. 94 


pt apfiaa9i is 


A7 1C 
4/. 10 


HQ >I9 
00. 40 


A A OC 

44. 3b 


1 10 
1. 13 


A AX 

U. 94 


pt appiaa9i iq 


99A HQ 
UU. jo 


OOO 
LLC 


OKX 7C 

654. 75 


1 Al 
1.01 


1 1 c 

1. 15 


PT apfiaa9ixa 

rLAl/E>lUU614U 


994 91 
664. 61 


IHvl 09 

154. y^ 


OOA 1 0 
66U. 16 


A CA 
U. 09 


A AQ 

U. 9o 


pt APFinn9i ha 

rLrtLE,lUU610U 


AC HH 
40. DO 


OQ OH 

00. 95 


00 QH 

33. o5 


A QC 

O.ob 


A QC 

U.ob 


PT API71 AA91 HQ 
rLALlilUU6l00 


QA Q7 
34. Of 


AC OH 

40. 95 


XO 1 C 

43. 15 


1 17 

1.1/ 


1 AO 

l.Oo 


PT APP1 AA91 H7 
rLAlJilUU61Df 


QC 71 
00. / 1 


07 1 7 

61. 1/ 


oc c 
35. 5 


1 


1 


PT APE1 AA91CQ 
rLAUilUU61O0 


41 H7 
41. Of 


XO OQ 

4o. 9o 


CO Q 

53. 0 


1 AC 

1.0b 


1 OA 

1. 29 


PT APT71 AA91CQ 


QA Afi 
oU. Uo 


79 9C 
IL. LO 


77 QO 
//. OO 


A A 

0.9 


A A7 
0. 9/ 


pt Arn AA9i 7A 


09 CO 

61. 02 


00 c 
60. 0 


01 CO 

ol. by 


1 


t 
1 


pt Arn AA9i 71 
rLAlxlUU6l / 1 


HA 90 
04. 60 


XO CO 

46. 59 


CA 1 0 

5U. 16 


A OA 

0. 79 


A AO 

0. 92 


dt atui aaoiqa 
rlJ\l£lUU21oU 


CC AO 
00. U2 


AC CO 
40.06 


A 1 CI 

41. ol 


A OC 

0. 85 


A OC 

0.76 


pt Arc i nno 1 Qyi 
rLAUilUU6lo4 


117 AC 

llf.Ub 


1 70 CO 
If 6. 56 


1 AO OC 

143. 60 


1 AO 

1.47 


1 00 
1.22 


dt apfiaaooaa 


00 0 
00. 6 


oc nc 

06. 06 


OA TT 

34. 77 


1 


1 


dt a/tiaaooac 
rLAlLlUu66U0 


AO AO 

93. 9o 


7C ilA 

75.49 


CC AC 

65.05 


A O 

0.8 


A CA 

0.69 


dt atei aaooi o 
rLAUilUU66lo 


A(\ XI 

49. 41 


CA 1 A 

oU. 19 


CC AC 

55. 06 


1 00 
1.22 


1. 11 


dt Aruinn99iQ 
rLALillUU66iy 


09 AQ 

06, Uo 


OA HQ 

o4. 5o 


AO QO 

46. o3 


1 


1 AO 

1.07 


DT AfTI AA0997 


OQ 90 

39. 22 


it 1 AA 

41. 44 


00 00 
39. 66 


1 Ai 

1. 04 


1 


DT APTJ1 AA99HQ 


10 1Q 

13. lo 


1 H Al 

15. Ul 


1 1 ex 
11. o4 


1 
1 


1 
1 


PT AP171AA99HC 
rLALElUU6600 


Qft AQ 
00. Uo 


AO A7 
46. U/ 


A 1 01 

41. 31 


1 AH 

1. 05 


1 AO 

1.U3 


pt apui aa9oho 
rLALE,lUU660y 


OH X9 
00. 42 


QQ 71 
OO. 1 1 


OQ AO 

60. 99 


1 


1 
1 


dt AfTi aa99qh 
rLAUilUU66oO 


01 AA 

21. 44 


00 riA 

LL. U4 


00 AO 
66. 06 


1 
1 


1 
1 


DT AflTIAAOOAl 


OA A7 

39.9/ 


CI 00 
51. 06 


AO CA 

4/.b9 


1 ' 0 
1.3 


1 1 A 

1. 19 


DT APTjIAAOOIA 

rLAlfclUU6olU 


OQ 0 
00. 0 


CO 71 

53. 71 


CA OO 

59.83 


1 O A 

1. 34 


1.5 


dt apTj 1 aaooi i 
rLAUilUU2311 


00 01 
32. 01 


01 oc 
31. 35 


01 CO 

21. 52 


1 


1 


DT APCl AAOOI 0 

rLAUiiUU60l9 


OA 1 

oy. l 


07 OO 

37. 00 


00 Al 

38.01 


1 


1 


di attiaaoooa 


AO OC 

41. 00 


A C AO 

45.03 


OO OA 

28.89 


1 AC 

1.06 


A CiA 

0.94 


DT APTJIAAOOOO 

rLAlfclUU2333 


00 1 c 

22. 15 


01 0 

61. 0 


10 1 c 

18. 15 


1 


1 


DI ArCl AAOOjIO 

rLAlfclOU2342 


C7 ai 

57.91 


TO 1 0 

78. 12 


TO CA 

77.69 


1 or 

1.35 


1 OA 

1.34 


PLACE 1002343 


24.89 


27.37 


21.38 


1 


l 


PLACE1002355 


29. 14 


51.73 


37.92 


1.29 


l 


PLACE1002358 


35.63 


34.51 


30.06 


1 


l 


PLACE1002359 


59.86 


66.1 


56.59 


1.1 


0.95 


PLACE1002374 


108.32 


173.07 


169.76 


1.6 


1. 57 


PLACE1002376 


123.21 


156.84 


143.37 


1.27 


1. 16 


PLACE1002379 


56.01 


73.79 


77.99 


1.32 


1.39 
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PT.ArFioo97RR 

iLnxiE, 1 UU6 000 


1R 7ft 
10. /o 


17 R1 
1 r . 01 


90 ftl 

6U. 01 


1 
1 


l 


puvrFioo97QR 


ni 97 

lOl . bO 


174 ftl 
104. 01 


QO 74 
yu. r4 


1 07 
1. UO 


n ftQ 
u. oy 


pt.apfioo97qq 


77 ft9 

00. 06 


41 9 

41.6 


RO 1 1 

OU. 11 


1 07 
1. UO 


1 9R 
1. 60 


i L*nuL 1UU64U 1 


9ft Oft 

60. UO 


94 79 

64. IC 


79 7 

06. 0 


1 
1 




piirFioo9477 

rLVU/EilUU6400 


Oa. fO 


74 OR 
04. uo 


9fi 7Q 

60. oy 


1 
1 




PI APF1 009477 
rLittVjElUU640/ 


9ft ft7 
co. or 


97 7ft 
6/. 00 


94 99 
64, 66 


1 
1 




pt apfi 009474 


97 04 
C I . vf4 


9Q Q 
60. y 


OA ftR 
64. OD 


1 

1 




pi apfiqo944r 

rLftLE.lUU6440 


71 OR 
01 . UD 


77 Q9 
00. y6 


R9 0 

36. y 


1 
1 


1 00 
1. 3Z 


PI APF1 009447 
rLALE.lUU644/ 


qq R7 
00. or 


97 ft4 
60. 04 


77 1A 
00. 04 


1 




PI APF10094R0 


71 Qft 

oi . 00 


40 R4 
4U. 04 


70 9ft 
Oy. 60 


1 no 

1. U6 




PI APF10094R9 
rum! i UU640& 


74 
04 


7R 94 
00. 64 


97 rY7 
CI . U/ 


1 




PI APF1 0094RR 
r LALL 1 U U6 4 0 0 


77 RO 

or . Dy 


79 41 
06. 41 


79 C9 
06. 06 


1 
1 




PI APF1 009474 
rLnLHlUU64 / 4 


1A 10 

04. iy 


7Q 1 
OU. 1 


71 Q7 
01. 00 


1 




PI APF1 009477 

f LAVE, 1 UUc4 f f 


91 R R7 
610. 00 


9RR Qft 
600. yo 


1Q9 94 
iy6. 64 


1 10 
1. ly 


n on 
U. oy 


PI APF10094Q7 


1 17 Oft 
1 1 / . Uo 


190 Q4 
16U. y4 


ftft 0 

00. y 


1 no 
1. Uo 


n C7 
u. Dr 


PI APF10094Q7 
r LAUClUU64y 1 


99 OR 
Lc. yo 


90 97 
6U. CI 


1 R ftR 

ID. OD 


1 




PI APF10094QQ 
r LAi/Eiuu64yy 


10 77 
DU. ro 


RQ. 7 
Do. / 


RQ 97 

oy. 60 


1 ift 
1. lo 


1 17 
1. 1/ 


PI.APF1009R00 

rLAl/Cl UU60UU 


OR 97 
yo. a 


147 ft 
14/ . 0 


119 4 
1 16. 4 


1 ZA 

1. D4 


1 17 
1.1/ 


PI APF1009R14 
rLAV/E.lUU6D14 


77 R1 
00. Dl 


9R 4R 
60. 40 


97 ft 
60. 0 


1 
1 




PT APF1009R1R 


41 R1 
41. 01 


RR Oft 
00. Uo 


R1 91 
01. 6l 


1 OR 
1. 00 


1 A7 
1.4/ 


PTJIPF1 009R9Q 

r UUX A U vL 0 £ if 


00. yo 


70 RR 
OU. 00 


97 R7 
6/. 0/ 


1 
1 




PTiPFl009R79 


111 1ft 
111. 10 


197 9 

16/ , 6 


70 97 
/U. CI 


1 1 A 
1. 14 


n fto 
U. Oo 


PT.APF1009R7R 


1R4 7ft 

104. 00 


1R7 RR 
100. 00 


19ft R1 
160. Dl 


0 QQ 

u. yy 


0 Q7 
U. 00 


PT APF1009R77 
ruwE.iuu600 i 


R1 RR 
01. 00 


RQ ftft 

oy. 00 


R7 1Q 

Di . iy 


n Q7 
u. y r 


n qo 

u. yo 


PTAPF1009R7Q 


77 Q 
Or , y 


70 RR 
OU. 00 


71 10 

01 . iy 


1 
1 


1 

1 


PIiPF1009R47 


R7 77 
or.ro 


Q7 ftR 

yo. 50 


SO R 

oy. 0 


1 OQ 

1. oy 


1 09 
1. 06 


PI APF1009R71 


R7 4 
00. 4 


74 17 
f 4. lo 


CO CO 

Do. Do 


1 17 

1.1/ 


n no 
U. yo 


PI APF1009R7ft 


179 47 
106. 40 


1 RO 90 

lou. 6y 


lift RR 

lib. DD 


1 10 

1. lo 


n qq 
U. 00 


PI APF1009RS7 
rLftL 11 1 UU6 Doo 


79 14 

06. 14 


7A AG 

04. 4y 


OA Rft 
64. 00 


1 


1 
1 


PI APF1009RQ1 


77 R7 

or. or 


A 1 

41 


97 Ol 

6/. yi 


1 no 
l.Oo 


1 


PT APF1009RQfi 


Qft 1 Q 

yo. its 


Q7 90 

or. oy 


70 CC 

/y. dd 
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0.91 


U. 00 


PT APE1 ftftOCfM 
rLAUilUU60U4 


Kit 90 
04. 60 


ftft 1 0 

00. lo 


49. 66 


1.22 


A A1 

0.91 


PI APE1 nft9ft1 9 
rLALElUUco 16 


OR OR 

yo. 00 


OR 10 

yo. ly 


1 no 10 
lUo. 19 


1 


1 AO 

1.08 


PT APT7inn,9ft9R 
rLALElUUcOtD 


7R 90 

00. 6y 


OR C 

00. 0 


07 1 7 

or. 1/ 


1 
1 


1 


PT APT7inn9fiQQ 
rLAlElUUcOOo 


7ft HQ 
00. Uo 


R1 AO 
01. 46 


07 OK 

or. yo 


1. 6y 


1 


PI APF1009RRR 
rLAldUUtODD 


77 ftQ 

/ / . oy 


on Aa 

yu. 4o 


Q7 Ad 

or. 4y 


1 IC 

1. 10 


1 10 
1. lo 


PI APF1009RRR 


71 40 

01. 4y 


79 Q9 
06. 06 


90 A 
60. 4 
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1 


1 


PT APF1O09RBR 
rLAlElUUlOoD 


17 ftQ 

1 / . oy 


Ifi RO 

io. oy 


1 0 07 

lo. 0/ 
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1 


1 


PT APF1009RQ9 
r LALE. 1 UU 6 Oy 6 
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lOD. 40 
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1 n7 
l.Ur 


n oo 
U. 00 


PT AfF 10097 14 


1Q 9R 

iy. 60 


90 94 
6U. 64 


10 ftQ 

iy. Oo 


1 


1 
1 


PT JPF 1009791 
rU\LLLV\Jc 1 CI 


74 R9 
04. 06 


40 79 
4U. IC 


AR QQ 
40. OO 


1 no 
1. \)c 


1 17 
1.1/ 


PT AfF 1009799 


10 OR 

iy. uo 
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14. Oo 


1 
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1 


PT APF100979R 
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4U. 01 
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01 07 
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n nn 

u.yy 
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U.99 


pi Ari7inn97cc 
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7o. cl 


00 1 n 
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71. 78 


1.06 


A AO 

0.92 


PLACE1002768 


25.22 


31.86 


26.26 


1 


1 


PLACE1002772 


20.72 


18 


15.78 


1 


1 


PLACE1002775 


68.56 


83. 59 


84.85 


1.22 


1.24 


PLACE1002780 


19.13 


20.21 


19.82 


1 


1 


PLACE1002782 


14.99 


11.76 


15. 12 


1 


1 


PLACE1002794 


26.71 


32.3 


25.11 


1 
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PUCE3000020 760. 66 812. 44 697. 12 

PLACE3000029 217. 19 259. 74 201 . 46 

PLACE3000038 41.85 54.63 40.3 

PLACE3000052 367. 89 489. 29 371 . 66 
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PLACE3000067 59.74 70.09 61.55 

PUCE3000069 93.54 91.2 73.59 

PLACE3000070 185.28 188.38 229.21 

PLACE3000103 65.17 61.33 54.93 
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PUCE3000121 1345.4 1349.82 1036.69 

PLACE3000124 97.43 115.22 90.24 

PLACE3000135 11.35 10.57 7.29 

PIACE3000136 28.24 30.03 24.93 

PLACE3000142 21.84 22.96 23.32 

PUCE3000145 738.49 611.83 451.51 

PLACE3000147 176.32 164.52 132.27 

PLACE3000148 4.21 2.12 1.47 

PLACE3000154 35.29 60.89 56.38 

PLACE3000155 66.71 65.47 53.88 

PUCE3000156 18.22 36.57 17.58 

PUCE3000157 26.5 33.22 27.53 

PLACE3000158 1 15. 37 133. 81 102. 19 

PUCE3000160 136.75 99.83 114.37 

PUCE3000169 165.8 195.53 168.21 

PUCE3000181 127.79 141.83 120.13 

PLACE3000194 49.19 48.32 44.38 

PLACE3000197 12.91 14.38 16.78 

PLACE3000199 14.71 10.56 10.36 

PUCE3000205 868.43 1057.62 753.31 
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PLACE3000213 33.26 40.23 30.49 

PLACE3000215 21.84 17.5 13.39 
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PLACE3000221 437.38 475.47 358.38 
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PLACE3000226 89.7 98.83 76.04 

PLACE3000230 26.28 30.38 53.41 

PLACE3000231 34.3 53.63 46.02 

PLACE3000235 105.91 116.52 94.01 

PLACE3000242 62.07 67.67 62.09 

PLACE3000244 26.87 27.09 18.22 

PLACE3000253 20.69 18.14 18.91 

PLACE3000254 59.24 71.24 61.14 

PUCE3000271 210.99 227.81 179.99 

PLACE3000276 22.03 19.83 15.86 

PLACE3000304 283. 54 350. 52 301 . 89 

PUCE3000309 48.91 70.41 44.97 
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PIACE3000310 42.78 
PUCE3000320 49.02 
PLACE3G00322 3. 16 
PLACE3000330 221.71 
PLACE3000331 138.49 
PLACE3000336 37.63 
PLACE3000339 104.65 
PLACE3000341 114.82 
P1ACE3000350 160.43 
PLACE3000352 47.6 
PLACE3000353 61.18 
PLACE3000362 76 
PUCE3000363 16.4 
PLACE3000365 27.86 
PLACE3000373 21.61 
PLACE3000374 31.32 
PLACE3000387 8.25 
PLACE3000388 64.69 
PLACE3000399 112.65 
PUCE3000400 44.55 
PLACE3000401 490.44 
PLACE3000402 32.95 
PLACE3000405 53.52 
PLACE3000406 35.93 
PUCE3000413 18.05 
PLACE3000416 29.64 
PIACE3000425 50.28 
PUCE3000437 204.43 
PLACE3000455 70.16 
PLACE3000475 146.58 
PLACE3000477 71.98 
PLACE4000003 23.25 
PLACE4000008 70.24 
PLACE4000009 43.12 
PLACE4000014 21.64 
PIACE4000029 445.92 
PLACE4000034 90.28 
PLACE4000049 80.02 
PLACE4000052 28.33 
PLACE4000062 33.61 
PLACE4000063 43.96 
PLACE4000089 59.97 
PLACE4000093 19.92 
PLACE4000100 59.02 
PUCE4000103 23.19 
PLACE4000106 42.56 
PUCE4000128 67.58 
PLACE4000129 29.93 
PLACE4000131 782.86 
PLACE4000147 14.59 
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[0 8 2 3] 

[3^3 5 2] ffiKMia, np#ftTi»*Lfcflwwia 

Synoviocyteli^l^ia^, Syovi ocute JTNF( iTNF 

*IHILfc?IHWl«a*r*+ 0 expK exp2, fciU^ex* 



* p3fi. *ix€ixirf«)ai3SIS*«r*LTv^o ttest vs 
TNFtt. »«ittliatTiF^Lfc»IISttfit^**|ltt^ 
o»*Sr^1- 0 IIP*HlLfc?WBllBlc*5»t«»a*© 

*P<0.05, fcJ;tf**P<0.01T^Lfc o 



Clone 



Synoviocyte 



Synoviocute_TNF t test 

vs if® 

exp. I exp.2 exp.3 exp. 1 exp.2 exp.3 TNF 



GAPDH(Crl) 

0actin(Cr2) 

ADRGL1000005 

ADRGL1000007 

ADRGL1000009 

ADRGL1000011 

ADRGL1000027 

ADRGL1000058 

ADRGL1000069 

ADRGL1000077 

ADRGL1000092 

ADRGL1000099 

ADRGL1000136 

ADRGL1000147 

ADRGL1000159 

ADRGL1000160 

ADRGL1000171 

ADRGL1000181 

BGGI 11000015 

BGGI 11000016 

BGGI 11000017 

BGGI 11000022 

BGGI 11000031 

BGGI 11000042 

BGGI 11000046 

BNGH41000020 

BNGH4 1000025 

BNGH41000026 



0.4 
385.94 
2. 72 
4.36 
0.99 
1.98 
0.79 
4.12 
1.91 
1.98 
2.99 
2.77 
20.49 
2.09 
1.51 
2.42 
0.95 
0.64 
2.13 
27.77 
1.29 
4.72 
4.47 
9.55 
8.56 
246. 16 
4.31 
2.71 



0.8 
262.23 
2.97 
5.19 
1.25 
3.56 
1.22 
7.08 
1.68 
2 

4.79 
4.79 

27. 18 
2.58 
1.77 
4.34 
1.11 
1.37 
3.89 

35.71 
3. 19 
4.45 
6. 58 

11.29 
9.77 
211.77 
3.12 
4.77 



0.89 
582.98 
4.46 
9.58 
1.64 
5.24 
1.66 
26.9 
2.47 
2.54 
12.53 
12.85 
31.85 
5.47 
3.07 
6.89 
1.64 
1.74 
5.02 
52. 17 
3. 14 
6.75 
8.77 
20.54 
17.04 
380.83 
6.92 
7.53 



0.9 
443.28 
7.27 
20.78 
2. 16 
22.22 
2.82 
62.55 
14.19 
5.5 
21.46 
23.61 
62.44 
5.69 
3.4 
8.08 

I. 89 
3.99 

10.49 
57.18 
3.24 
10.71 
14.79 
23.39 
34.24 
658.32 

II. 4 
4.45 



1 

422.61 
7.45 
19. 59 
4.08 
23.49 
4.99 
67.32 
14.54 
2.9 
22.09 
24.02 
40.69 
7. 52 
4.71 
7.24 
2.69 
4.27 
11.35 
48.51 
3.65 
5.56 
11.63 
18.75 
30.76 
647.37 
13.1 
7.17 



1.15 
573.47 
3.51 
18.29 
2.02 
19.81 
1.9 
49.15 
13.74 
4.16 
26.19 
25.56 
48.29 
3.85 
2.59 
7.06 
1.87 
3.89 
9. 14 
63.57 
2.34 
8.27 
10.04 
20.23 
25.79 
559. 16 
15.01 
6.23 



** 
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BNGH41000027 11.52 13.5 12.69 20.62 12.48 24.91 

BNGH41000035 23.02 25.91 36.46 51.05 31.83 41.67 

BNGH41000037 2.7 5.21 6.72 12.95 8.98 8.59 * + 

BNGH41000042 14.55 16.06 22.84 49.62 37.57 36.25 ** + 

BNGH41000048 3.92 6.27 25.68 66.19 74.4 66.21 ** + 

BNGH41000056 0.74 L75 3.26 5.28 7.34 3.75 * + 

BNGH41000087 3.36 4.08 5.19 5.59 8.15 3.01 

BNGH41000091 0.18 1.45 2.47 2.72 3.4 2.14 

BNGH41000157 6.93 7.99 6.23 13.37 10.28 9.98 * + 

BNGH41000169 1.09 1.53 2.99 2.77 4.23 2.59 

BNGH41000181 3.5 4.06 7.5 5.71 6.81 6.09 

BNGH41000198 1.32 2.3 4.35 2.06 2.55 2.22 

BNGH41000219 2.29 3.91 5.61 12.4 13.73 10.76 ** + 

BNGH41000229 9.65 9.99 12.99 18.34 18.92 18.94 ** + 

BNGB41000237 8.4 12.99 12.61 27.63 11.26 13.45 

BNGH41000238 1.56 2.59 6.77 3.45 4.55 3.32 

BNGH41000243 5.56 8.95 6.71 15.03 12.55 16.36 ** + 

BNGH41000270 2.94 2.77 2.88 3.67 3.99 3.74 ** + 

BRAWH1000004 1 2.19 6.99 6.45 8.36 6 

BRAWH1000018 1.8 2.24 5.06 4.43 6.95 5.24 

BRAWH1000021 1.33 2.73 4.81 4.16 5.85 5.21 

BRAWH1000027 0.58 1.7 1.62 2.39 3.65 2.63 * + 

BRAWH1000029 2.32 3.63 6.21 6.03 6.73 4.81 

BRAWH1000040 4.68 4.98 8.01 7.28 7.2 8.67 

BRAWH1000050 11.04 10.47 43.79 51.7 73.7 60.92 * + 

BRAWH1000051 2.14 0.63 2.71 2.25 4.43 1.04 

BRAWH1000060 7.84 8.07 48.26 59.16 66.12 63.86 * + 

BRAWH1000075 1.85 1.86 2.98 2.07 4.4 2.34 

BRAWH1000081 1.88 2.78 7.19 5.9 10.82 7.4 

BRAWH1000084 30.23 30.57 65.21 235.81 180.86 211.35 ** + 

BRAWH1000095 1.38 2.47 4.51 3 4.78 2.67 

BRAWH1000096 1.37 2.89 4.71 3.7 4.8 5.17 

BRAWH1000097 3.32 3.27 10.74 9.24 10.62 7.75 

BRAWH1000100 4.77 5.19 7.69 6.98 7.06 7.28 

BRAWH1000101 12 12.04 36.52 46.19 41.09 50.21 * + 

BRAWH1000104 1 . 37 0. 92 4. 33 1. 47 4. 47 2. 41 

BRAWH1000107 0.62 1.88 2.48 2.43 5.03 3.15 

BRAWH1000110 4.4 4.06 16.81 13.87 11.1 15.74 

BRAWH1000111 3.98 6.14 6.05 8.85 8.95 10.64 * + 

BRAWH1000135 4.95 4.91 7.7 7,37 9.42 9.98 

BRAWH1000190 2.22 3.84 5.07 4.66 7.16 4.99 

HEMBA1000005 5.91 6.44 11.97 17.55 22.88 18.65 * + 

HEMBA1000006 2.61 3.17 4.64 3.08 8.49 4.75 

HEMBA1000012 10.97 11.75 51.07 71.4 106.82 74.8 * + 

HEHBA1000020 50.65 49.12 113.3 197.41 293.79 216.89 * + 

HEHBA1000030 1.93 3.08 4.67 5.72 3.62 6.43 

HEMBA1000034 3.27 3.21 5.35 4.62 10.29 6.85 

HEMBA1000042 1.64 3.17 6 4.72 6.92 8.12 

HEHBA1000045 7.13 9.44 11.07 9.55 14.43 10.44 

HEHBA1000046 1.14 2.24 2.77 3.73 5.3 4.34 * + 
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HEMBA1000047 1.17 1.99 3.83 2.98 4.47 3.78 

HEHBA1000048 3.76 4.75 3.64 8.73 12.38 5.48 

HEHBA1000050 0.48 1.77 1.78 1.4 3.39 1.46 

HEMBA1000053 1.64 1.28 2.57 4.68 4.03 3.99 ** + 

HEMBA1000060 1.88 2.71 4.51 7.29 7.94 9.74 ** + 

HEMBA1000072 52.79 53.46 135.73 165.97 221.75 230.97 * + 

HEMBA1000073 16.54 11.43 27.32 22.4 36.09 33.78 

HEMBA1000076 5.06 5.33 9.77 12.16 10.46 11.15 ♦ + 

HEMBA1000084 4.75 4.46 20.71 30.15 43.67 33.92 * + 

HEMBA1000087 0.51 1 3.32 0.65 2.82 1.61 

HEHBA1000088 1.98 2.97 4.6 6.2 9.87 8.46 * .+ 

HEMBA1000091 6.36 5.4 17.56 30.15 44.04 35.43 ** + 

HEHBA1000111 1.52 1.77 3.63 5.29 6.65 6.4 ** + 

HEHBA1000121 0.86 1.17 3.58 3.52 4.47 5.83 

HEMBA1000128 1.52 2.99 6.04 4.28 6.05 5.93 

HEMBA1000129 2.04 1.81 3.95 2.66 3.26 3.32 

HEMBA1000141 2.31 3.45 5.98 3.56 6.67 5.6 

HEMBA1000146 0.84 1.29 2.96 1.93 4.98 3.52 

HEMBA1000150 3.34 3.29 10.65 8.27 11.97 9.46 

HEMBA1000154 25.17 29.21 82.33 128.3 134.42 139.59 ** + 

HEMRA1000156 3.28 4 5.87 8.69 6.19 6.13 

HEMBA1000158 7.98 10.04 12.52 16.99 15.47 12.88 

HEMBA1000168 1.21 2.2 4.11 5.7 7.3 5.21 * + 

HEMBA1000180 0.4 2.04 2.87 2.86 4.06 2.05 

HEHBA1000185 1.65 3.84 4.88 7.5 9.46 9.07 ** + 

HEHBA1000188 1.37 1.64 3.31 4.94 4.19 3.35 

HEMBA1000193 1.53 0.66 3.16 2.68 4.33 2.5 

HEMBA1000194 2.18 2.95 5.68 9.11 8.74 8.83 ** + 

HEMBA1000201 2.6 4.47 9.74 13.45 14.8 14.65 * + 

HEMBA1000213 1.33 1.95 2.76 2.08 4.49 3.7 

HEMBA1000216 1.26 1.82 3.27 2.92 5.2 3.47 

HEHBA1000227 0.99 2.27 2.38 3.28 4.21 1.83 

HEMBA1000231 1.5 1.97 5 7.56 7.19 6.16 * + 

HEMBA1000237 4.5 6.13 9.14 14.79 18.3 14.71 ** + 

HEMBA1000243 0.6 1.89 3.01 4.3 4.34 3.67 * + 

HEHBA1000244 1.54 2.45 3.78 6.08 5.58 3.36 

HEHBA1000251 1.15 1.92 2.97 2.26 4.59 3.22 

HEMBA1000254 0.69 1.8 4.81 3.57 4.97 3.58 

HEHBA1000264 0.84 2.28 3.01 2.84 3.23 3.12 

HEHBA1000269 1.9 2.34 3.69 4.41 4.09 2.51 

HEMBA1000275 5.31 4.29 8.03 7.96 12.04 8.54 

HEHBA1000280 1.43 0.83 2.19 3.3 4.08 4 ** + 

HEHBA1000282 1.15 1.01 4.23 6.29 7.01 5.46 * + 

HEHBA1000287 2.86 3.19 4.45 5.81 6.04 6.37 ** + 

HEMBA1000288 1.37 2.23 6.13 3.51 6.02 3.85 

HEHBA1000290 1.01 2.17 4.11 2.46 3.26 2.73 

HEMBA1000296 2.4 3.66 5.49 6.15 6.55 5.84 

HEHBA1000300 1.22 2.73 6.6 7.64 8.88 7.23 

HEHBA1000302 0.93 2.17 2.86 3.04 3.74 1.97 

HEMBA1000303 1.36 2.15 3.57 4.13 4.43 3 
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2041 

HEMBA1000304 1.06 1.99 4.26 5.51 7.28 

HEHBA1000307 1.21 1.73 2.65 4.4 5.64 

HEMBA1000312 6 8.7 10.77 13.2 9.18 

HEMBA1000318 1.5 4.22 3.25 5.39 6.05 

HEMBA1000327 2.18 3.7 3.34 10.58 6.06 

HEMBA1000333 0.68 2.75 4.33 3.12 4.74 

HEMBA1000338 1.61 2.84 5.33 5.8 5.78 

HEHBA1000343 1.79 3.5 3.69 5.55 6.7 

HEHBA1000349 0.97 1.52 3.24 3.9 5.37 

HEHBA1000351 1.6 2.06 5.75 4.8 6.22 

HEHBA1000355 1.52 3.09 4.09 3.78 5.14 

HEMBA1000356 9.3 10.42 14.39 26.93 22.26 

HEMBA1000357 1.88 2.11 4.76 3.81 5.7 

HEHBA1000366 1.67 1.94 3.83 3.14 4.75 

HEMBA1000369 1.87 2.94 5.17 2.82 5.2 

HEMBA1000370 2.45 3.4 4.63 3.75 5.34 

HEMBA1000376 3.64 4.55 14.48 26.69 29.98 

HEMBA1000387 2.95 3.19 6.2 7.85 7.62 

HEMBA1000389 2.88 3.74 8.83 14.4 10.9 

HEHBA1000390 1.86 2.27 3.5 4.28 4.98 

HEMBA1000392 1.49 1.4 3.06 2.58 3.78 

HEHBA1000396 1.82 2.16 3.45 3.43 4.93 

HEMBA1000411 1.01 1.41 4.49 1.94 4.41 

HEMBA1000418 2.85 3.21 4.41 7.75 6.81 

HEMBA1000422 0. 99 1. 89 2. 14 2. 64 4. 03 

HEMBA1000428 0.36 2.43 3.09 2.58 3.31 

HEHBA1000434 0.54 2.19 2.93 2.11 3.6 

HEHBA1000442 0.82 2.2 3.37 2.13 3.8 

HEHBA1000443 1.19 1.9 3.12 2.99 6.28 

HEMBA1000446 38.48 43.56 75.05 56.34 60.86 

HEMBA1000456 5.19 4.41 6.5 7.45 5.62 

HEHBA1000459 1.95 2.11 4.24 3.46 6.17 

HEMBA1000460 7.46 7.84 8.87 13.59 12.54 

HEHBA1000462 2.11 3.51 5.04 6.05 5.16 

HEMBA1 000464 1.33 0.96 1.73 1.69 2.74 

HEMBA1000468 L25 1.44 2.43 1.69 3.48 

HEMBA1000469 2.89 3.37 8.1 5.42 8.81 

HEMBA1000477 2.87 3.03 7.4 5.41 9.68 

HEMBA1000481 29.67 31.97 31.95 42.76 52.75 

HEMBA1000488 1.75 2.43 2.96 3.11 5.9 

HEMBA1000490 1.34 2 3.49 4.41 3.7 

HEMRA1000491 1.21 1.71 2.85 4.24 4.99 

HEMRA1000498 2.12 3.21 4.55 4.39 7.76 

HEMBA1000501 2.22 3.36 6.25 6.44 8.93 

HEMBA1000504 2.93 3.18 4.82 3.63 5.37 

HEMBA1000505 0.81 1.97 3.33 2.72 5.1 

HEHBA1000507 1.02 2.24 5.29 4.17 8.62 

HEHBA1000508 2.25 2.3 7.65 4.84 8.57 

HEMBA1000518 1.38 0.96 0.98 1.89 2.97 

HEMBA1000519 9.5 7.28 15.97 19.28 20.99 
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(1027) #^2002-191363 
2051 2052 

HEMBA1001361 1.7 3.24 4.96 4.18 6.08 6.06 

HEMBA1001364 0.8 1.71 2.4 1.47 4.11 2.95 

HEMBA1001375 3.45 2.77 5.75 5.71 5.83 6.32 

HEMBA1001377 2.81 3.16 7.36 5.37 7.98 7.89 

HEHBA1001383 0.25 1.64 2.61 1.26 2.47 1.84 

HEMBA1001387 1.81 2.15 3.66 1.94 5.14 2.47 

HEMBA1001388 1.52 1.78 5.07 2.01 4.61 3.49 

HEMBA1001390 34.61 34.52 66.57 67.03 50 56.4 

HEMBA1001391 1.65 2.77 4.83 4.32 7.98 3.82 

HEMBA1001398 1.98 2.87 7.47 7.24 10.42 8.29 

HEHBA1001405 1.17 2 3.87 2.99 5.3 2.61 

HEMBA1001406 2.01 3.27 3.75 5.35 6.62 4.33 * + 

HEMBA1001407 1.13 1.78 3.73 6.39 6.64 4.44 * + 

HEMBA1001411 1.44 2.81 4.47 7.2 6.35 6.04 * + 

HEMBA1001413 1.84 1.53 3.31 3.61 3.75 3.76 

HEMBA1001414 1.47 2.34 5.3 5.33 7.22 5.47 

HEMBA1001415 1.91 2.36 4.97 4.4 5.86 4.29 

HEMBA1001416 4.73 4.85 9.54 8.87 11.06 9.4 

HEMBA1001432 1.23 1.27 4.43 4.27 6.64 3.59 

HEHBA1001433 1.96 2.93 4.55 4.33 8.66 3.64 

HEMBA1001435 2.17 2.27 6.39 7.02 10.35 5.88 

HEMBA1001442 0.99 0.68 2.02 2.36 3.12 1.81 

HEMBA1001446 1.87 1.84 5.82 9.71 8.93 11.01 ** + 

HEMBA1001450 2.35 2.32 11.22 8.61 10.08 6.34 

HEMBA1001454 3.08 4.25 9.69 13.64 10.73 11.82 * + 

HEMBA1001455 2.28 2.7 3.11 2.69 5.54 2.8 

HEMBA1001459 2.74 3.37 6.03 5.07 7.38 5.52 

HEMBA1001461 3.34 4.47 6.96 6.8 9.85 7.47 

HEMBA1001462 1.07 1.47 2.79 2.67 4.5 2.54 

HEMBA1001463 1.38 1.61 5.25 4.95 5.46 5.51 

HEMBA1001469 3.9 4.51 7.32 10.63 9.83 7.76 * + 

HEMBA1001473 4.56 3.49 8.25 7.52 10.34 6.53 

HEMBA1001477 2.14 1.59 4.64 3.41 5.75 2.59 

HEMBA1001478 2.46 2.8 3.77 2.95 3.73 2.55 

HEMBA1001480 4.15 6.8 8.96 11.64 11.87 8.48 

HEMBA1001483 1.9 1.64 5.71 6.6 8.22 7.23 * + 

HEMRA1001490 1.45 2.09 3.76 5.16 4.52 4.65 * + 

HEMBA1001495 56.8 53.41 123.27 193.11 133.65 132.04 

HEMBA1001497 2.06 1.98 7.47 4.81 8.45 5.85 

HEHBA1001510 3.99 4.23 15.22 11.46 13.7 14.56 

HEMBA1001515 1.45 2.33 4.02 3.73 6.11 3.04 

HEMBA1001517 1.6 2.21 4.6 5.26 5.4 4.6 

HEMBA1001522 1.56 2.72 3.77 3.61 6.37 2.43 

HEMBA1001526 2.19 2.97 4.97 4.05 4.38 3.59 

HEMBA1001533 3.19 2.86 6.23 6.83 7.76 4.64 

HEHBA1001547 7.26 5.37 13.69 5 7.96 6.19 

HEMBA1001552 7.12 4.72 17.79 16.12 16.3 16.05 

HEMBA1001553 41.67 45.48 66.23 57.2 47.01 79.81 

HEMBA1001557 2.24 2.93 5.15 5.81 8.33 4.59 

HEMBA1001563 1.69 2.4 4.56 3.66 6.99 4.76 
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(1028) 

8.29 5.94 9.04 5.84 

26.6 30.2 31.14 32.61 
10.2 9.19 10.25 9.53 

7.77 9.26 7.4 9.93 
10.95 8.81 12.09 9.08 

6.68 6.35 6.84 4.03 

4.52 4.4 5.6 3.5 

3.63 4.39 6.19 3.78 

19.7 13.25 13.29 14.02 

3.64 3.76 6.53 2.82 
16.17 14.14 16.46 14.43 

205.41 240.97 118.65 165.59 

10.54 12.22 12.24 11.46 

3.42 1.76 3.44 2.97 

3.41 3.55 4.9 2.85 
4.01 3.34 5.33 2.97 

13.65 10.96 15.01 10.74 

57.38 88.92 112.42 87.46 

7.85 6.62 9.07 8.73 

4.78 3.35 6.75 4.09 
9.27 7.26 11.15 8.6 

2.8 1.98 3.22 1.77 
3.47 2.63 6.63 1.73 

8.82 12.45 15.21 12.42 

5.9 4.28 7.62 3.39 
13.22 20.04 19.39 15.65 

2.53 3.21 5.79 3.36 
107.65 245.72 212.81 275.65 

21.87 23.65 19.51 27.88 

12.32 9.39 10.95 11.65 

5.75 6.25 9.11 6.36 

6.26 4.32 7.57 6.98 

3.42 2.3 4.76 3.15 

3.55 2.36 7.57 3.09 
3.51 3.21 4.87 3.5 

2.83 2.99 2.45 3.18 

2.56 2.13 3.02 2.24 
19.06 23.54 22 23.8 

124.25 152.62 195.81 173.65 

7.32 5.99 6.59 5.26 

10.19 9.09 12.53 9.64 

3.27 1.58 4.8 2.29 

4.28 4.78 6.06 4.27 
2.87 3.5 4.69 5.33 

3.5 4.02 4.74 2.9 

2.81 2 3.64 2.64 

2.3 2.53 5.28 2.58 

8.66 9.21 12.06 7.01 

4.69 2.58 3.95 3.37 

3.57 1.93 4.38 2.03 
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HEMBA1001781 
HEMBA1001784 
HEKRA1001791 
HEMBA1001794 
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HEMBA1001847 
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HEHBA1001915 
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HEMBA1001921 
HEHBA1001931 
HEHBA1001939 
HEMBA1001940 
HEMBA1001942 
HEMBA1001944 
HEMBA1001945 
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(1029) 

4.17 2.15 

4.5 4.02 
6.97 6.04 

12.57 13.54 

60.44 84.85 
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20.95 29.84 
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(1030) ^12002-191363 
2057 2058 

HEHBA1001950 2.56 2.84 7.87 5.72 5.23 3.68 

HEMBA1001951 10.37 11.26 15.33 24.16 18.26 22.94 * + 

HEMBA1001958 1.04 1.28 2.58 3.1 4.83 2.54 

HEHBA1001960 6.87 6.28 13.93 10.02 12.99 12.47 

HEMBA1001962 1.01 1.08 4.19 1.58 4.24 1.67 

HEMBA1001964 1.39 3.45 4.13 2.54 4.45 3.39 



M001967 6.06 5.65 9.33 14.45 10.5 13.18 

HEHBA1001979 0.7 2.67 3.31 2.04 3.46 2.4 

HEHBA1001987 1.96 3.92 7.99 6.19 8.35 7.22 

HEHBA1001991 1.61 3.59 9.06 5.06 8.7 7.44 

HEMBA1002003 4.86 4.71 14.56 15.86 16.03 22.9 

HEHBA1002005 2.62 3.39 7.82 4.16 7.48 4.76 

HEHBA1002008 2.64 3.51 7.78 6.07 10.15 6.37 

HEMBA1002018 1.86 2.37 4.23 3.32 5.47 3.87 

HEHBA1002022 0.52 2.3 2.5 2.83 3.53 2.82 

HEHBA1002029 43.82 40.22 73.75 89.27 96.12 122.81 

HEMBA1002030 2.23 2.88 4.32 3.88 4.26 4.67 

HEMBA1002035 1.69 1.75 3.82 5.43 5.14 3.75 

HEHBA1002037 4.47 4.34 6.69 4.5 6.47 7.94 

HEKBA1002038 4.12 3.13 7.74 6.36 8.8 5.42 

HEMBA1002039 2.46 3.43 7.03 6.74 8.99 6.37 

HEHBA1002042 5.52 5.55 9.8 10.55 13.01 9.94 



U002043 3.81 3.79 11.32 12.53 12.64 13.95 

HEHBA1002048 2.76 2.31 3.81 2.03 4.32 3.44 

HEHBA1002049 1.72 2.35 5.55 4.43 5.2 5.2 

HEMBA1002053 7.33 6.91 14.52 11.09 15.25 13.63 

HEMBA1002055 9.81 8.76 10.65 18.44 13.58 17.78 * + 

HEMRA1002056 2.24 2.62 4.26 5.46 8.06 5.67 * + 

BEMBA1002061 2.24 2.51 4.58 4.17 5.34 4.58 

HEMBA1002080 46.55 49.5 54.6 91.78 122.41 83.23 * + 

HEMBA1002084 0.71 1.43 2.36 3.25 3.66 2.64 * + 

HEMBA1002085 0.97 1.47 2.87 3.45 4.52 3.74 * + 

HEMBA1002092 1.79 1.56 3.94 4.01 5.53 4.15 

HEHBA1002098 1.51 1.82 4.12 3.2 5.11 2.83 

HEEBA1002100 9.07 8.18 22.37 25.95 23.04 29.67 

HEHBA1002101 18.26 17.64 27.49 23.44 27.16 23.74 

HEMBA1002102 2.65 1.98 5.99 4.58 7.06 6.99 

HEHBA1002105 6.79 6.2 22.13 24.47 40.8 25.31 

HEMBA1002107 57.97 37.86 84.35 155.21 136.27 136.87 ** + 

HEMBA1002113 6.77 4.75 17.24 12.05 12.83 14.78 

HEMBA1002119 3.85 3.28 24.05 24.29 30.66 27.04 

HEMBA1002125 7.03 6.73 10.43 11.38 7.34 11.85 

BEHBA1002131 9.71 9.72 20.58 14.97 19.12 13.71 

HEMBA1002133 3.67 3.52 6.32 6.97 9.51 9.46 * + 

HEMBA1002139 0.75 1.07 3.35 1.52 4.37 1.47 

HEMBA1002141 1.67 1.36 3.23 2.99 3.92 2.14 

HEMBA1002144 2.33 2.44 6.11 5.28 5.68 6.57 

HEMRA1002147 8.84 9.55 17.93 36.22 21.92 21.88 

HEMBA1002150 38.34 38.68 51.42 19.74 26.62 15.85 * 

HEHBA1002151 3.76 3.36 9.95 11.15 14.23 9.84 
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HEHBA1002237 
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HEHBA1002267 
HEMBA1002270 
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HEMBA1002290 
HEMBA1002302 
HEMBA1002304 
HEMBA1002307 
HEMBA1002316 
HEHBA1002319 
HEHBA1002320 
HEMBA1002321 
HEMBA1002328 



0.57 1.74 
0.8 1.74 

2.16 3.17 
2.13 2.9 
2.65 2.17 

12.02 12.04 

6.58 10.55 

21.88 18.32 
0.89 2.89 
3.24 3.83 
1.31 1.78 

6.91 10.17 

53.56 46.86 

2.75 4.07 

5.76 7.57 
1.98 2.85 
0.67 2.16 

2.98 2.83 

2.96 3.27 

3.34 4.33 
1.33 1.86 
1.31 1.97 

24.58 26.61 
3.73 5.95 
1.95 2.63 

15.61 16.71 
1.11 2.07 

2.17 3.13 
39.9 47.13 

4.5 4.77 
1.73 3.22 

9.36 13.83 
7 7.54 

1.11 2.44 
1.83 2.65 

1.12 2.17 
6.95 7.37 

1.35 1.63 
16.87 20.81 

3.73 4.79 
1.03 1.86 
4.73 3.7 
6.12 9.63 
3.28 3.42 

45.71 53.69 
2. 16 3. 29 

1.97 2.96 

1.99 1.76 
1.22 2.04 
2.44 3.04 
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3.36 3.39 

2.33 1.94 

5.7 6.08 

6.99 13.53 

7.76 5.61 

19.93 34.48 

59.92 71.46 

39.58 57.35 

3.89 4.96 

6.22 7.97 

3.31 5.68 

14.77 23.33 

94.4 58.33 

13.4 11.73 
10.27 11.86 

4.96 5.23 

4.96 3.47 

4.91 7.53 

6.6 10.35 
8.55 8.62 

4.9 4.62 

4.08 5.48 

45.85 49.77 

9.01 8.9 

4.27 5.1 

59.91 78.46 

4.1 3.58 

9.18 10.47 

92.5 109.42 
13.39 11.16 

4.08 3.71 

72.18 100.62 

38.36 64.27 

3.33 2.3 

4.11 3.18 

2.69 3.12 

19.16 14.43 

3.7 3.75 
22.76 32.99 

7.49 8.18 

5.42 2.85 

7.52 5.16 

45.04 45.66 

6.88 5.57 
92.31 71.87 

4.63 3.04 

4.46 8.32 

3.22 2.51 

2.84 2.71 

4.89 2.43 
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(1032) #BJ 2002-191363 

2061 2062 

HEMBA1002333 3.88 4.27 7.14 7.37 10.84 7.5 

HEMBA1002337 3.02 3.62 5.5 5.98 7.49 7.48 * + 

HEMBA1002339 15.86 13.92 111.66 135.44 169.95 156.76 * + 

HEHBA1002341 0.8 2.08 3.22 2.71 4.34 2.35 

HEMRA1002348 2.84 2.78 7.14 3.69 6.73 4.49 

HEHBA1002349 1.28 1.44 3.59 2.24 4.64 2.59 

HEHBA1002353 1.83 3.04 4.03 4.61 7.72 5.68 

HEMBA1002356 6.05 6.96 17.53 14.27 16.02 16.1 

HEMBA1002357 114.85 156.08 306.32 300.67 286.5 328.19 

HEMBA1002360 7.18 8.32 8.29 14.57 14.46 13.78 ** + 

HEMBA1002363 2.79 3.35 4.84 7.02 8.02 8.72 ** + 

HEMBA1002365 1.7 2.7 2.7 1.63 3.12 2.67 

HEHBA1002370 1.43 1.78 2.37 1.53 4.2 1.9 

HEHBA1002374 4.55 4.53 7.79 8.33 10.27 9.11 • + 

HEMBA1002376 46.59 33.18 118.8 101.1 189.18 114.36 

HEMBA1002377 18.02 20.98 25.61 32.58 34.44 32.19 ** + 

HEMBA1002380 5.68 6.36 16.28 17.43 21.85 18.83 

HEHBA1002381 1.52 1.8 4.16 4.12 7.16 4.94 

HEHBA1002384 1.79 3.09 3.69 5.67 4.27 5.71 * + 

HEHBA1002389 1.93 2.93 2.88 3.63 5.31 4.7 * + 

HEHBA1002396 21.16 20.01 36.93 14.29 14.94 19.1 » 

HEHBA1002402 125.09 124.52 168.42 100.85 107.79 164.62 

HEHBA1002417 1.41 1.07 4.27 2.17 3.19 2.6 

HEMBA1002419 1.42 2.38 3.8 1.81 4.59 2.41 

HEMBA1002420 9.55 11.97 14.11 16.34 18.28 16.16 * + 

HEHBA1002421 7.47 10.35 12.5 8.97 10.24 9.6 

HEMBA1002423 2.89 1.3 4.28 3.35 4.29 3.82 

HEHBA1002424 11.91 10.05 25.13 9.11 9.2 10.43 

HEHBA1002426 3.42 3.69 5.56 7.57 8.24 5.6 * + 

HEMBA1002430 0.39 1.41 2.51 1.7 4.19 2.85 

HEMBA1002439 1.59 1.94 4.17 2.69 4.46 6.8 

HEMBA1002441 31.85 29.77 27.79 48.74 52.7 34.64 

HEMBA1002454 0.62 1.48 2.27 1.76 2.43 1.55 

HEMBA1002458 3.17 5 8.09 10.24 10.55 11.71 * + 

HEMBA1002460 2.14 1.59 3.89 5.16 4.63 5.01 * + 

HEMBA1002462 5.18 3.83 9.52 11.92 9.29 8.58 

HEMBA1002465 0.93 1.96 2.26 1.46 3.13 1.27 

HEMRA1002469 6.88 7.27 45.87 49.02 75.59 67.74 * + 

HEMRA1002475 1.54 2.35 8.01 4.88 7.87 7.66 

HEHBA1002477 1.75 1.59 5.25 3.19 6.99 3.55 

HEMBA1002480 4.46 3.98 8.49 8.76 13 10.54 

HEHBA1002481 1.9 2.02 4.22 2.71 6.25 4.7 

HEMBA1002486 3.62 3.98 10.08 9.98 8.04 9.75 

HEMBA1002490 2.02 3.08 5.7 8.76 9.64 7.65 * + 

HEMBA1002495 2.37 2.29 3.78 3.92 4.79 4.08 

HEMBA1002498 0.95 2.14 2.97 1.83 5.09 2.14 

HEKBA1002501 2.96 4.73 14.13 19.98 23.55 17.54 * + 

HEHBA1002503 1.7 2.52 5.11 4.68 7.06 2.97 

HEHBA1002504 1.95 2.19 5.99 6.68 7.09 4.65 

HEHBA1002508 1.48 2.59 5.99 7.8 7.47 5.65 
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(1033) 

4.85 3.91 7.67 3.02 

3.04 2.67 5.1 2.89 

2.53 4.44 4.49 3.82 

7.39 9.31 8.91 7.86 

6.77 10.11 9.3 7.74 

3.33 2.69 6.59 3.24 
56.69 95.52 83.15 72.77 

8.44 20.11 20.37 17.21 

10.87 10.85 11.2 10.23 

5.8 3.7 5.08 3.08 

8.39 5.66 6.55 5.68 

4.56 2.27 4.4 2.97 

7.02 8.08 7.47 8.27 
5.26 4.42 5.08 3.87 

2.34 3.29 3.29 2.36 
3.09 3.06 3.26 3.6 

10.32 7.29 8.59 5.14 

9.84 6.07 10.29 12.99 

26.01 44.47 30.74 40.85 

8.07 6.64 6.43 8.47 

19.23 24.67 18.08 20.4 

7.47 5.35 5.6 4.05 

6.4 6.34 7.84 5.1 

3.1 4.12 4.25 2.68 

51 68.51 85.44 66.33 

7.99 7.25 6.84 6.48 

5.99 7.86 6.14 7.27 

3.09 3.24 4.17 2.03 

19.48 22.04 24.39 26.87 

6.41 6.08 6.11 4.1 

4.66 3.77 7.98 4.48 
5.16 4.29 5.49 4.58 

6.43 4.68 6.91 5.37 
4.73 4.68 4.83 3.74 
6.21 6.09 8.66 7.92 

4.8 6.32 8.18 9.6 

6.19 4.41 6.93 4.93 

4.21 2.95 4.25 1.41 

3.91 2.79 5.24 1.94 
30.31 32.54 35.18 29.96 

7.44 5.39 5.98 4.22 
5.25 3.7 7.48 3.81 

8.3 8.33 11.41 7.86 

2.92 3.48 6.13 3.32 
10.15 8.35 9.73 9.21 

8.99 5.07 7.16 5.54 

8.67 8.4 10.9 10.57 
49.65 79.65 93.63 79.61 

5.53 4.63 5.02 4.53 

17.77 24.16 18.07 24.3 



2002-191363 
2064 

** + 

* + 

* + 

* + 
** + 



(1034) #^2002-191363 
2065 2066 

HEHBA1002728 2.37 3.1 5.01 5.52 5.94 4.42 

HEHBA1002730 1.13 2.48 5.86 3.71 6.19 4.61 

HEMBA1002734 2.89 3.54 8.82 8.6 10.7 10.59 

HEMBA1002742 1.94 2.06 3.96 1.86 4.27 2.74 

HEMBA1002746 1.2 2.86 4.61 2.83 4.43 2.94 

HEMBA1002748 2.19 1.75 4.01 5.36 5.98 3.92 

HEHBA1002750 1.99 2.46 3.45 6.74 6.39 6.27 ** + 

HEMBA1002755 1.85 3.1 5.31 5.96 6.62 5.16 

HEMBA1002759 1.93 3.12 7.98 4.65 7.92 7.08 

HEMBA1002763 9.62 12.05 74.52 68.84 88.82 77.22 

HEMBA1002767 4.48 5.85 5.8 8.88 6 6.13 

HEMBA1002768 2.99 3.76 6.2 3.46 8.3 3.04 

HEMBA1002769 1.47 2.35 2.82 3.46 5.21 3.49 

HEHBA1002770 5.89 5.83 12.41 14.24 22.53 15.53 * + 

HEMBA1002777 1.6 1.9 2.58 2.29 4.74 3.76 

HEMBA1002779 10.92 7.6 16 17.39 19.81 19.36 * + 

HEMBA1002780 2.6 2.77 6.82 6.43 6.89 6.35 

HEHBA1002790 3.14 2.52 10.6 7.26 8.67 9.25 

HEHBA1002794 1.52 2.28 5.49 3.68 6.8 4.45 

HEHBA1002798 1.33 1.59 3.61 2.77 5.12 4 

HEMBA1002801 2.13 2.25 3.64 3.12 6.93 5.24 

HEMBA1002810 4,56 3.99 7.85 10.27 17.31 11.1 * + 

HEMBA1002816 2.24 1.97 2.88 5.34 5.05 4.8 ** + 

HEMBA1002818 24.6 23.26 95.11 130.84 121.74 135.78 * + 

HEMBA1002820 1.95 2.63 6.41 6.96 6.99 6.04 

HEMRA 1002826 1.96 1.48 2.99 3.21 4.84 3.59 

HEMBA1002833 8.71 7.46 19.84 20.18 21.16 20.04 

HEHBA1002850 1.16 1.94 3.67 3.87 4.96 5.11 * + 

HEMBA1002862 9.06 9.31 17.9 20.11 25.3 13.43 

HEHBA1002863 2.47 2.93 5.28 6.16 8.44 6.52 * + 

HEMBA1002867 1.51 1.17 2.4 2.3 3.28 1.87 

HEMBA1002876 3.9 3.54 5.48 5.61 5.78 6.48 

HEMBA1002886 1.28 1.56 2.45 1.83 3.13 2.71 

HEHBA1002896 5.82 3.82 9.38 7.22 11.23 8.51 

HEMBA1002913 2.37 2.22 4.56 4.19 4.28 3.11 

HEMBA1002921 0.97 0.81 2.36 1.82 2.41 1.41 

HEMBA1002924 1.07 1.2 2.86 2.11 4.41 3.27 

HEMBA1002934 6.01 5.17 10.48 9.93 15.27 13.16 

HEMBA1002935 4.27 2.55 6.59 7.1 5.34 7.14 

HEMBA1002937 4.61 5.71 9.4 10.82 8.36 7.36 

HEMBA1002939 2.21 2.92 5.39 5.51 5.7 3.26 

HEMBA1002944 1.45 1.97 4.66 3.1 5.68 3.21 

HEMBA1002951 5.88 7.88 10.99 6.04 12.17 5.67 

HEHBA1002954 2.4 4.57 6.12 6.09 7.78 4.78 

HEMBA1002962 3.93 6.02 9.14 13.42 15.92 12.44 * + 

HEHBA1002968 1.22 1.71 4.32 5.34 4.07 5.3 

HEMBA1002970 1.13 1.13 3.14 2.5 3.72 3.13 

HEHBA1002971 0.96 2.02 2.75 2.02 3.71 2.43 

HEMBA1002973 1.68 3.36 7.84 6.19 10.81 6.31 

HEMBA1002978 2.09 3.81 4.35 5.49 5.3 4.22 



(1035) &m 2002-191363 

2067 2068 

HEHBA1002981 1.82 2.51 4.01 9.33 7.48 6.53 ** + 

HEHBA1002985 0.83 1.92 4.91 4.74 5.59 4.13 

HEMBA1002986 2.72 4.88 6.67 14.7 14.62 13 ** + 

HEHBA1002988 1.77 2.36 4.25 4.2 5.67 3.46 

HEMBA1002992 8.73 11.38 68.65 83.81 96.4 94.02 * + 

HEMBA1002995 6.13 6.97 11.94 8.64 11.47 14.09 

HEHBA1002997 5.77 6.33 9.6 12.88 10.65 8.75 

HEMBA1002999 1.36 2.77 2.84 2.48 3.92 3.31 

HEMBA1003004 0.78 1.39 1.96 1.86 3.32 1.37 

HEMBA1003006 2.03 1.84 4.26 5.44 8.08 5.87 * + 

HEMBA1003008 1.58 1.26 2.83 3.4 5.4 2.28 

HEMBA1003021 1.72 2.09 5.98 8.49 8.58 6.67 * + 

HEHBA1003027 1.79 1.73 4.47 2.11 6.17 3.72 

HEHBA1003029 16.39 17.36 46.06 37.07 42.91 45.58 

HEMBA1003031 33.04 32.41 50.08 48.18 24.56 40.3 

HEMBA1003032 3.42 6.52 7.98 8.81 6.53 9.45 

HEMBA1003033 2.36 4.11 6.85 7.85 8.94 9 * + 

HEHBA1003034 2.43 3.17 7.63 8.24 7.47 8.23 

HEMBA1003035 1.24 2 2.59 2.88 3.46 1.93 

HEHBA1003037 1.74 2.09 6.21 4.13 7.36 3.43 

HEMBA1003041 3.4 4.14 8.51 10.28 10.48 9 

HEMBA1003046 11.44 11.53 28.31 33.77 21.19 36.32 

HEHBA1003047 2.02 2.35 5.11 4.57 5.41 4.03 

HEHBA1003048 1.8 2.96 3.76 7.97 7.47 9.3 !* + 

HEHBA1003064 3.7 4.12 15.74 15.78 25.09 19.36 

HEMBA1003067 1.92 2.31 7.09 4.56 7.96 3.23 

HEHBA1003071 5.24 5 8.74 11.32 10.02 8.7 

HEHBA1003072 2.81 3.22 5.7 4.43 3.65 5.17 

HEMBA1003076 20.6 21.34 31.6 41.86 28.3 32.74 

HEHBA1003077 1.41 1.58 4.37 1.68 4.03 2.27 

HEMBA1003078 2.02 1.92 2.4 3.14 4.9 3.38 * + 

HEMBA1003079 2.72 2.66 6.42 5.88 7.13 4.48 

HEMBA1003083 1.56 2.11 3.94 4.42 6.23 4.59 

HEHBA1003086 2.5 2.72 5.27 4.09 5.78 4.68 

HEHBA1003090 5.14 4.79 13.3 11.57 12.88 12.73 

HEMBA1003094 0.82 1.67 2.94 2.51 3.22 2.14 

HEMBA1003096 8.6 8.76 15.55 10.1 13.7 10.97 

HEMBA1003098 3.88 5.66 7.38 9.42 7.11 8.4 

HEMBA1003101 4.73 5.48 7.29 9.04 6.59 6.36 

HEMBA1003109 2.88 3.42 4.72 5.73 6.93 7.22 * + 

HEHBA1003114 2.87 4.67 5.67 6.47 7.94 5.69 

HEHBA1003117 2.1 3.41 4.4 3.36 4.99 2.44 

HEMBA1003120 3.02 2.65 5.55 3.23 7.38 4.29 

HEHBA1003129 2.47 2.6 6.66 10.28 6.19 7.28 

HEKBA1003133 2.05 4.74 7.61 7.74 7.59 5.59 

HEMBA1003136 2.64 3.59 5.25 5.37 5.88 4.49 

HEHBA1003142 2.01 2.27 6.15 6.62 6.35 5.34 

HEMBA1003148 1.3 1.4 2.82 1.49 4.26 1.6 

HEMBA1003151 1.91 2.08 4.23 2.9 5.34 4.24 

HEMBA1003152 3.27 1.98 5.84 4.74 5.71 2.58 
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(1036) ftffi 2002-191363 

2070 

2.58 4.2 5.38 3.21 * + 
14.06 22.98 18.03 21.74 * + 

2.23 2.62 3.09 2.53 

4.2 3.54 4.52 4.11 

37.4 36.91 43.86 45.13 

7.13 6.71 6.71 5.78 

7.33 6.95 8.31 5.18 
2.86 1.85 3.97 1.09 
2.32 1.66 3.22 2.47 

5.69 9.44 10.48 11.14 ** + 

3.35 4.99 4.72 4.81 ** + 

11.66 12.02 12.1 14.78 

5.52 7.58 8 5.7 
1.71 1.24 4.35 1.36 

73.43 78.35 79.82 83.89 

3.41 3.04 6.13 4.29 

3.34 1.59 3.45 2.05 

2.4 5.62 5.1 4.9 ** + 

12.08 11.08 11.44 10.09 

4.32 4.98 5.25 5.44 * + 
10.62 11.5 15.4 13.97 * + 

2.68 1.76 2.98 2.42 

16.59 17.06 18.68 14.37 

7.33 8.25 8.83 6.78 
1.92 1.92 3.36 1.81 
2.96 2.5 3.37 5.1 

3.18 4.21 4.42 3.98 * + 

I. 85 0.56 1.63 1.34 
3.49 1 4.56 2.32 

4.59 3.08 4.91 4.2 

3.53 1.79 3.85 2.48 
3.43 3.03 5.05 3.32 

34.23 45.25 71.61 51.97 * + 

4.84 3.21 3! 32 3.25 
7.47 4.86 5.7 5.62 

46.61 63.82 70.23 54.45 * + 

2.88 2.91 5.37 1.87 

10.28 15.7 17.76 11.56 * + 

2.85 2.87 4 2.3 
3.82 4.48 3.52 4.02 

10.14 15.2 16.23 17.88 ** + 

10.9 8.46 10.83 8.07 

5.55 2.93 7.4 3.68 

3.63 2.36 4.3 2.28 

5.38 4.25 5.51 5.06 

4.84 4.66 5.83 6.94 

II. 3 11.28 13.98 16.37 
7 9.64 8.65 5.33 

8.85 12.54 10.83 13.98 * + 
3.4 2.14 5.05 2.94 
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2071 2072 

HEMBA1003376 3.75 2.83 7.71 9.83 12.46 10.39 * + 

HEMBA1003380 1.12 2.3 3.63 2.25 3.9 2.57 

HEMBA1003384 0.98 1.71 2.91 2.11 4.78 2.14 

HEMBA1003387 1.3 1.24 2.14 1.83 3.24 1.98 

HEHBA1003392 2.51 2.28 3.43 5.21 5.91 4.44 * + 

HEMBA1003395 1.02 1.45 2.84 4.06 4.29 2.18 

HEMBA1003399 1.03 1.4 3.27 3.21 3.26 2.19 

BEMBA1003400 1.36 2.22 4.64 3.23 7.19 5.22 

HEMBA1003402 1.62 1.74 3.29 2.32 4.22 2.59 

HEMBA1003403 7.13 9.32 50.9 66.1 66.81 77.49 * + 

HEMBA1003408 3.68 4.5 7.27 6.02 5.77 7.71 

HEMBA1003412 5.08 6.79 8.35 10.96 8.79 9.75 

HEMBA1003417 5.71 6.5 10.15 8.18 8.86 7.36 

HEMBA1003418 4.01 5.12 6.53 7.37 11.45 , 9.3 * + 

HEMBA1003420 16.29 17.91 35.46 33.32 34.37 * 32.89 

HEMBA1003425 0.76 1.65 3.06 2.33 3.58 2.21 

HEMBA1003433 1.4 2.43 3.34 4.88 4.54 4.09 * + 

HEMBA1003440 11.39 12.08 19.86 24.13 13.99 24.26 

HEMBA1003442 4.37 4.67 4.94 3.54 6.73 5.96 

HEHBA1003447 7.55 9.08 49.72 65.41 63.46 65.15 * + 

HEHBA1003453 21.03 22.03 42.15 27.85 29.02 27.64 

HEHBA1003461 1.5 2.13 3.49 2.6 3.63 2.2 

HEMBA1003463 2.82 3.68 6.02 5.97 3.84 6.41 

HEMBA1003465 1.77 2.21 6.31 4.75 5.02 3.82 

HEMBA1003480 2.58 3.91 8.62 9.63 9.6 9.42 

HEMBA1003485 7.06 4.84 5.29 6.13 7.26 5.52 

HEHBA1003487 1.8 1.85 3.4 7.12 6.39 6.79 ** + 

BEMBA1003492 1.42 1.95 4.11 2.41 5.87 2.1 

HEMBA1003494 9.36 8.61 12.16 18.24 18.69 17.83 ** + 

HEMBA1003497 2.19 2.16 3.29 3.35 6.06 2.97 

HEMBA1003503 0.98 1.74 3.37 5.04 3.18 2.13 

HEMBA1003511 0.99 2.19 3.7 2.3 4.42 2.5 

HEMBA1003528 3.33 4 6.51 5.77 5.04 4.46 

HEHBA1003530 1.33 0.85 3.62 1.97 3.15 2.45 

HEMBA1003531 1.14 1.72 5.39 4.74 7.24 4.51 

HEKBA1003532 12.97 14.66 34.3 28.69 25.31 31.26 

HEHBA1003538 2.54 2.4 17.88 14.54 21.58 16.83 

HEMBA1003545 0.68 2.08 3.17 1.85 3.6 2.17 

HEMBA1003546 1.27 2.03 1.68 1.98 2.15 2.42 

HEHBA1003548 1.4 3.18 3.6 1.41 4.15 2.23 

HEMBA1003553 31.29 31.45 47.99 54.36 41.34 45.65 

HEMBA1003555 1.39 2.73 4.81 3.53 4.48 5.19 

HEKBA1003556 1.24 1.76 2.96 3.14 5.75 3.31 

HEMBA1003560 1.89 2.66 7.87 10.08 13.24 9.9 * + 

HEMBA1003565 54.27 66.88 96.28 121.29 139.88 148.68 * + 

HEMBA1003568 1.86 2.27 3.24 2.36 7.41 2.78 

HEMBA1003569 2.93 2.61 2.96 5.07 3.95 4.53 ** + 

HEMBA1003571 3.53 2.33 3.8 5.19 5.3 5.83 * + 

HEHBA1003579 3.51 4.29 4.83 3.79 5.68 5.91 

HEMBA1003580 3.82 4.09 4.96 3.11 4.41 3.53 



(1038) ®m 2002-191363 

2073 2074 

HEMBA1003581 0.82 2.62 2.07 1.63 3.19 2.4 

HEMBA1003591 10.8 11.44 30.24 33.74 35.7 36.88 * + 

HEMBA1003595 0.93 1.16 2,46 2.98 4.02 2.01 

HEMBA1003597 3.15 3.18 8.74 10.82 11.39 11.59 * + 

HEMBA1003598 0.58 0.93 1.33 2.62 1.83 1.61 * + 

HEMBA1003600 3.71 4.19 13.35 14.77 13.86 16.69 

HEMBA1003602 2.84 2.64 4.89 5.89 6.97 9.14 * + 

HEMBA1003604 2.3 3.35 5.67 6.63 8.29 8.16 * + 

HEHBA1003610 2.33 3.2 4.48 6.12 5.64 6.81 * + 

HEHBA1003615 1.76 2.61 5.23 4.95 5.21 4.96 

HEMBA1003617 3.59 3.54 8.59 6.92 11.37 8.5 

HEHRA1003620 5.76 6.01 4.98 13.48 17.69 12.58 ** + 

HEMBA1003621 1.6 1.66 3.19 4.52 5.42 5.08 ** + 

HEMBA1003622 0.96 0.69 1.38 1.47 3.17 2.25 

HEMBA1003630 0.78 1.02 1.95 1.68 2.97 1.55 

HEMBA1003637 0.66 1.93 2.59 2.11 3.11 2.63 

HEMBA1003640 2.33 2.1 5.27 4.16 5.68 5.5 

BEMBA1003645 1.12 1.2 4.41 2.3 3.82 3.06 

HEMBA1003646 0.94 1.21 1.76 1.25 3.25 1.8 

HEMBA1003647 0.49 2.15 3.27 2.46 3.79 2.21 

HEMBA1003656 3.32 3.77 6.96 17.01 10.45 13.78 * + 

HMBA1003662 1.37 2.08 1,54 5.2 3.81 4.91 ** + 

HEMBA1003666 23.84 17.7 51.57 21.97 21.85 24.71 

HEHBA1003667 4.74 3.63 6.03 4.61 6.22 7.09 

HEMBA1003670 0.83 0.65 1.94 1.18 2.61 1.51 

HEMRA1003674 32.16 29.41 63.99 118.95 138.25 123.17 ** + 

HEMBA1003677 1.84 2.06 4.28 2.32 5.31 3.78 

HEMBA1003679 1.2 1.68 3.72 2.22 6.19 3,23 

HEMBA1003680 4.55 4.68 20.52 27.26 28.13 28.07 * + 

HEMBA1003684 1.57 1.9 3.98 4 3.65 4.47 

HEMBA1003690 6.22 7.41 8.65 7.94 9.93 7.33 

HEMBA1003692 2.41 3.82 7.23 8 8.28 7.7 

HEHBA1003702 2.64 3.82 4.83 7.11 6.86 6.07 * + 

HEMBA1003711 1.06 1.21 3.39 2.93 3.88 2.37 

HEMBA1003714 1.31 1.26 2.13 1.61 2.45 1.42 

HEMBA1003715 1.46 2.7 6.58 10.21 9.15 6.87 * + 

HEMBA1003717 1.91 2.31 3.91 3.03 3.66 4.38 

HEHBA1003720 0.81 2.6 5.07 4.16 4.16 4.21 

HEMBA1003725 0.83 1.57 2.47 3.22 4.91 3.17 * + 

HEMBA1003728 1.28 2.48 3.4 2.65 4.36 2.72 

HEMBA1003729 0.98 2.35 2.85 3.6 4.36 3.52 * + 

HEMBA1003732 1.11 1.52 3.49 3.01 2.75 1.88 

HEMBA1003733 1.18 1.9 2.94 3.7 4.95 3.92 * + 

HEMBA1003742 5.15 7.3 5.95 21.53 22.58 19.56 ** + 

HE1BA1003743 1.37 1.76 3.21 4.13 4.36 3.68 * + 

HEMBA1003758 3.26 3.29 11.72 10.07 16.03 12.24 

HEMBA1003760 0.82 2.43 3.09 1.92 4.19 3.16 

HEMBA1003764 0.88 2.06 4.9 1.86 4.36 4.24 

HEMBA1003769 6.61 8.95 15.57 22.58 17.05 20.77 * + 

HEMBA1003773 2.16 3.5 4.48 5.8 6.7 5.98 * + 



(1039) #^2002-191363 
2075 2076 

HEMBA1003783 3.12 3.11 4.95 8.58 8.64 8.27 ** + 

HEMBA1003784 0.46 1.37 2.89 2.37 2.45 1.77 

HEMBA1003794 3.48 3.61 13.64 11.98 11.61 15.55 

HEMBA1003799 1.09 1.05 4.29 2.44 5.06 3.76 

HEMBA1003803 7.58 6.67 12.05 11.68 7.64 8.41 

HEMBA1003804 1.08 2.53 4.45 1.86 3.35 2.05 

HEMBA1003805 6.41 7.87 10.45 15.74 7.09 11.93 

HEMBA1003807 1.52 1.53 3.21 2.71 6.32 2.37 

HEHBA1003810 1.72 3.29 6.06 5.98 4.85 4.55 

HEHBA1003827 2.71 4.55 12.08 13.28 10.48 15.35 

HEHBA1003836 3.42 4.84 10.27 11.16 12.81 9.96 

HEMBA1003838 16.58 16.15 31.32 34.24 33.25 35.46 

HEHBA1003843 4.6 6.54 7.01 13.61 6.48 11.42 

HEMBA1003846 19.54 21.94 61.32 72.86 70.58 83.4 * + 

HEMBA1003856 1.41 1.66 2.85 2.07 4.03 2.51 

HEMBA1003857 2.89 3.1 5.85 5.89 8.29 6.88 

HEMBA1003864 1.56 2.61 4.04 3.32 4.03 2.75 

HEMBA1003866 0.89 0.75 2.21 1.66 2.23 0.73 

HEMBA1003868 10.92 10.88 18.59 13.26 7.59 15.72 

HEMBA1003879 0.95 1.33 3.16 3.49 4.42 3.09 

HEMBA1003880 1.81 2.35 2.78 3.53 4.78 2.3 

HEMBA1003884 10.97 11.37 39.03 54.69 62.46 57.8 * + 

HEHBA1003885 4.59 4.82 7.14 9.19 6.32 8.41 

HEHBA1003887 3.58 4.93 7.7 8.65 7.93 8.18 

HEHBA1003890 4.2 4.48 7.18 7.53 9.1 6.26 

HEMBA1003893 4.38 6.39 9.53 8.75 13.24 9.94 

HEHBA1003896 4.15 4.15 10.62 7.4 9.12 6.43 

HEHBA1003902 1.39 3.78 5.09 4.91 6.42 5.1 

HEMBA1003904 0.87 2.16 2.46 2.82 4.32 2.11 

HEMBA1003908 1.18 1.3 2.89 2.12 5.25 1.43 

HEHBA1003926 14.46 12.2 39.79 45.5 34.97 55.56 

HEMBA1003937 2.75 3.31 5.38 4.3 6.85 4.57 

HEMBA1003939 2.43 2.48 6.56 8.3 13.32 8.04 

HEHBA1003940 2.45 3.08 5.01 4.29 6.22 5.55 

HEHBA1003941 1.4 2.26 2.48 3.37 4.57 4.42 * + 

HEHBA1003942 1.63 2.88 3.13 2.01 3.85 2.22 

HEHBA1003945 12.57 13.75 22.75 20.99 14.77 19.74 

HEHBA1003949 1.4 1.9 3.53 3.29 6.22 4.14 

HEMBA1003950 3.46 4.86 6.49 14.69 17.53 13.02 ** + 

HEMBA1003953 1.91 1.6 5.14 0.72 3.97 1.44 

HEMBA1003958 5.16 3.6 7.47 7.54 9.45 6.64 

HEHBA1003959 2.42 2.72 5.72 5.5 5.5 9.02 

HEHBA1003960 3.25 5.81 34.7 24.04 26.4 28.28 

HEMBA1003966 9.63 8.28 16.73 16.75 17.67 19.84 

HEMBA1003967 1.75 3.06 3.47 3.48 3.6 3.27 

HEHBA1003968 0.97 2.14 2.55 2.49 4.56 1.82 

HEHBA1003974 634.2 699.64 821.36 986.231340.97 1248.21 * + 

HEHBA1003976 1.05 1.84 3.36 1.21 3.27 2.04 

HEHBA1003977 1.48 2.07 1.99 1.41 3.49 2.15 

HEMBA1003978 2.91 3.72 3.54 3.77 6.18 3.53 



(1040) 

2077 

HEMBA1003981 9.01 6.77 14.06 12.05 

HEMBA1003982 102.64 103.61 302.15 380.08 

HEMRA1003985 1.18 1.9 2.43 3.21 

HEMBA1003987 3.04 2.23 3.1 2.56 

HEHBA1003989 1.62 1.77 4.56 3.79 

HEMBA1004000 1. 63 2. 35 5. 05 3. 46 

HEHBA1004006 2.79 2.88 12.86 16.29 

HEHBA1004007 0.7 1.92 5.28 3.03 

HEHBA1004010 67.4 61.25 98,24 112.56 

HEMBA1004011 0.48 1.74 2.18 2.58 

HEHBA1004012 0.79 1.84 2.3 3.11 

HEMBA1004015 2.68 4.15 5.38 8.68 

HEMBA1004024 1 . 47 2. 73 5. 65 5. 68 

HEMBA1004029 1.93 3.1 3.03 4.6 

HEMBA1 004038 1.04 1.24 1.55 1.18 

HEMBA1 004042 0.89 1.42 2.22 1.58 

HEMBA1004045 0.28 0.94 2.42 3.07 

HEMBA1004048 4.16 4.16 12.1 19.93 

HEHBA1004049 3.56 3.18 4.87 4.92 

HEHBA1004051 136.19 118.77 205.49 243.62 

HEHBA1004053 5.11 4.64 8.92 25.25 

HEMBA1004055 2.28 3.2 4.24 2.15 

HEMBA1004056 3.78 3.07 6.73 5.3 

HEMRA1004060 0.86 1 1.7 0.78 

HEMBA1004061 4.76 3.94 6.44 7.37 

HEBBA1004067 10.12 14.76 90.67 108.89 

HEHBA1004071 7.51 7.77 16.52 17.31 

HEMBA1004074 0.78 1.93 3.97 4.48 

HEMBA1004078 3.87 2.95 5.22 6.52 

HEMBA1 004085 1.05 1.19 2.83 3.57 

HEHBA1004086 3.38 4.95 6 8.92 

HEMBA1004097 1.18 1.13 2.97 3.66 

HEMBA1004100 3.85 4.81 8.96 6.9 

HEHBA1004103 2 2.91 6.25 6.25 

HEHBA1004110 3 3.77 5.43 4.18 

HEMBA1004111 3.96 7.64 44.2 53.81 

HEMBA1004124 7.14 10.51 60.12 83.27 

HEHBA1004130 3.12 3.46 10.29 9.45 

HEHBA1004131 2.14 2.12 3.06 4.08 

HEMBA1004132 0.77 2.22 4.84 3.94 

BEMBA1004133 0.69 1.77 2.56 3.28 

HEMBA1004138 0.89 1.19 3.05 2.21 

HEMBA1004143 7.1 7.48 17.43 18.83 

HEMBA1004146 0.89 2.03 3.01 2.96 

HEMBA1004148 1.85 1.57 2.13 2.25 

HEHBA1004149 1.54 1.44 2.77 2.83 

BEMBA1004150 0.49 1.06 2.15 2.31 

HEHBA1004154 2.24 1.64 5.28 6.28 

HEMBA1004164 1.84 2.23 5.63 6.89 

HEHBA1004168 2.16 2.24 4.69 3.9 
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(1041) #BB 2002-191363 

2079 2080 

HEMBA1004199 1.37 1.92 2.34 3.17 3.66 1.8 

HEMRA1004200 0.84 1.98 3 1.5 4.05 1.78 

HEHBA1004201 4.87 5.68 17.64 26.94 32.17 25.65 * + 

HEHBA1004202 7.7 10.5 9.9 18.08 16.29 15.77 ** + 

HEMBA1004203 1.63 2.31 3.66 4.5 5.3 4.44 * + 

HEMBA1004207 1.9 3.24 3.62 5.73 6.23 6.2 ** + 

HEMBA1004210 1.13 1.72 2.67 1.95 4.14 1.87 

HEMBA1004225 1.1 2.47 5.23 5.96 7.12 5.4 

HEMBA1004227 2.17 4.44 3.86 5.14 5.71 5.16 

HEMRA1004235 2.68 2.91 3.74 5.79 5.78 4.44 * + 

HEHBA1004237 3 3.31 5.23 5.95 4.67 5.47 

HEMBA1004238 2.06 3.24 5.93 5.84 7.64 6.52 

HEHBA1004241 2.32 3.09 3.87 2.74 3.74 3.35 

HEMBA1004242 8.66 13.05 20.15 26.83 32.28 26.48 * + 

HEHBA1004243 1.8 2.09 3.58 2.8 3.03 2.76 

HEMBA1004246 1.6 2.68 5.65 6.18 6.24 6.15 

HEMBA1004247 0.89 2.73 3.74 3.69 4.23 3.37 

HEMBA1004248 4.01 3.54 3.85 5.91 8.31 7.47 ** + 

HEMBA1004250 1.55 2.16 2.87 1.91 5.22 1.47 

HEMBA1004252 3.57 3.27 4.8 4.64 5.79 4.28 

HEMBA1004260 2.56 3.08 6.87 7.32 8.16 7.61 

HEMBA1004264 1.26 2.11 2.59 2.16 2.86 1.37 

HEMBA1004267 5.5 5.81 14.29 14.22 12.19 11.57 

HEMBA1004272 1.75 2.31 3.31 2.26 3.84 2.04 

HEHBA1004274 5.83 8.13 58.69 77.19 87.61 76.22 * + 

HEHBA1004275 1 5.4 3.34 1.49 4.49 2.42 

HEMBA1004276 2.27 2.2 3.42 3.45 4.2 3.06 

HEMBA1004279 2.13 2.33 4.37 3.29 5.2 3.88 

HEMBA1004284 1.78 2.56 6.03 4.16 4.9 5.23 

HEMBA1004286 1.41 1.35 2.44 1.65 3.55 2.1 

HEMBA1004289 2.58 4.17 5.59 5.16 7.18 8.44 

HEMBA1004293 20.24 18.64 51.03 77.3 52.39 74.25 * + 

HEMBA1004295 1.08 2.65 3.08 2.73 4.02 2.05 

BEMBA1004302 0.72 1.84 2.29 1.21 3.39 1.49 

HEMBA1004306 2.11 3.01 5.96 3.99 5.74 6.01 

HEMBA1004312 1.3 1.58 4.98 3.57 3.56 3.56 

HEHBA1004314 1.78 1.86 4.1 3.35 6.23 4.38 

HEMBA1004321 0.88 1.66 2.56 4.05 4.15 4.82 ** + 

HEMBA1004323 2.4 3.16 4.7 4.77 5.29 5.1 

HEMBA1004327 1.18 1.78 3.23 3.51 4.46 3.1 

HEMBA1004329 5.57 6.73 15.22 16.29 15.33 15.14 

HEMBA1004330 3.93 3.54 4.06 5.87 7.54 5.36 * + 

HEMBA1004334 2.92 3.63 4.69 4.18 4.74 6.06 

HEMBA1004335 1.15 1.77 5.1 3.04 4.75 3.14 

HEMBA1004341 1.01 1.1 1.25 1.13 3.34 1.14 

HEMBA1004344 29.93 34.05 68.18 74.25 94.77 82.54 * + 

HEMBA1004347 0.67 1.65 2.21 2.31 2.25 2.78 

HEHBA1004349 12.07 11.55 22.26 19.39 22.71 24.41 

HEMBA1004352 2.06 2.56 6.96 6.05 6.92 6.58 

HEMBA1004353 10.21 14.95 25.3 19.64 26.63 25.83 



2081 

HEMBA1004354 
HEMBA1004356 
HEMBA1004360 
HEHBA1004366 
HEKBA1004372 
HEHBA1004377 
HEHBA1004389 
HEHBA1004391 
HEHBA1004393 
HEHBA1004394 
HEMBA1004396 
HEMBA1004401 
HEMBA1004405 
HEHBA1004408 
HEHBA1004414 
HEMBA1004429 
HEMBA1004433 
HEMBA1004440 
HEHBA1004444 
HEMBA1004446 
HEMBA1004451 
HEMBA1004452 
HEMBA1004454 
HEMBA1004460 
HEMBA1004461 
HEHBA1004468 
HEHBA1004479 
HEMBA1004482 
HEMBA1004491 
HEHBA1004499 
HEHBA1004502 
HEMBA1004505 
HEMBA1004506 
HEHBA1O045O7 
HEHBA1004509 
HEMBA1004523 
HEHBA1004528 
HEMBA1004534 
HEHBA1004536 
HEHBA1004538 
HEMBA1004542 
HEMBA1004552 
HEMBA1004554 
HEMBA1004558 
HEMBA1004560 
HEMBA1004564 
HEHBA1004566 
HEMBA1004573 
HEHBA1004576 
HEMBA1004577 



1.9 2.56 

5.75 6.89 

1.35 1.16 

1.97 1.91 
0.3 0.67 

6.57 5.58 

8.39 7.87 

1.18 0.88 

65.85 84.9 

0.84 1.14 

1.62 0.82 

4.33 4.37 

3.86 2.57 

4.27 2.66 

1.72 1.74 
2.95 3.96 
1.27 1.43 
1.33 1.33 

2.73 1.9 
1.37 0.95 
3.79 7.37 
0.71 1.96 

1.56 1.71 
1.91 3.49 

1 1.87 

3.22 4.71 

1.02 1.38 

2.77 1.93 

6. 18 5. 55 

9.09 12.56 

1.81 1.9 

1.57 2.42 
0.96 2.32 

29.33 30.94 

1.62 2.92 

1.04 1.68 

9.41 10.46 

6.43 9.06 

1.91 1.91 

10.84 12.11 

4.37 3.88 

2.98 1.35 
1.21 1.05 
2.98 4.6 

1.74 2.06 
4.31 3.3 

50.51 49.26 

1.07 1.97 

3.68 3.22 

6.11 7.2 



(1042) 

6.29 5.42 

9.43 20.06 
2.73 1.23 

3.57 4.53 

1.03 2.04 

10.48 16.45 
13.69 16.87 

1.37 1.27 

114.17 77.61 

1.88 1.68 

3.24 2.43 

5.25 8.95 

5.7 7.45 
5.34 7.19 
5.93 9.48 
4.23 4.68 
2.98 2.55 
2.62 2.3 

4.47 4,64 

2.26 1.84 
7.66 12.15 

2.89 3.53 
3.06 2.81 
7.49 4.39 

1.43 1.09 
7.36 9.92 

2.44 2.59 

5.5 5.62 

13 12.32 
65.85 86.22 

4.82 3.14 

4.6 4.78 

3.48 3.28 
74.36 85.26 

3.8 5.09 
1.65 1.82 

59.94 86.06 

20.99 14.78 

4.04 2.58 
16.22 14.06 
23.08 31.45 

4.27 9.89 
2.53 1.91 

12.99 21.19 

4.16 3.47 

8.73 7.27 

83.43 126.94 

3.91 2.91 

10.49 4.73 

14 11.74 
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HEMBA1004586 
HEMBA1004596 
HEMBA1004604 
HEMBA1004607 
HEMRA1004610 
HEMBA1004617 
HEMBA1004622 
HEMBA1004626 
HEMBA1004629 
HEMBA1004631 
HEMBA1004632 
HEHBA1004633 
HEMBA1004636 
HEMBA1004637 
HEHBA1004638 
HEHBA1004645 
HEMBA1004656 
HHBA1004657 
HEHBA1004666 
HEMBA1004669 
HEHBA1004670 
HEHBA1004672 
HEMBA1004689 
HEMBA1004690 
HEMBA1004693 
HEMBA1004697 
HEHBA1004702 
HEMBA1004704 
HEHBA1004705 
HEHBA1004706 
HEMBA1004709 
HEHBA1004711 
HEMBA1004723 
HEHBA1004725 
HEMBA1004730 
HEMBA1004733 
HEMBA1004734 
HEMBA1004736 
HEMBA1004748 
HEMBA1004749 
HEMBA1004751 
HEHBA1004752 
HEHBA1004753 
HEMBA1004755 
HEMBA1004756 
HEHBA1004758 
HEMBA1004763 
HEMBA1004768 
HEMBA1004770 
HEMBA1004771 



1.56 1.32 

3.97 3,19 

9.04 8.14 
0.96 1.97 
1.16 1.89 
0.78 0.89 

1.05 2.39 

1.56 2.36 
1.5 1.34 

1.57 1.73 
1.02 1.3 

3.2 3.98 

1.29 2.07 

1.57 2.12 

1.31 1.67 

3.04 2.88 

4.38 2.76 

16.78 17.12 

1.27 2.2 

2.49 3.6 

3. 1 2. 74 

1.29 2.33 

23.54 21.34 

4.74 5.24 

3.16 5.98 

1.64 1.96 

8.73 11.47 

1.9 3.35 

1.13 1.93 
1.34 2.4 
2.96 2.9 
1.22 1.44 
4.91 5.18 

4.14 4.9 
3.57 2.83 
1.07 2.64 
2.57 3.22 

1.1 1.89 

2.24 0.94 

6.88 8.33 

1.96 1.76 

1.51 1.6 

29.15 25.19 

7.02 6.32 

1.45 1.76 

1.18 1.64 

1.79 2.39 

0.83 1.64 

1.09 1.36 

0.99 1.02 



(1043) 

5.09 5.01 

19.1 27.4 

40.08 64.86 

4.17 3.02 

3.19 2.91 

3.29 2.77 

5.1 4.07 

4.75 4.06 

3.95 3.17 
4.41 3.3 
3.43 2.38 

8.84 9.3 

3.22 3.23 
4.19 3.97 

3.26 1.8 

6.5 5.07 

4.96 4.13 
35.48 31.85 

3.32 2.78 

6.16 7.32 

6.27 5.11 

4.85 2.58 
82.29 90.21 
15.26 19.89 
25.39 24.92 

4.88 7.14 
19.57 19.47 

9.01 3.41 

3.32 1.8 

3.89 4.31 
10.14 6.81 

5.01 1.19 

10.06 11.37 

7.68 5.67 

4.74 3.64 

2.62 1.06 

4.46 2.68 

7.12 3.87 

5.6 3.02 
19.68 16.49 

5.55 3.99 

4.23 4.56 
85.53 59.89 
12.37 9.73 

3.86 2.34 
4.53 3.92 

5.56 5.45 
2.89 1.69 

2.43 1.47 

2.44 2.18 
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(1044) ftffl 2002-191363 

2085 2086 

HEMBA1004775 4.07 3.84 7.29 8.61 9.62 13.74 * + 

HEMBA1004776 1.86 3.21 3.33 3.95 6.83 6.04 * + 

HEHBA1004778 1.75 2.24 6.11 3.21 7.64 5.74 

HEHBA1004784 1.51 1.59 3.11 2.36 4.18 3.62 

HEMBA1004785 1 1.78 4.15 2.18 6.54 4.48 

HEHBA1004789 2.34 2.07 4.42 1.87 5.64 2.87 

HEMBA1004795 0.62 1.89 3.13 2.45 4.23 1.42 

HEHBA1004797 1.06 0.84 1.85 2.31 2.85 2.76 * + 

HEMRA1004803 4.98 1.72 5.31 4.62 9.79 4.82 

HEMBA1004806 1.23 1.78 3.22 2.36 3.83 2.33 

HEMBA1004807 3.05 1.95 3.86 5.58 7.44 4.14 

HEMBA1004816 4.73 2.61 3.59 3.78 7.97 9.34 

HEHBA1004820 1.73 2.33 4.6 2.97 8.74 3.71 

HEMBA1004833 1.22 1.23 5.54 2.71 6.95 4.37 

HEMBA1004847 4.73 2.8 9.84 8 11.83 9.15 

HEMBA1004850 1.01 1.78 6.15 6.56 13.54 6.38 

HEMBA1004863 1.75 2.3 4.92 3.34 4.45 5.17 

HEMBA1004864 2.66 3.91 6.68 4.19 9.03 6.51 

HEMBA1004865 1.13 2.61 4.06 3.86 6.64 3.38 

HEMBA1004880 2.22 3.32 9.22 9.9 10.38 9.48 

HEMBA1004882 5.8 7.1 10.16 15.5 15.77 12.03 * + 

HEHBA1004885 2.34 6 8.67 8.58 8.67 9.27 

HEMBA1004889 3.25 3.24 6.5 7.67 10.74 9.8 * + 

HEMBA1004900 1.51 1.59 3.71 3.21 5.14 2.84 

HEMBA1004909 0.71 1.96 3.59 3.21 4.47 4.97 

HEMBA1004918 1.46 1.7 4.93 4.03 7.19 5.77 

HEMBA1004923 1.1 1.83 3.72 3.98 7.3 4.27 

HEHBA1004929 1.01 1.7 2.68 1.66 3.59 1.38 

HEMBA1004930 1.4 2.06 4.31 3.91 5.87 4.72 

HEMBA1004933 2.41 1.5 5.32 5.59 5.43 3.38 

HEMBA1004934 8.61 8.61 17.67 26.2 27.77 26.83 ** + 

HEMBA1004937 1.36 2.42 3.57 2.79 7.51 2.54 

HEMBA1004943 1.11 1.75 3.63 2.56 4.88 3.68 

HEMBA1004944 0.95 2.51 4.73 3.85 4.79 3.58 

HEMBA1004946 4.78 4.38 12.5 12.69 14.08 12.8 

HEHBA1004952 0.9 1.83 4.04 2.76 4.41 2 

HEMBA1004954 3.55 3.21 7.92 6.02 6.4 6.12 

HEMBA1004956 1.37 1.11 2.78 2.12 3.66 1.81 

HEHBA1004960 0.86 0.75 3.27 4.17 6.72 3.06 

HEMBA1004971 2.41 2.49 6.81 6.45 8.05 6.92 

HEHBA1004972 2.57 2.31 3.63 2.07 5.66 5.84 

HEHBA1004973 1.16 1.78 3.46 2.53 3.27 3.18 

HEHBA1004977 3.04 3.08 5.36 5.34 6.29 6.36 

HEHBA1004978 4.53 5.08 14.93 21.43 19.01 25.37 * + 

HEMBA1004980 1.92 2.36 7.92 6.55 6.55 7.29 

HEMBA1004982 0.83 1.36 2.92 2.8 4.45 2.65 

HEHBA1004983 1.73 1.88 4.29 3.92 5.5 4.21 

HEHBA1004995 2.76 3.99 6.53, 7.5 7.46 7.41 

HEMBA1005004 1.63 3.57 5.12 3.45 5.72 4.07 

HEHBA1005008 1.61 3.52 4.9 4.61 6.42 5.97 
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(1045) 

8.37 11.95 6.96 9.22 

5.78 6.6 8.07 7.19 

30.44 29.81 23.38 23.26 

7.98 7.23 8.66 6.52 

19.38 18.59 17.77 20.38 

37.72 23.12 19.26 26.98 

4.59 4.36 6.81 3.69 

5.6 7.01 8.54 7.83 

5.07 4.33 6.76 4.39 

5.62 2.85 5.13 2.03 

5.72 4.81 8.94 6.89 

17.44 25.77 30.77 26.84 

8.9 8.51 8.13 6.59 

6.51 3.97 5.38 4.49 

14.34 14.89 9.95 11.01 

13.65 14.98 16.02 21.42 

2.69 2.17 4.96 1.25 

8.84 7.48 10.38 9.99 

7.16 3.48 6.18 4.54 

5.53 5.04 9 5.52 
11.7 17.14 12.91 21.06 
3.98 3.35 3.94 2.88 

4.54 3.23 5.6 4.54 
3.2 2.25 4.48 2.3 

3.35 2.12 5.53 2.72 

10.83 9.05 10.41 8.28 

7.59 5.11 4.58 7.09 

3.35 1.47 5.28 3.69 

12.56 13.06 14.71 17.84 

7.92 6.51 8.54 8.47 

3.59 3.31 5.05 3.39 

3.62 2.2 8.12 2.2 
240.76 174.65 194.57 222.24 

4.47 3.54 6.7 4.15 

3.96 3.52 8.39 2.03 

3.76 1.93 6.73 2.24 

8.02 5.52 7.17 8.91 

9.4 8.29 9.76 12.83 

141.56 134.68 133.57 172.39 

66.26 72.89 92.07 89.66 

14.55 15.66 21.85 17.87 

4.92 1.7 3.83 3.86 

3.12 1.57 4.88 2.32 

4.24 2.71 5.92 4.32 

1.6 0.91 3.81 2.17 

2.67 2.16 3.27 2.29 

7.42 7.63 11.38 7.62 

5.63 2.57 8.33 6.19 
17.94 12.96 18.21 14.79 

6.81 6.6 8.47 7.24 



(1046) 

2089 

HEMBA1005252 2.3 2.7 5.31 4.73 11.4 5.01 

HEHBA1005267 2.77 3.31 7.25 6.77 12.66 9.89 

HEMBA1005274 1.75 1.53 3.28 4.8 6.38 6.51 

HEMBA1005275 0.62 1.27 1.59 1.63 3.44 2.12 

BEMBA1005288 3.03 1.16 6.1 6.49 6.35 6.68 

HEMBA1005293 1.46 1.37 2.53 1.5 4.09 1.78 

HEMBA1005296 440.88 422.67 780.14 598.1 568.79 483.77 

HEMRA1005301 3.93 3.26 29.41 28.17 47.57 44.12 

HEMBA1005304 1.75 2.3 7 3.36 7.29 7.62 

HEMBA1005305 0.77 1.18 2.57 0.74 3.99 1.71 

HEMBA1005311 0.97 1.05 2.08 0.81 1.97 2.13 

HEMBA1005313 20.35 21.96 39.64 29.02 19.54 26.39 

HEMBA1005314 1 1.36 2.6 2.2 4.08 1.99 

HEHBA1005315 0.81 2.41 4.27 1.95 5.32 3.59 

HEHBA1005317 0.8 1.48 2.93 1.9 3.68 2.43 

HEMBA1005318 1.42 0.95 2.68 1.48 4.54 2.21 

HEMBA1005324 6.24 8.79 28.39 48.36 52.86 57.05 

HEMBA1005331 2.77 5.64 15.05 21.73 18.68 21.33 

HEMBA1005337 12.1 12.25 61.94 98.25 113.65 125.54 

HEMBA1005338 4.53 4.54 27.15 34.04 35.53 42.4 

HEMBA1005344 2.75 2.57 5.08 4.17 4.16 3.3 

HEMBA1005353 1.15 2.78 6.52 4.66 7.21 6.44 

HEMBA1005359 2.6 2.82 7.48 6.59 8.03 7.68 

HEMBA1005362 1.06 2.73 4.93 7.3 11.27 8.37 

HEHBA1005364 0.96 1.48 3 2.55 3.78 2.75 

HEMBA1005367 0.96 1.53 4.19 3.3 4.21 2.99 

HEMBA1005372 1 2.24 4.18 2.3 5.1 3 

HEMBA1005374 2.29 3.31 7.83 6.4 6.45 8.09 

HEMBA1005379 3.19 3.61 7.65 29.57 25.57 24.46 

HEHBA1005382 9.85 11.52 79.62 88.72 86.53 120.52 

HEHBA1005384 1.44 1.76 3.4 2.78 3.74 2.78 

HEMBA1005386 1.52 2.67 4.54 4.17 4.66 4.84 

HEHBA1005389 1.1 0.8 3.01 2.51 4.09 3.75 

HEHBA1005394 1.64 2.32 5 8.09 10.03 6.99 

HEMBA1005403 4.19 4.24 8.81 8.46 11.37 8.87 

HEMBA1005408 1.43 1.71 5.3 4.52 7.12 6.96 

HEMBA1005410 1.06 1.74 3.22 1.78 4.97 2.42 

HEHBA1005411 1.38 2.58 4.54 2.84 4.09 2.74 

HEHBA1005423 4.14 5.87 4.72 12.75 8.59 11.04 

HEMBA1005426 0.71 1.79 2.35 2.08 3.25 4.15 

HEMBA1005427 9.12 12.47 24.08 37.26 33.57 35.43 

HEMBA1005430 1.71 1.43 3.23 3.26 4.07 4.78 

HEMBA1005438 1.42 2.33 4.26 4.01 5.41 2.66 

HEHRA1005443 15.57 16.88 35.83 20.61 27.42 29.93 

HEHBA1005447 1.55 1.95 3.42 2.25 5.9 3 

HEMBA1005449 1.5 1.36 3.29 1.82 5.83 3.21 

HEMBA1005452 8,96 10.79 63.65 107.56 94.42 105.84 

HEMBA1005454 4.73 4.51 7.91 6.37 8.12 5.33 

HEMRA1005468 2.49 3.19 4 3.6 4.93 4.86 

HEMBA1005469 1.39 1.89 5.38 3.44 5.94 4.04 



(1047) ®ffl 2002-191363 

2091 2092 

HEMBA1005472 4.04 4.76 7.81 6.79 6.75 8.2 

HEMBA1005474 4.91 5.42 11.67 7.77 9.4 9.23 

HEMBA1005475 7.8 7.09 11.75 15.34 10.75 13.59 

HEMBA1005489 2.47 3.48 4.94 6.34 7 6.54 * + 

HEMBA1005497 0.65 1.97 3.47 2.86 4.42 2.14 

HEMBA1005500 4.64 4.25 11.48 9.17 13.98 10.59 

HEHBA1005506 3.88 2.15 4.02 2.71 3.57 1.29 

HEMBA1005508 5.79 7.67 13.3 11.65 14.52 10.99 

HEMBA1005511 2.97 2.29 9 4.36 6.36 6.14 

HEMBA1005513 6.3 9.05 55.46 50.46 60.73 57.45 

HEMBA1005517 1.8 2.89 3.88 4.37 6.41 3.74 

HEMBA1005518 1.48 2.49 3.94 2.94 5.22 2.3 

HEMBA1005520 1.89 3.19 8.8 8.37 10.13 9.32 

HEHBA1005522 1.78 2.29 3.37 2.52 4.72 1.45 

HEHBA1005526 3.24 2.8 6.25 4.37 7.26 4.58 

HEMBA1005528 8.59 16.13 16.28 20.24 22.18 20.01 

HEMBA1005530 2.28 3.62 5.13 4.91 7.75 4.51 

HEMBA1005538 11.07 10.7 15.34 8.46 4.44 5.89 * 

HEMBA1005539 30.73 31.96 63.32 50.52 49.29 34.26 

HEHBA1005545 1.2 1.08 3 4.28 6.22 2.25 

HEMBA1005548 2.38 2.88 11.1 11.04 12.72 9.21 

HEMBA1005552 2.76 4.58 12.05 9.13 12.8 10.25 

HEHBA1005558 1.59 2 5.86 2.18 6.97 4.17 

HEMBA1005568 3.11 2.96 8.24 6.28 8.45 7.5 

HEMBA1005570 1.87 2.75 3 1.96 4.49 7.13 

HEMBA1005576 1.74 2.8 2.4 3.03 3.55 3.57 * + 

HEMBA1005577 1.14 2.02 2.78 0.95 3.08 0.87 

HEMBA1005581 4.29 4.22 6.85 14.27 18.37 8.15 

HEHBA1005582 2.74 2.57 5.35 3.25 7.91 3.21 

HEMBA1005583 2.47 3.31 5.86 3.32 6.43 3.44 

HEMBA1005588 2.51 2.85 6.27 5 6.54 6.14 

HEMBA1005593 1.5 1.4 2.85 1.83 4.57 2.89 

HEMBA1005595 2.62 2.82 4.15 3.31 4.65 4.76 

HEMBA1005597 4.77 5.18 8.13 9.39 10.34 8.64 * + 

HEMBA1005606 2.29 2.76 5.79 3.96 6.91 5.83 

HEMBA1005609 2.84 2.64 6.61 4.19 5.77 6.81 

HEMBA1005616 2.01 1.66 8.03 5.44 8.75 7.03 

HEMBA1005621 2.43 1.91 4.42 4.13 6.24 2.7 

HEMBA1005627 3.84 3.92 11.61 9.73 15.14 14.89 

HEMBA1005628 12.1 12.91 20.55 17.92 23.35 18.08 

HEMBA1005631 13.47 11.94 26.82 22.77 22.87 29.03 

HEMBA1005632 1.33 2.33 5.06 3.14 3.68 4.47 

HEMBA1005634 3.06 3.42 5.15 2.81 7.68 5.18 

BEHBA1005662 1.18 1.27 3.17 1.06 4.57 3.03 

HEMBA1005666 5.89 4.51 10.09 10.5 9.01 10.25 

HEMBA1005670 1 1.08 4.06 2.87 4.35 3.19 

HEMBA1005671 2.11 3.38 5.07 5.36 9 5.9 

HEMBA1005679 2.33 4.64 7.39 6.5 10.44 10.19 

HEKBA1005680 2.63 2.14 5.9 5.51 7.59 7.72 

HEKBA1005685 2 1.89 7.27 3.8 6.73 1.97 



(1048) . TO 2002-191363 

2093 2094 

HEHBA1005698 5.96 4.75 12.88 11.78 14.17 9.93 

HEMBA1005699 1.4 1 2.45 2.17 3.66 2.96 

HEMBA1005703 1.22 1.27 3.57 1.79 3.56 1.88 

HEMBA1005705 2.39 2.78 6.45 3.41 6.27 3.89 

HEMBA1005712 1.23 1.34 4.52 2.18 4.84 2.37 

HEMBA1005717 1.55 1.89 4.7 1.34 5.36 2.16 

HEMBA1005718 5.27 4.35 7.8 10.09 10 15.72 * + 

HEHBA1005721 15.93 20.34 26.12 37.74 25.37 32.79 

HEMBA1005722 18 19.32 35.72 25.36 30.28 26.91 

HEMBA1005724 2.17 2.05 4.6 2.47 6.56 2.98 

HEMBA1005732 1.33 1.54 4.89 7.22 8.38 5.67 * + 

HEMBA1005737 1.49 1.19 2.95 2.44 4.57 1.75 

HEMBA1005742 3.4 4.65 5.7 4.43 6.35 4.22 

BEMBA1005746 1.2 1.61 3.23 5.69 4.42 4.85 * + 

HEMBA1005747 3.8 3.51 7.52 6.08 6.55 6.67 

HEHBA1005749 9.64 9.37 17.99 21.62 19.82 18.15 



\l 005755 0.49 2.5 3.35 1.66 4.41 2.9 

HEHBA1005760 1.59 2.1 5.37 3.7 4.86 4.14 

HEHBA1005765 1.47 2.89 5.97 5.91 7.42 7.21 

HEMBA1005766 8.52 10.49 61.64 93.4 112.09 106.28 

HEMBA1005780 4.98 5.15 14.49 13.93 16.26 12 

HEHBA1005795 1.15 1.8 3.71 4.28 5.45 4.26 

HEMBA1005809 9.13 9.7 20.95 14.79 29.83 22.75 

HEMBA1005813 1.76 2.74 6.74 5.39 9 7.08 

HEMBA1005815 0.62 1.86 2.75 2.74 4.78 2.13 

HEHBA1005822 1.34 2.83 5.82 3.77 6.65 5.12 

HEHBA1005829 1.49 2.66 4.94 5.11 4.53 5.52 

HEMBA1005833 1.83 1.28 4.41 3.89 5.17 4.57 

HEMBA1005834 2.53 1.87 4.84 5.48 11.84 6.81 

HEMBA1005844 27.89 31.06 52.5 62.42 59.49 58.73 

HEMBA1005852 5.75 4.18 10.12 10.15 12.34 11.51 

HEMBA1005853 2.81 3.05 9.32 5.68 13.84 9.26 

HEMBA1005878 4.42 4.52 10.14 8.84 10.05 11.01 

HEMBA1005883 1.67 2.81 4.56 2.81 5.43 4.01 

HEHBA1005884 1.87 2 3.21 2.27 5.9 2.28 

HEMBA1005891 2.39 3.04 3.59 4.34 5.46 3.95 

HEMBA1005894 2.12 2.41 8.68 8.23 9.08 6.9 

HEMBA1005898 4.52 3.75 7.4 10.51 10.74 9.53 

HEMBA1005902 2.57 3.14 8.63 5.36 6.75 5.82 

HEMBA1005907 1.15 2.28 2.2 2.28 4.2 1.74 

HEMBA1005909 0.93 2.68 2.97 2.96 4.55 2.6 

HEMBA1005911 1.66 3.12 4.9 3.96 9.5 3.41 

HEHBA1005912 8.83 7.86 13.57 16.44 8.16 15.58 

HEMBA1005913 5.05 5.39 10.39 9.57 7.71 7.06 

HEHBA1005921 2.36 3.86 6.29 5.25 10.06 7.64 

HEHBA1005922 5.49 5.47 6.99 8.51 10.1 8.74 

HEHBA1005929 1.91 2.53 7.53 5.05 5.68 6.47 

HEMBA1005931 3.32 2.95 6.04 5.31 9.49 6.09 

HEHBA1005934 2.9 4.69 8.2 8.17 10.14 9.73 

HEHBA1005945 3.1 4.12 7.73 6.36 9.39 6.65 



(1049) MR 2002-191363 

2095 2096 

HEMBA1005962 1.72 1.81 3.16 1.93 3.96 1.72 

HEMBA1005963 1.86 1.67 3.91 2.26 3.95 2.05 

HEHBA1005990 6.04 7.39 17.86 14.14 16.18 17.02 

HEHBA1005991 2.39 3.35 8.55 7.2 7.64 6.94 

HEMBA1005999 2.34 4.39 8.84 6.52 8.18 8.75 

HEMRA1006002 3.53 5 7.73 5.96 10.24 8.99 

HEHBA1006005 0.96 2.31 3.93 2.87 5.65 3.27 

HEHBA1006011 26.27 24.03 34.08 62.88 44.8 64.92 * + 

HEHBA1006013 2.43 2.57 6.31 4.17 6.87 3.74 

HEHBA1006016 1.65 1.98 5.64 3.22 5.34 2.16 

HEMBA1006019 2.97 3.23 6.91 4.46 7.22 5.44 

HEHBA1006021 5.06 6.45 9.21 10.29 12.48 8.77 

HEHBA1006022 3.19 4.34 6.89 6.52 6.1 5.94 

HEMBA1006031 1.32 2.46 4.38 3.72 5.57 5.34 

HEMBA1006035 3.05 3.72 7.96 4.99 6.37 4.54 

HEMBA1006036 2.02 2.3 7 4.27 10.14 7.22 

HEHBA1006042 3.36 3.1 8.51 5.76 9.59 . 8.31 

HEMBA1006044 1.44 1.99 3.61 2.8 3.4 1.67 

HEMBA1006045 1.98 1.99 5.08 4.3 8.55 5.64 

HEMBA1006048 2.42 4.18 5.41 6.84 7.96 8.18 * + 

HEMBA1006053 1.51 2.72 3.55 3.09 3.3 3.93 

HEMBA1006055 1.84 1.91 2.46 3.04 4.92 3.67 * + 

HEMBA1006058 4.04 4.62 11.59 7.42 10.66 12.41 

HEHBA1006063 9.2 9.36 32.62 26.37 33.39 27.19 

HEMBA1006067 4.14 3.27 5.81 5.8 8.4 7.17 

HEHBA1006081 0.84 2.59 4.77 2.54 7.08 2.49 

HEMBA1006089 2.58 4.48 6.82 8.28 10.12 9.66 * + 

HEMBA1006090 1.66 2.31 2.28 1.66 5.26 1.84 

HEHBA1006091 1.1 1.35 1.75 3.15 4.31 2.95 * + 

HEMBA1006093 1.65 1.77 4.21 2.27 6.67 4.26 

HEHBA1006099 11.9 9.88 23.12 21.57 16.43 20.57 

HEHBA1006100 2.78 3.18 13.25 8.38 15.71 13.52 

HEHBA1006108 2.69 2.08 4.22 3.42 5.24 3.75 

HEMBA1006114 7.21 8.76 39.36 34.51 62.97 50.98 

HEMBA1006121 1.18 1.8 3.13 2.43 5.83 2.91 

HEMBA1006124 1.79 1.74 4.47 3.11 4.89 4.13 

HEMBA1006125 18.52 14.19 23.44 25.23 22.56 34.45 

HEHBA1006130 5.15 3.1 7.57 6.89 7.84 9.51 

HEMBA1006138 2.43 2.41 5.55 5.27 9.2 8.12 

HEMBA1006142 2.62 1.87 6.23 6.67 9.36 8.91 * + 

HEMBA1006150 8.32 7.44 21.06 20.42 21.82 24.68 

HEHBA1006151 567.67 524.4 796.07 915.23 875.11 682.15 

HEMBA1006155 0.93 1.33 2.92 1.44 5.54 1.94 

HEMBA1006158 3.06 4.95 7.5 5.7 9.04 6.31 

HEMBA1006164 2.61 1.96 5.89 5.26 4.54 5.82 

HEMBA1006171 29.76 24.08 54.44 32.3 33.25 34 

HEMBA1006173 5.15 3.15 30.41 36.16 55.46 57.62 * + 

HEMBA1006176 315.12 232.27 427.53 476.77 458.01 381.49 

HEHBA1006182 1.47 1.71 6.13 3.02 5.84 5.82 

HEMBA1006197 6.14 5.09 9.26 9.53 12.1 10.41 



(1050) ftffl 2002-191363 

2097 2098 

HEMBA1006198 10.07 6.46 26.71 35.03 45.64 55.68 * + 

HEMBA1006213 1.98 1.78 2.4 2.33 2.69 2.3 

HEHBA1006217 44.9 41.62 72.62 94.44 74,92 78.25 

HEMBA1006226 40.86 36.82 63.27 77.37 79.96 57.39 

HEMRA1006235 2.13 1.96 4.34 2.6 5.85 2.32 

HBffiA1006248 1.74 2.03 4.04 3.37 6.4 2.95 

HEKBA1006251 5.41 7.29 7.88 11.96 12.95 9.22 * + 

HEHBA1006252 0.72 1.28 3.67 2.25 3.56 2.92 

HEMBA1006253 2.13 2.26 4.1 5.93 5.38 5.76 * + 

HEMBA1006259 1.96 2.29 6.02 5.7 3.9 5.32 

HEMBA1006261 12.25 7.27 18.84 14.23 14.08 13.61 

HEMBA1006268 2.05 2.56 3.86 4.83 5.09 4.06 * + 

HEMBA1006271 2.04 3.99 10.58 7.13 9.33 8.51 

HEMBA1006272 0.97 2.26 2.84 2.38 6.01 1.93 

HEMBA1006273 1.53 2.09 4.55 3.58 4.52 2.46 

HEMBA1006276 2.8 1.26 3.62 4.45 5.84 2.82 

HEHBA1006278 1.57 2.03 3.19 4.08 4.51 2.72 

HEMBA1006283 3.09 3 6.08 7.34 11.13 7.09 

HEHBA1006284 2.47 1.57 3.14 4.75 6.96 2.82 

HEMBA1006291 1.42 2.56 4.41 4.6 6.16 2.57 

HEHBA1006292 3.36 5.12 17.34 19.95 23.83 21.11 * + 

HEMBA1006293 1.83 1.46 3.19 2.92 4.02 1.36 

HEMBA1006299 1.92 2.26 7.03 5.02 6.39 4.74 

HEMBA1006309 2.26 1.43 3.53 4.47 4.69 3.73 * + 

HEMBA1006310 4.14 4.32 7.72 9.51 8.34 5.7 

HEHBA1006311 1.4 2.33 6.68 5.59 5.85 5.72 

HEMBA1006313 1.2 1.6 2.74 4.29 4.68 2.26 

HEMBA1006316 2.16 3.08 6.72 6.63 6.28 5.59 

HEMBA1006328 2.78 4.28 13.48 15.14 17 16.56 

HEHBA1006334 1.46 3.1 2.77 2.79 3.95 2.05 

HEMBA1006335 10.42 13.98 21.66 20.81 18.03 16.77 

HEMBA1006344 2.86 3.55 6.9 7.18 6.88 5.75 

HEHBA1006347 2.04 1.83 4.2 2.94 2.76 1.68 

HEMBA1006349 2.47 2.79 6.73 3.62 5.65 3.5 

HEMBA1006352 1.65 1.65 3.27 2.63 5.64 1.32 

HEMBA1006357 4.99 4.26 8.6 8.36 7.8 7.74 

HEMBA1006358 1.67 2.57 4.95 4.7 5.11 5.63 

HEHBA1006359 1.56 2.17 4.02 3.67 5.48 3.3 

HEHBA1006360 2.53 2.12 5.1 9.73 10.02 8.61 ** + 

HEMBA1006364 1.71 2.76 4.82 4.02 5.55 3.51 

HEMBA1006377 5.8 8.03 13.25 20.48 16.19 15.31 * + 

HEMBA1006380 1.31 1.57 8.75 6.78 7.01 6.9 

HEMBA1006381 2.38 3.07 12.65 6.18 7.97 6.66 

HEHBA1006385 3.21 3.33 8.65 5.41 8.17 5.32 

HEMBA1006390 9.49 7.85 14.66 22.01 20.52 22.7 ** + 

HEMBA1006391 6.58 6.85 6.73 12.83 10.12 13.15 ** + 

HEHBA1006398 1.32 1.67 4.19 2.57 4.12 1.69 

HEMBA1006405 23.81 23.5 38.82 23.85 22.13 24.92 

HEMBA1006410 8.26 4.16 6.14 5.74 11.61 6.06 

HEMBA1006416 2.14 2.62 5.93 5.3 6.98 4.23 



(1051) mm 2002-191363 

2099 2100 

HEMBA1006418 5.06 5.49 11.76 8.17 8.09 5.92 

HEMBA1006419 2.67 3.93 8 6.89 7.77 5.2 

HEMBA1006421 2.03 3.28 3.09 3.44 4.19 2.27 

HEMBA1006424 1.48 1.92 3.59 1.94 5.42 1.84 

HEMBA1006426 3.03 3.99 7.91 7.23 7.87 5.51 

HEMBA1006430 2.31 2.64 6.29 5.89 7.43 5.08 

HEMBA1006438 2.06 2.22 6.35 4.37 6.53 2.92 

HEMBA1006445 1.98 2.68 5.72 6.11 5.6 4.16 

HEMBA1006446 1.32 2.61 5.59 2 6.51 2.43 

HEMBA1006456 3.51 5.07 8.64 14.9 21.76 15.91 * + 

HEMBA1006461 1.54 2.18 5.35 4.35 5.49 4.07 

HEMBA1006467 1.52 1.78 3.61 2.82 7.24 3.2 

HEHBA1006470 4.06 4.03 22.46 18.72 29.54 19.52 

HEHBA1006471 1.58 1.6 6.6 6.45 6.78 6.26 

HEMBA1006474 7.35 6.37 43.12 55.87 62.01 52.31 * + 

HEMBA1006476 9.48 10.05 66.66 94.3 119.21 92.71 * + 

HEMBA1006482 71.42 71.44 219.31 199.96 180.73 192.88 

HEMBA1006483 2.03 2.96 7.22 3.36 4.88 3.24 

HEMBA1006485 2.24 1.72 6.31 4.09 6.53 5.51 

HEMBA1006486 5.08 5.55 13.73 18.4 16 15.46 * + 

BEMBA1006489 1.21 2.18 4.1 3.18 5.4 2.17 

HEMBA1006492 5.34 7.71 10.69 15.16 24.33 15.92 * + 

HEMBA1006494 1.27 1.18 2.67 2.44 3.88 1.86 

HEMBA1006497 1.67 2.33 4.75 4.3 3.79 4.49 

HEMBA1006501 7.61 7.52 62.05 58.03 78.37 58.59 

HEMBA1006502 4.73 3.55 15.72 18.66 22.55 21.66 * + 

HEMBA1006507 8.7 6.8 51 49.69 71.2 48.41 

HEMBA1006517 1.51 1.99 5.07 3.43 5.9 4.64 

HEMBA1006521 1.79 1.8 4 2.41 4.55 3.02 

HEIBA1006529 4.77 3.74 3.86 5.97 5.83 2.78 

HEMBA1006530 1.8 1.39 2.06 1.62 3.53 2.42 

HEMBA1006535 1.66 1.43 2.01 2.66 2.81 2.43 ** + 

HEMBA1006536 0.59 2.22 3.96 3.04 3.23 2.33 

HEMBA1006540 1.61 1.68 3.33 3.05 4.1 3.56 

HEMBA1006544 1.39 1.63 8 3.54 5.85 4.35 

HEMBA1006546 2.06 2.56 6.98 4:25 5.77 4.51 

HEMBA1006549 1.74 2.13 5.93 4.57 4.63 4.61 

HEHBA1006559 2.55 1.45 4.63 2.99 5.76 3.32 

HEMBA1006562 0.74 1.32 4.07 2.39 5.24 2.72 

HEMBA1006566 0.67 1.28 0.97 1.34 1.69 0.99 

HEMBA1006569 2.33 1.36 3.97 3.25 3.89 4.02 

HEMBA1006572 1.02 2.38 2.94 2.68 3.92 2.01 

HEMBA1006579 20.44 16.82 51.93 59.14 66.28 72.54 * + 

HEMBA1006583 3.17 2.85 5.59 5.83 5.94 6.45 

HEMBA1006595 1.82 1.63 4.29 2.83 5.22 3.68 

HEHBA1006597 1.65 2.1 5.34 3.81 6.75 3.77 

HEHBA1006606 1.75 2.31 4.96 3.72 5.71 2.8 

HEHBA1006612 2.63 3.54 7.11 7.32 5.31 7.07 

HEMBA1006617 1.93 2.58 6.24 4.62 4.6 5.41 

HEMBA1006624 6.37 8.61 16.93 12.84 15.78 10.91 



(1052) ®m 2002-191363 

2101 2102 

HEMBA1006631 3.24 3.13 8.01 8.11 

HEKBA1006635 1.7 2.57 5.7 4.27 

HEHBA1006639 1.12 1.98 4.52 4.14 

HEHBA1006643 1.88 1.23 1.85 2.12 

HEMBA1006648 7.69 6.84 16.92 17.63 

HEHBA1006652 5.96 7.86 16.11 16.41 

HEMBA1006653 2.21 3.66 7.23 6.92 

HEHBA1006658 5.04 6.58 12.68 14.07 

HEMBA1006659 6.8 10.14 48.92 66.47 

HEHBA1006665 1.44 0.89 3.32 2.77 

HEMBA1006666 1.83 1.25 3.23 3.24 

BEHBA1006671 8.69 6.74 11.66 17.25 

HEMBA1006674 1.64 1.99 7.42 6.71 

HEMBA1006676 1.46 2.36 5.19 4.28 

HEHBA1006682 2.17 1.64 3.43 2.2 

HEMBA1006688 1.48 2.46 4.74 3.31 

HEMBA1006695 1.58 2.41 4.85 3.54 

HEMBA1006696 2.84 3.93 6.29 5.95 

HEMBA1006702 3.31 1.83 13.28 4.13 

HEHBA1006707 2.89 2.62 5.9 5.04 

HEHBA1006708 2.21 1.52 5.71 4.42 

HEMBA1006709 1.64 1.97 4.6 4.29 

HEHBA1006717 1.58 2.28 3.58 2.5 

HEHBA1006724 2.68 3.42 4.55 4.45 

HEHBA1006731 1.83 2.95 3.95 4.12 

HEMBA1006737 1.82 3.5 6.59 3.89 

HEMRA1006742 1.78 2.44 4.16 3.32 

HEMBA1006743 4 4.02 11.48 14.16 

HEMBA1006744 1.84 1.79 7.74 6.6 

HEMBA1006749 1.14 1.27 3.72 1.88 

HEMBA1006752 16.53 16.28 26.81 35.31 

HEMBA1006754 1.44 2.6 3.63 5.55 

HEMBA1006758 1.38 2.83 4.25 6.89 

HEHBA1006767 3 4.14 7.88 6.81 

HEMBA10Q6770 5.05 2.61 7.12 7.89 

HEMBA1006779 4.44 4.1 10.99 9.57 

HEMBA1006780 3.28 3.19 10.27 7.6 

HEMBA1006789 2.83 1.87 11.34 4.55 

HEHBA1006795 2.13 2.45 7.58 4.56 

HEHBA1006796 4.31 3.15 5.37 5.85 

HEHBA1006805 2.72 2.73 5.9 12.77 

HEMBA1006807 30.32 28.07 75.38 54.22 

HEHBA1006813 0.93 1.73 2.81 1.93 

HEMBA1006819 3.73 4.53 8.5 7.02 

HEMBA1006821 1.56 2.37 6.09 5.05 

HEMBA1006824 2.13 3.13 7.39 5.69 

HEMBA1006832 19.84 18.63 56.97 59.26 

HEMBA1006834 13.23 12.47 20.38 29.88 

HEHBA1 006835 1.11 1.49 3.88 5.08 

HEMBA1006843 19.27 17.89 35.47 55.34 
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(1053) ftffl 2002-191363 

2103 2104 

HEMBA1006849 5.64 4.37 11.23 10.07 11.23 10.83 

HEMBA1006850 31.45 33.76 60.2 44.62 53.25 45.59 

HEHBA1006861 12.19 11.3 24.61 22.49 16.43 17.99 

HEMBA1006865 5.42 8.35 31 33.77 33.36 34.49 

HEMBA1006867 4.32 5.03 6.41 6.27 7.76 6.15 

HEHBA1006873 3.14 3.59 8.87 6.5 9.26 7.75 

HEMBA1006877 2.52 4.03 5.87 4.03 6.26 3.68 

HEMBA1006878 2.52 2.36 6.79 3.82 7.86 3.51 

HEMBA1006879 6.19 5.68 8.83 11.06 15.86 17.33 * + 

HEMBA1006884 10.11 3.17 6.59 6.15 8.42 8.78 

HEMBA1006885 7.02 6.82 14.16 20.86 19.11 21.73 * + 

HEMBA1006886 20.38 17.25 26.55 29.45 29.15 40.93 

HEHBA1006889 2.61 4.02 4.85 4.48 5.99 6.09 

HEMBA1006896 19.11 24.76 31.7 33.67 39.11 40.41 * + 

HEMBA1006900 6.19 5.93 20.76 16.81 23.73 18.45 

HEHBA1006902 1.43 2.45 3.86 4.03 6 3.98 

HEMBA1006912 1.24 1.74 6.86 4.12 5.8 5.3 

HEHBA1006914 6.64 6.11 18.27 14.81 18.62 15.03 

HEMBA1006916 3.11 2.71 5.78 10.29 7.48 9.36 * + 

HEHBA1006921 3.03 3.5 9.63 9.77 11.26 13.59 

HEHBA1006926 2.65 2.61 5.68 5.01 6.53 6.98 

HEMBA1006927 3.06 2.2 5.17 3.57 5.26 5.89 

HEMBA1006929 2.94 2.69 4.02 4.31 6.36 5.25 * + 

HEMBA1006936 3.72 3.21 6.51 4.67 6.25 5.45 

EEMBA1006938 1.21 2.11 6.57 2.37 3.76 3.44 

HEHBA1006941 9.52 8.15 12 19.26 28.62 23.74 ** + 

HEMBA1006942 5.2 2.63 6.65 10.7 10.65 11.4 ** + 

HEMBA1006945 10.07 5.91 16.81 23.73 17.09 19.91 

HEMBA1006949 1.6 1.43 3.88 2.48 5.34 2.81 

HEMBA1006952 1.16 1.66 2.98 3.02 5.04 2.22 

HEMBA1006960 2.53 2.78 7.66 5.9 8.28 8.68 

HEMBA1006973 1.74 2.27 5.91 4.7 7.84 5.54 

HEMBA1006974 2.49 3.44 6.76 6.09 11.01 8.14 

HEMBA1006976 1.39 1.5 4.12 3.18 4.96 4.36 

HEMBA1006989 1.85 1.66 6.51 2.05 3.01 1.81 

HEMBA1006993 2.71 2.39 6.49 6.11 7.69 8.79 

HEMBA1006996 0.74 1.15 2.98 2.52 3.13 3.58 

HEMBA1007001 1.91 2.47 5.12 3.98 6.37 4.76 

HEHBA1007002 7.02 4.12 31.4 26.92 38.45 42.11 

HEMBA1007013 1.02 0.94 3.04 1.44 4.39 2.27 

HEMBA1007016 2.02 1.43 5.06 3.27 5.97 5.28 

HEMBA1007017 0.69 1.24 2.55 1.42 3.33 1.83 

HEMBA1007018 4.02 4.52 6.54 7.65 6.1 7.07 

HEMBA1007044 8.13 8.41 17.4 15.48 11.97 12.27 

HEMBA1007045 1.64 2.15 4.42 2.61 5.08 3.47 

HEMBA1007051 2.26 2.56 4.71 3.42 4.42 3.28 

HEMBA1007052 2.23 1.25 3.47 2.37 4.62 1.83 

HEMBA1007053 1.83 3.14 4.03 2.64 4 2.5 

HEMBA1007057 0.92 2.56 3.21 3.52 4.03 3.41 

HEHBA1007062 0.91 0.82 2.73 2.34 2.87 1.82 



(1054) ®M 2002-191363 

2105 2106 

HEMBA1007063 3.87 2.7 8.87 8.56 8.02 7.58 

HEMBA1007066 1.72 2.03 3.62 2.2 4.39 2.71 

HEMBA1007069 1.36 2.29 3.87 3.84 3.48 3.66 

HEMBA1007073 1.93 2.16 6.12 2.96 9.57 3.6 

HEHBA1007076 1.48 2.6 5.56 4.66 7.6 3.4 

HEMBA1007078 6.5 6.83 18.61 26.96 27.47 23.78 * + 

HEMBA1007080 7.6 9.46 38.27 61.02 68.15 51.34 * + 

HEMBA1007084 1.28 1.42 4.76 3.68 6.27 4.76 

HEMBA1007085 3.28 2.89 8.21 5.76 7.21 5.42 

HEMBA1007087 2.6 2.88 6.31 3.96 6.92 5.63 

HEMBA1007089 26.17 28.1 43.8 46.11 34.41 29.42 

HEKBA1007095 75.81 62.79 111.43 134.53 48.47 121.4 

HEMBA1007101 2.78 3.27 8 26.73 21.52 19.57 ** + 

HEMBA1007104 1.87 1.92 3.52 2.46 4.53 2.57 

HEMBA1007106 4.77 4.8 9.03 16.42 12.5 9.49 

HEMBA1007112 3.01 3.07 5.16 6.39 6 4.77 

HEMBA1007113 1.53 2.29 9.04 6.03 6.1 5.97 

HEMBA1007121 13.76 14 92.08 116.14 111.53 129.12 * + 

HEMBA1007129 1.54 2.44 2.87 2.66 4.37 1.89 

HEMBA1007147 1.68 2.88 4.4 3.96 4.76 4.06 

HEMBA1007149 5.3 7.24 8.38 10.48 6.82 9.73 

HEMBA1007151 0.85 1.87 3.38 3.32 3.88 2.54 

HEMBA1007172 1.26 1.91 4.13 2.96 4.81 3.51 

HEMBA1007174 1.4 1.43 2.75 3.96 3.65 2.5 

HEMBA1007176 2.58 3.95 11.7 6.7 6.78 4.52 

HEMBA1007178 4.77 4.71 9.32 10.94 13.03 8.12 

HEHBA1007185 9.38 10.32 9.59 19.5 7.83 15.16 

HEMBA1007186 1.71 2.76 4.49 4.95 5.47 3.86 

HEMBA1007194 4.81 3.43 5.58 7.83 9.34 8.67 ** + 

HEMBA1007200 1.18 2.33 2.9 3.25 4.6 1.66 

HEMBA1007203 1.54 3.5 5.38 6.03 6.87 5.05 

HEMBA1007206 1.92 2.46 5.72 7.07 7.91 5.94 

HEHBA1007224 5.4 6.5 9.06 9.23 5.85 8.06 

HEMBA1007226 7.19 8.07 40.61 59.31 70.51 62.19 * + 

HEHBA1007240 10 10.96 13.45 15.35 7.71 11 

HEMBA1007241 3.59 2.88 4.56 4.61 6.81 3.63 

HEMBA1007242 2.52 2.86 5.01 6.29 6.87 4.23 

HEHBA1007243 10.23 10.91 69.57 70.17 95.69 82.75 

HEHBA1007251 1.32 1.8 4.14 3.02 3.67 2.01 

HEHBA1007256 1.39 1.91 3.36 3.93 5.74 3.44 

HEMBA1007267 3.19 3.71 8.75 8.73 9.18 8.1 

HEMBA1007273 0.98 2.66 3.84 3.56 5.82 2.25 

HEMBA1007279 1.55 2.25 3.52 2.95 4.35 2.02 

HEHBA1007281 1.73 1.54 2.12 2.95 4.43 1.01 

HEMBA1007283 2.45 3.15 6.78 6.37 6.58 5.96 

HEMBA1007288 2.12 2.77 5.54 4.35 6.74 5.48 

HEMBA1007291 1.59 1.8 4.29 2.14 4.4 0.98 

HEMBA1007299 20.39 22.25 39.67 40.95 47.97 40.26 

HEHBA1007300 2.08 2.75 3.59 4.17 4.45 4.07 * + 

HEMBA1007301 1.97 2.82 3.15 3.73 3.99 3.44 * + 



(1055) ftffl 2002-191363 

2107 2108 

HEMBA1007319 2.84 3.61 6.73 5.21 6.12 3.32 

HEMBA1007320 1.29 1.22 3.12 4.19 3.45 2.42 

HEMRA1007322 19.97 17.81 27.74 45.24 39.42 37.31 ** + 

HEMBA1007323 4.54 6.69 11.47 6 6.36 6.21 

HEMBA1007326 4.58 3.85 13.34 8.29 8.07 9 

HEMBA1007327 3.37 3.98 8.91 6.14 9.31 8.98 

HEHBA1007332 3.12 3.47 5.42 5.27 7.56 5.33 

HEMBA1007341 1.4 2.51 3.24 2.93 3.38 3.36 

HEMBA1007342 1.06 2.05 3.02 1.52 3.23 1,98 

HEMBA1007347 3.39 3.24 6.34 4.55 7.34 6.32 

HEMBA1007353 2.43 2.22 4.99 2.68 6.9 3.01 

HEHBB1000005 1.57 2.54 5.35 2.68 4.65 3.64 

HEMBB1000008 2.19 2.53 5.99 3.51 6.31 3.71 

HEHBB1000018 2.21 2.16 7.13 9.9 9.79 7.24 

BEMBB1000024 3.71 2.15 5.4 5.13 5.77 6.39 

BEMBB1000025 2.11 2.09 3.55 1.68 5.13 2.62 

HEMBB1000030 3.12 3.53 6.58 6.62 7.77 6 

HEMBB1000036 5.3 4.76 5.04 6.95 8.19 5.93 * + 

HEMBB1000037 4.43 3.64 4.73 4.63 8.38 5.32 

HEMBB1000039 1.17 0.96 3.98 2.61 4.11 2.95 

HEMBB1000044 1.22 2.35 4.26 5.28 5.58 5.36 * + 

HEMBB1000048 3.2 1.7 3.48 3.99 5.4 3.96 

HEMBB1000050 2.32 1.55 3.33 2.97 3.98 2.85 

HEMBB1000054 2.03 2.08 7.07 4.49 5.09 3.98 

HEHBB1000055 42.59 36.75 92.41 100.33 86.52 89.35 

HEMBB1000059 2.5 2.65 11.34 10.96 11.52 14.73 

HEMBB1000072 6.84 7.77 58.85 73.22 97.61 76.22 * + 

HEHBB1000081 2.85 3.56 10.79 5.69 6.19 7.23 

HEHBB1000083 1.13 1.95 5.38 4.88 5.89 5.33 

HEMBB1000089 1.14 2.53 4.54 6.03 6.73 5.43 * + 

HEMBB1000094 4.12 4.3 8.4 4.24 5.04 6.62 

HEMBB1000097 2.48 1.71 7.91 4.75 4.55 4.3 

HEMBB1000099 2.69 2.07 6.27 5.18 6.75 5.64 

HEHBB1000103 7.19 5.28 18.55 13.99.19.26 16.16 

HEHBB1000106 3.91 3.75 8.15 4.24 6.4 5.9 

HEMBB1000113 1.25 1.54 3.33 1.39 4.14 2.31 

HEMBB1000119 2.19 2.17 5.66 3.34 6.12 4.05 

HEMBB1000133 21.01 22.21 30.57 43.5 66.13 60.69 * + 

HEMBB1000134 4.92 2.95 8.69 13.39 9.79 9.8 

HEMBB1000136 7.14 8.81 29.63 23.11 26.28 28.23 

HEMBB1000141 1.98 2.85 6.18 4.95 5.75 6.16 

HEMBB1000144 2.05 2.59 4.85 3.09 5.36 1.38 

HEMBB1000147 3.77 2.08 4.51 4.55 7.39 3.07 

HEMBB1000152 0.79 1.45 3.42 5.13 5.15 3.45 

HEMBB1000154 0.98 1.11 3.43 2.59 2.89 2.47 

HEMBB1000155 0.88 0.54 3.15 3.33 4.15 1.92 

HEHBB1000173 3.35 3.72 12.14 10.1 10.89 7.51 

HEHBB1000175 1.85 1.32 3.39 6.06 4.09 3.86 

KEHBB1000176 1.48 4.03 6.12 3.43 9.75 5.03 

HEHBB1000198 0.88 1.72 3.64 2.6 3.59 3.22 



(1056) &m 2002-191363 

2109 2110 

HEMBB1000208 1.12 1.52 3.04 1.74 3.23 2.69 

HEMBB1000209 1.62 1.54 3.76 3.32 3.94 3.28 

HEHBB1000212 1.88 1.03 3.26 4.37 3.93 1.98 

HEMBB1000215 1.61 2.13 3.8 4.67 5.49 5.32 * + 

BEMBB1000217 5.67 4.97 11.23 15.21 18.81 11.78 * + 

BEMBB1000218 2.13 2.28 11.05 7.47 10.07 7.05 

HEMBB1000226 2.63 3.26 6.02 4.02 5.86 3.41 

HEMBB1000230 1.39 1.83 3.73 1.95 4.31 2.58 

HEMBB1000240 6.04 8.26 10.01 3.97 2.7 1.75 * 

HEMBB1000244 1.39 1.64 3.51 2.51 2.63 1.68 

HEMBB1000250 1.17 0.99 1.12 1.94 1.25 1.12 

HEMBB1000258 1.71 1.94 5.8 4.38 5.63 3.27 

HEHBB1000264 2.49 3.12 11.01 8.64 8.34 8.1 

HEMBB1000266 2.81 2.65 5.52 3:38 5.95 3.71 

HEMBB1000272 4.76 4.16 6.06 8.38 6.88 7.45 * + 

HEMBB1000274 1.51 1.15 3.17 2.54 3.18 1.88 

HEMBB1000276 1.12 1.84 4.72 3.1 4.01 2.43 

HEMBB1000284 0.94 1.81 2.89 2.83 3.11 1.65 

HEMBB1000307 1.52 1.7 4.78 2.8 5.31 3.27 

HEMBB1000309 1.43 2.73 3.07 3.09 3.56 2.19 

HEMBB1000312 1.99 1.38 5.18 7.03 7.2 4.35 

HEMBB1000317 0.17 1.62 3.32 2.6 4.73 2.14 

HEMBB1000318 1.11 2.69 3.85 2.28 4.46 1.68 

HEMBB1000332 3.12 3.84 4.37 3.75 3.95 2.72 

HEHBB1000335 0.77 2.35 4.66 6.16 4.66 3.44 

HEMBB1000336 0.99 1.11 3.59 2.09 3.52 2.29 

HEMBB1000337 4.3 5.06 20.22 22.86 24.84 22.82 

HEBBB1000338 2.11 1.92 5.86 7.13 8.92 4.71 

HEHBB1000339 1.66 1.76 5.84 3.75 4.99 3.84 

HEMBB1000341 1.4 1.91 3.68 3.06 4.77 2.83 

HEHBB1000343 2.51 3.15 6.96 7.24 8.68 7.46 

HEHBB1000354 3.26 3.5 10.36 7 8.93 8.07 

HEMBB 1000358 1.09 2.11 3.82 3.43 2.83 1.93 

HEMBB1000369 1.93 2.33 3.87 5.96 6.54 2.89 

HEMBB1000373 1.77 2.73 3.91 2.26 6.2 2.94 

HEMBB1000374 3.27 4.06 9.34 9.58 13.36 6.95 

HEHBB1000376 2.71 3.92 12.28 10.03 6.99 7.71 

HEMBB1000383 60.87 62.14 104.01 69.28 57.52 83.25 

HEMBB1000391 1.8 2.66 4.57 4.89 6.18 4.29 

HEHBB1000399 2.51 3.79 3.69 3.93 5.72 3.71 

HEMBB1000402 1.61 2.06 3.33 2.67 5.3 1.72 

HEMBB1000404 1.34 1.15 5.18 2.56 5.29 1.81 

HEHBB1000407 2.2 3.36 6.76 5.57 5.75 4.66 

HEMBB1000420 1.93 1.46 3.86 4.33 4.76 4.54 * + 

HEMBB1000430 38.77 36.24 61.06 51.76 34.69 50.02 

HEHBB1000434 3.05 4.73 9.02 6.54 6.59 6.63 

HEMBB1000438 1.13 1.83 4.16 2.23 4 1.39 

HEHBB1000441 2.26 3 7.35 5.44 8 4.78 

HEHBB1000447 29.84 32.01 39.91 35.88 44.02 33.55 

HEMBB1000449 1.3 1.31 3.72 1.51 3.04 1.54 
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HEMBB1000453 8.61 8.04 13.39 14.23 18.78 13.74 

HEMBB1000455 1.29 1.97 3.19 3.13 5.46 3.54 

HEMBB1000472 2.3 2.28 4.22 4.07 4.35 3.52 

HEMBB1000480 1.9 3.59 7.03 5.71 6.63 5.87 

HEMBB1000486 2.15 2.98 6.93 4.82 7.86 5.9 

HEMBB1000487 1.21 1.79 4.48 2.66 4.8 2.57 

HEMBB1000490 3.67 4.13 12.61 7.92 8.7 6.55 

HEHBB1000491 1.36 2.91 5 3.83 4.78 4.42 

HEMBB1000492 3.02 4.04 6.84 5.63 6.94 5.34 

HEMBB1000493 1.57 1.71 3.26 2.41 5.38 3.27 

HEMBB1000510 1.32 1.71 4.94 4.4 5.61 4.21 

HEMBB1000516 5.64 7.71 36.22 16.62 18.58 17.09 

BEMBB1000518 0.88 1.22 2.63 2.21 4.27 1.73 

HEMBB1000523 1.32 2.78 7.41 3.33 7.74 4.1 

HEMBB1000530 2.83 2.51 9.72 6.06 7.81 6.64 

HEHBB1000542 3.08 4.55 9.39 8.48 14.07 9.82 

HEMBB1000550 4.84 2.87 4.77 10.48 5.74 5.33 

HEMBB1000554 2.14 2.26 8.65 6.43 11.59 7.19 

HEHBB1000556 2.64 2.68 4.48 3.1 4.67 4.6 

HEMBB1000564 1.81 1.4 5.87 4.26 5.34 6.18 

HEMBB1000567 1.39 1.71 3.7 2.1 3.87 3.3 

HEMBB1000569 3.78 2.72 8.76 4.88 7.13 5.65 

HEMBB1000573 3.48 3.44 11.31 7.33 9.55 7.56 

HEMBB1000575 12.42 2.7 10.57 7.16 8.38 12.35 

HEMBB1000579 2.12 3.75 4.84 3.01 8.61 4.04 

HEHBB1000585 0.83 1.19 3.19 2 4.1 3.35 

HEMBB1000586 2.18 1.41 4.28 4.07 4.23 4.11 

HEMBB1000589 2.98 1.58 3.62 3.38 3.75 3.69 

HEMBB1000591 2.62 2.15 3.96 4.44 5.26 4.64 * + 

HEHBB1000592 2.05 1.2 3.18 3.87 3.39 2.15 

HEHBB1000593 10.25 5.67 51.69 53.87 82.75 77.88 * + 

HEMBB1000595 6.42 5.2 11.24 12.51 17.1 9.55 

HEMBB1000598 1.57 1.69 5.91 2.94 6.76 4.77 

HEMBB 1000611 0.94 1.16 2.08 1.15 2.79 1.66 

HEMBB1000617 2.01 3.04 9.31 6.14 8.79 6.97 

HEHBB1000623 2.51 3.08 4.64 5.58 5.83 3.9 

HEMBB1000630 3.23 2.5 3.78 2.42 5.54 2.51 

HEHBB1000631 8.91 10.69 18.75 22.52 23.76 22.55 * + 

HEHBB1000632 6.77 8.77 20.85 27.2 18.4 23.31 

HEHBB1000636 9.52 15.91 22.42 25.26 21.65 19.96 

HEHBB1000637 6.63 9.77 19.44 17.77 24.39 20.28 

HEMBB1000638 1.44 1.41 3.23 3.6 5.29 3.34 

HEHBB1000642 3.47 2.31 7.58 7.65 9.33 9.93 

HEMBB1000643 0.71 1.87 2.71 1.62 3.54 2.12 

HEMBB1000649 2.25 2.22 6.45 4.94 7.61 5.72 

HEMBB1000652 1.8 2.21 5.33 5.13 5.14 4.93 

HEMBB1000655 1.07 1.17 3.24 1.64 4.74 2.01 

HEMBB1000665 0.52 1.08 2.23 1.69 2.92 2.01 

HEMBB1000668 1.85 1.46 2.76 5.07 5.42 4.1 ** + 

HEHBB1000671 2.36 2.01 6.77 7.03 7.81 6.94 
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HEMBB1000673 0.75 1.27 2.92 2.84 4.63 2.43 

HEHBB1000679 3.26 2.84 5.59 4.42 7.19 5.76 

HEMBB1000684 1.83 2.53 6.6 5.01 6.92 5.6 

HEMBB1000692 0.93 2 2.46 1.77 2.5 1.09 

HEKBB1000693 0.96 1.29 2.47 1.6 2.79 1.34 

HEMBB1000705 2.61 2.52 4.85 4.97 8.2 6.53 

HEHBB1000706 0.78 1.07 2.18 2.56 2.93 1.06 

HEMBB1000709 3.53 2.92 8.39 8.16 7.99 10.26 

HEMBB1000714 1.41 2.85 9.32 5.31 10.37 8.79 

HEHBB1000725 1.61 2.22 4.35 3.04 6.22 4.72 

HEMBB1000726 1.88 2.34 8.76 5.63 7.1 4.83 

BEMBB1000729 1.82 3.28 4.3 3.3 5.21 2.79 

HEMBB1000738 1.94 2.6 5.55 3.99 5.53 6.15 

HEMBB1000749 4.06 4.15 7.47 7.48 9.56 8.27 

HEMBB1000763 5.81 5.56 6.21 6.65 9.9 6.61 

HEMBB1000770 2.76 2.06 8.8 7.73 9.62 8.83 

HEMBB1000774 1.62 2.75 3.7 3.07 4.39 2.34 

HEHBB1000777 5.17 5.49 7.42 6.86 4.9 7.37 

HEMBB1000781 3.7 4.19 6.89 7.64 5.28 6.83 

BEMBB1000788 0.87 1.79 2.45 2.65 4.88 1.35 

HEMBB1000789 1.91 2.22 3.01 3.1 6.55 1.86 

HEMBB1000790 1.97 2.15 4.48 4.59 4.21 2.53 

HEMBB1000794 1.46 1.8 2.85 2.97 3.84 2.06 

HEMBB1000807 2.55 2.72 5.18 3.57 4 4.26 

HEMBB1000809 30.31 26.87 132.99 158.22 156.74 195.14 * + 

HEMBB1000810 1.98 2.67 4.51 3.76 6.08 4.12 

HEMBB1000821 1.98 1.93 2.98 2.05 4.45 1.79 

HEMBB1000822 1.08 1.97 2.31 1.65 5.31 1.46 

HEHBB1000826 1.36 1.99 3.57 3.77 6.11 3.6 

HEMBB1000827 2.48 2.89 5.83 2.67 5.05 2.99 

HEHBB1000831 3.4 2.31 5.67 3.84 7.74 2.95 

HEMBB1000835 1.76 1.94 6.2 7.59 7.62 7.47 * + 

HEMBB1000840 1.27 2.95 6.89 4.48 7.19 3.01 

HEMBB1000848 2.08 3.45 5.63 5.39 6.45 5.3 

HEMBB1000852 1.26 2.16 2.8 1.07 4.51 1.55 

HEHBB1000857 7.65 6.49 8.13 7.01 10.69 11.53 

HEMBB1000858 3.7 3.13 7.3 7.07 9.38 7.31 

HEMBB1000867 2.21 1.84 4.9 3.02 5.55 4.04 

HEMBB1000870 1.64 2.37 4.56 2.84 5.31 3.63 

HEMBB1000876 1.48 2.86 3.91 4.54 3.22 3.93 

HEMBB1000881 3.35 5.56 10.5 6.12 5.88 3.85 

HEMBB1000883 1.02 2.68 2.2 3.03 3.32 2.58 

HEHBB1000887 16.9 14.54 43.41 67.39 61.26 59.84 * + 

HEHBB1000888 1.03 1.67 2.39 1.63 3.92 1.86 

HEMBB1000890 2.93 3.36 10.85 6.01 8.62 7.68 

HEMBB1000893 3.28 2.54 5.46 4.5 6.14 5.57 

BEMBB1000900 1.27 1.53 2.98 2.06 2.54 1.58 

HEMBB1000905 5.09 3.75 6.6 10.05 9.45 8.77 ** + 

HEMBB1000908 3.34 2.79 3.01 4.48 4.71 5.7 ** + 

HEMBB1000910 1.74 2.91 2.55 2.09 3.56 2.24 
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HEMBB1000913 
HEMBB1000915 
HEMBB1000917 
HEMBB1000927 
HEHBB1000932 
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HEMBB1001000 
HEMBB1001004 
HEMBB1001008 
HEHBB1001011 
HEMBB1001014 
HEMBB1001020 
HEMBB1001024 
HEHBB1001026 
HEKBB1001037 
HEMBB1001042 
HEMBB1001046 
HEHBB10O1047 
HEMBB1001048 
HEMBB1001051 
HEMBB1001056 
HEMBB1001058 
HEMBB1001060 
HEMBB1001063 
HEHBB1001068 
HEMBB1001082 
HEMBB1001095 
HEMBB1001096 
HEMBB1001101 
HEHBB1001102 
HEMBB1001104 
HEMBB1001105 
HEHBB1001112 
HEHBB1001113 
HEMBB1001114 
HEHBB1001115 
HEMBB1001117 
HEMBB1001119 
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2.22 2.8 
50.05 48 
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5. 18 4. 16 
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2.92 1.85 

4 2.29 
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HEHBB1001335 1.39 0.9 1.44 1.4 2.81 1.92 

HEMBB1001337 1.86 1.7 3.15 3.34 4.72 4.51 * + 

HEMBB1001339 4.17 3.87 5.91 5.83 7.91 5.25 

HEMBB1001344 1.27 1.36 2.25 1.62 3.44 1.29 

HEMBB1001346 2.17 2.32 7.45 5.89 6.23 5.7 

HEMBB1001348 0.68 1.37 4.05 1.38 3.68 2.82 

HEHBB1001350 2.06 2.09 4.17 2.07 7.74 2.57 

HEHBB1001356 1.4 1.9 2.33 1.74 5.54 2.29 

HEMBB1001364 0.53 1.28 1.25 1.49 2.47 1.43 

HEMBB1001366 1.61 1.71 3.46 4.17 4.27 3.82 * + 

HEMBB1001367 1.11 2.19 3.79 5.05 6.25 5.75 * + 

HEMBB1001369 0.56 1.29 2.54 1.95 3.39 2.82 

HEMBB1001380 3.13 3.56 6.65 5.43 7.36 7.75 

HEMBB1001381 8.45 6.07 9.53 10.2 14.39 11.86 

HEMBB1001384 3.48 4.92 5.66 9.52 13.27 11.91 ** + 

HEMBB1001387 1.19 1.57 3.1 2.36 4.34 1.33 

HEHBB1001394 1.53 1.3 1.68 2.7 2.82 1.89 * + 

HEHBB1001407 0.68 0.83 0.99 0.62 1.33 0.97 

HEHBB1001410 1.35 1.04 1.78 2.44 2.63 1.74 

HEHBB1001413 1.68 1.84 3.32 3.48 3.27 4.04 

HEHBB1001419 2.56 2.24 4.42 3.61 5.47 4.6 

HEHBB1001421 2.29 1.66 2.18 1.31 3.16 0.95 

HEMBB1001424 0.51 1.2 1.67 -0.1 1.58 0.41 

HEHBB1001426 2.04 1.51 3.7 2.66 5.67 4.21 

HEKBB1001429 7.11 5.76 9.83 22.69 19.97 19.53 ** + 

HEMBB1001436 3.13 2.51 6.8 7.5 6.44 7.24 

HEMBB1001443 5.61 6.48 20.67 20.46 27.07 22.15 

HEMBB1001449 2.02 2 4.92 4.26 6.35 4.27 

HEMBB1001454 1.2 1.96 3.77 3.74 5.13 2.99 

HEHBB1001458 4.72 6.48 12.41 7.88 9.04 6.89 

HEMBB1001461 0.55 1.38 2.01 2.11 2.65 1.07 

HEMBB1001463 2.28 2.1 3.7 3.95 5.03 4.66 * + 

HEMBB1001464 1.73 1.29 3.62 2.66 3.92 2.27 

HEHBB1001466 1.15 1.84 2.75 1.88 3.77 2.73 

HEHBB1001482 1.76 2.21 4.36 2.94 5.36 3.97 

HEKBB1001500 1.01 1.08 1.77 1.96 4.39 1.97 

HEMBB1001505 3 3.32 5.87 9.35 14.06 11.17 * + 

HEMBB1001521 2.06 2.43 5.4 5.15 5.78 7.14 

HEMBB1001527 2.63 4.74 11.16 8.69 9.66 9.6 

HEMBB1001530 4.15 3.51 6.57 9.43 12.39 7.05 

HEMBB1001531 1.11 1.34 4.62 2.99 5.16 4.17 

HEHBB1001532 0.63 1.86 2.77 1.86 4.41 2.15 

HEHBB1001535 1.99 2.01 4.22 3.34 4.32 5.75 

HEHBB1001536 2.18 2.65 6.37 4.62 6.87 5.45 

HEHBB1001537 1.31 2.24 3.7 3.21 6.12 2.75 

HEMBB1001542 4.39 4.72 6.28 5.26 7.83 5.7 

HEHBB1001543 7.84 3.58 8.49 8.13 7.08 5.38 

HEHBB1001547 2.02 2.25 2.65 4.2 4.27 2.79 * + 

HEMBB1001548 2.53 2.62 11.82 17.73 29.92 23.34 * + 

HEHBB1001551 0.89 1.7 4.47 2.93 5.96 2.65 



(1062) !$m 2002-191363 

2121 2122 

HEKBB1001555 2.13 2.79 4.78 3.73 5.8 4.64 

HEMBB1001562 1.9 2.64 4.27 2.23 3.46 3 

HEMBB1001564 132.08 140.08 310.28 333.18 233.12 279.03 

HEHBB1001565 1.72 1.97 3.9 3.77 4.68 2.07 

HEMBB1001569 0.79 0.8 3.04 2.49 3.68 1.44 

HEMBB1001573 1.9 1.04 3.58 4.18 5.53 4.12 * + 

HEMBB1001585 1.5 1.96 10.91 3.75 7.14 4.87 

HEMBB1001586 1.53 2.27 3.22 4.27 5.45 1.95 

HEHBB1001588 1.33 2.9 5.74 4.72 6.32 5.06 

HEMBB1001595 2.68 3.33 6.92 3.78 4.84 4.7 

HEMBB1001596 3.4 2.57 3.74 2.67 5.36 2.54 

HEBBB1001599 1.45 1.57 3.21 3.07 3.47 2.06 

HEMBB1001603 1.99 2.45 4.17 5.7 8.16 4.04 

HEHBB1001606 1.35 2.28 2.42 2 2.39 1.53 

HEMBB1001612 4.31 3.07 9.25 8.81 8.09 8.9 

HEMBB1001618 1.53 1.62 3.86 2.84 4.48 2.31 

HEMBB1001619 2.11 3.03 3.92 5.71 5.1 4.37 * + 

HEMBB1001623 2.21 2.38 3.16 2.16 5.5 3.37 

HEHBB1001625 3.73 3.04 4.33 2.93 4.81 3.79 

HEMBB1001630 1.31 2.36 3.54 1.84 4.3 1.23 

HEMBB1001635 1.78 1.64 3.76 2.08 3.32 1.34 

HEHBB1001637 1.76 1.14 3.98 2.09 4.4 3.58 

HEMBB1001641 1.43 1.68 2.78 3.17 3.73 2 

HEMBB1001653 2.18 3.17 5.61 3.96 6.63 3.5 

HEBBB1001665 1.08 2.17 2.04 2.5 4.43 0.88 

HEMBB1001666 2.14 1.95 3.52 2.45 4.88 1.79 

HEMBB1001667 2.37 2.25 3.26 2.94 5.13 3.17 

HEMBB1001668 3.19 2.11 5.15 2.45 6.42 2.69 

HEMBB1001669 0.98 2.02 3.19 1.04 4.53 1.38 

HEMBB1001670 4.02 4.82 6.88 10.7 9.71 8.65 * + 

HEMBB1001673 1.48 2.97 3.61 3.51 4.52 4.43 

HEHBB1001675 1.83 3.27 4.65 4.68 5.78 4.88 

HEMBB1001679 2.52 2.34 5.06 2.19 3.87 1.88 

HEMBB1001684 2.13 1.55 3.89 5.17 6.77 5.05 * + 

HEMBB1001685 3.41 1.61 4.43 2.91 6.24 2.49 

HEMBB1001695 1.9 2.22 4.43 1.38 3.88 2.12 

HEHBB1001703 1.25 2.3 5.74 3.58 3.79 4.1 

HEHBB1001704 1.39 2.16 4.58 4.23 5.02 3.94 

HEMBB1001706 2.76 2.6 3.58 5.6 6.26 4.87 ** + 

HEMBB1001707 1.35 2.01 2.87 2.25 3.67 2.8 

HEHBB1001717 1.68 2.21 3.23 2.61 3.34 2.83 

HEKBB1001731 13.81 13.48 24.03 11.02 23.09 25 

BEHBB1001734 3.47 3.35 7.62 6.88 9.22 4.18 

HEMBB1001735 1.35 1.4 3.4 1.58 3.52 2.03 

HEMBB1001736 5.01 6.14 7.87 7.15 10.91 8.11 

HEMBB1001747 0.92 1 3.23 1.87 3.67 2.82 

HEHBB1001749 4.71 2.99 9.39 7.29 5.99 8.16 

HEHBB1001753 3.79 3.3 5.5 7.4 8.97 9.3 ** + 

BEMBB1001756 0.53 2.05 1.89 2.31 3.91 2.73 

HEMBB1001757 1.08 1.8 2.64 3.04 4.86 4.54 * + 



(1063) ®m 2002-191363 

2123 2124 

HEMBB1001760 1.32 0.98 3.74 1.49 3.56 2.13 

HEMBB1001762 0.9 0.61 2.62 1.57 2.95 2.07 

HEMBB1001780 9.82 12.28 11.34 16.64 26.06 22.06 * + 

HEMBB1001785 0.89 1.24 1.02 0.62 2.88 1.64 

HEHBB1001788 3.22 1.26 5.17 5.76 6.13 5.3 

HEHBB1001793 5.6 4.73 18.12 22.08 20.38 22.86 * + 

HEMBB1001797 1.61 1.82 2.28 2.94 4.97 5.54 * + 

HEMBB1001802 13.28 9.91 67.77 85.35 82.8 81.27 * + 

HEHBB1001812 2.32 2.58 6.49 7.68 8.28 9.74 * + 

HEMBB1001815 128.22 114.78 102.97 87.37 89.21 62.14 * 

HEMBB1001816 1.95 2.19 3.97 3.73 6.31 5.73 

HEHBB1001831 0.69 0.98 1.54 0.72 3.28 1.16 

HEHBB1001834 16.15 9.68 133.91 102.49 173.48 141.04 

HEHBB1001836 4.07 1.99 11.4 5.89 6.97 6.7 

HEHBB1001839 0.89 0.86 1.43 1.08 1.95 1.21 

HEHBB1001841 80.32 59.68 120.73 35.74 39:04 23.13 * 

HEHBB1001844 5.26 4.72 9.73 10.15 10.68 8.11 

HEHBB1001847 6.93 4.24 8.6 9.06 14.77 10.3. 

HEHBB1001848 25.33 21.68 40.92 49.73 73.94 62.17 * + 

HEHBB1001850 3.07 2.93 5.25 3.75 7.19 3.95 

HEMBB1001859 13.4 8.82 20.85 39.61 27.01 40.75 * + 

HEMBB1001863 1.7 3.65 7.66 6.89 8.88 7.5 

HEHBB1001867 1.69 1.93 3.16 3.16 4.14 3 

HEHBB1001868 2.15 1.53 2.56 1.31 3.57 1.28 

HEMBB1001869 1.5 2.3 4.23 4.62 8.15 3.58 

HEMBB1001872 1.21 0.79 2.23 1.77 4.17 1.75 

HEHBB1001874 1.92 1.2 2.07 2.58 2.47 3.03 * + 

HEMBB1001875 0.83 1.96 1.7 2.05 3.53 1.37 

HEMBB1001880 2.68 2.17 6.79 4.41 8.91 8.35 

HEMBB1001899 0.6 1.62 2.15 2.26 4.68 1.91 

HEMBB1001903 5.56 5.68 9.61 6.06 6.65 6.7 

HEHBB1001905 2.04 2.82 5.49 4.98 6.07 7.14 

HEMBB1001906 0.67 1.65 2.64 2.22 5.14 1. 62 

HEMBB1001908 1.82 1.63 5.26 3.31 6.56 3.59 

HEMBB1001910 1.92 1.16 2.64 3.2 4.41 4.61 * + 

HEMBB1001911 2.06 1.11 ,4.2 5.73 4.81 4.33 

HEMBB1001915 2.53 3.01 5.61 7.13 7.84 9.4 * + 

HEMBB1001921 2.19 2.21 7.12 6.56 8.47 8.25 

BEHBB1001922 1.74 1.77 3.66 4.91 5.85 3.7 

HEMBB1001925 1.48 2.24 4.57 3.07 4.73 3.39 

HEMBB1001930 0.46 0.94 1.67 0.91 3.18 1.01 

HEMBB1001944 1.72 1.88 5.45 4.83 4.6 4.49 

HEHBB1001945 2.15 1.05 3.58 2.25 3.97 2.12 

HEMBB1001947 2.28 1.13 3.23 5.35 5.98 3.15 

HEMBB1001950 3.49 1.95 5.38 5.15 5.46 3.3 

HEHBB1001952 1.41 2.05 4.72 2.31 4.73 3.1 

HEMBB1001953 1.62 2.09 3.45 3.63 5.78 3.75 

HEHBB1001957 1.16 2.02 4.28 2.68 4.19 2.19 

HEHBB1001959 2.05 3.31 4.07 4.22 5.75 3.68 

HEMBB1001962 5.54 2.61 5.11 3.34 6.28 2.54 



(1064) <$M 2002-191363 

2125 2126 

HEMBB1001967 2.59 2.46 5.62 6.11 8.49 6.15 

HEMBB1001973 2.25 2.4 6.14 7.62 10 7.28 * + 

HEMBB1001978 2.08 1.71 6.29 7.2 7.57 5.83 

HEMBB1001983 9.23 8.69 24.64 38.93 34.91 36.79 * + 

HEHBB1001987 1.78 2.34 3.64 1.66 4.75 2.38 

HEHBB1001988 2.02 1.92 3.42 2.92 5.17 1.85 

HEHBB1001990 7.65 7.72 9.18 12.44 11.53 15.42 * + 

HEHBB1001996 1.54 1.47 3.89 1.61 3.51 1.22 

HEMBB1001997 1.46 2.25 6.1 4.2 5.98 4.23 

HEMBB1001999 10.91 11.08 16.84 24.47 26.58 22.28 ** + 

HEMBB1002002 1.08 1.58 3.52 1.91 2.76 2.39 

HEMBB1002005 1.88 2.91 4.8 4.82 7.6 4.22 

HEMBB1002009 2.32 2.48 3.03 2.24 6.23 2.7 

HEMBB1002013 0.96 2.07 3.78 1.95 4.26 1.41 

HEMBB1002015 3.95 4.25 9.47 5.82 8.92 6.73 

HEMBB1002024 45.16 34.47 111.32 113.31 106.76 120.55 

HEMBB1002035 2.15 1.91 2.87 2.11 4.5 2.68 

HEMBB1002039 1.18 2.29 5.1 3.28 5.9 2.98 

HEMBB1002041 3.31 4.13 8.49 15.49 14.42 13.38 ** + 

HEMBB1002042 3.97 4.66 9.49 8.09 10.63 9.94 

HEMBB1002043 1.34 2.21 4.61 5.97 5.24 3.36 

HEMBB1002044 0.4 1.19 2.68 1.25 4.19 1.92 

HEMBB1002045 2.83 2.5 10.03 6.34 7.63 4.56 

HEMBB1002049 1.31 1.4 3.77 1.71 4.36 1.73 

HEMBB1002050 1.62 1.61 4.5 3.31 4.53 2.94 

HEHBB1002051 1.17 1.13 2.9 2.59 5.05 4.37 

HEHBB1002068 1.69 2.44 2.43 2.3 4.42 2.07 

HEMBB1002069 3.39 3.94 7.83 6.86 7.55 5 

HEMBB1002075 0.72 1.94 3.33 2.99 3.52 2.37 

HEMBB1002079 1.2 1.8 1.89 1.22 2.84 1.3 

HEHBB1002080 1.74 1.85 4.78 1.55 6.02 2.41 

HEMBB1002082 1.03 1.85 4.59 2.38 4.38 1.96 

HEMBB1002084 25.86 22.68 51.44 33.52 35.54 38.37 

HEHBB1002088 13.92 15.78 22.14 29.46 37.25 35.66 ** + 

HEMBB1002092 2.51 2.24 4.48 5.34 3.65 6.27 

HEMBB1002094 3.21 2.62 8.2 5.72 7.27 6.04 

HEMBB1002103 2.42 2.97 3.51 3.74 5.58 4.47 

HEMBB1002109 4.27 3.47 4.84 5.72 7.83 6.36 * + 

HEMBB1002115 42.37 37.4 91.88 95.86 101.94 101.65 

HEMBB1002120 0.89 1.22 2.91 0.86 2.94 2.41 

HEHBB1002121 0.75 1.56 1.63 1.5 4.66 2.53 

HEMBB1002134 11.99 11.22 112.59 98.93 166.1 133.77 

HEMBB1002136 1.29 1.65 2.9 2.59 3.26 2.58 

HEMBB1002138 10.48 9.64 20.72 18.78 23.06 19.4 

HEHBB1002139 1.84 1.6 5.46 4.69 6 5.84 

HEMBB1002141 1.53 0.83 3.44 1.48 4.64 2.54 

HEMBB1002142 1.85 2 4.95 3.22 5.98 6.03 

HEMBB1002145 1.62 0.83 2.96 1.49 3.07 2.42 

HEHBB1002152 1.27 1.19 3.15 2.32 6.36 3.41 

HEMBB1002162 1.25 1.55 3.92 3.42 5.14 3.61 



(1065) 2002-191363 

2127 2128 

HEMBB1002173 4.18 1.09 5.58 2.77 4.48 3.84 

HEHBB1002189 2.78 1.95 6.14 7.01 8.25 5.93 

HEMBB1002190 1.81 2.2 6.36 8.01 6.93 8.36 * + 

HEMBB1002193 1.84 1.06 2.06 4.53 4.37 5.48 ** + 

HEMBB1002217 3.82 2.26 6.02 3.61 6.06 3.23 

HEHBB1002218 3.91 3.3 7.58 4.94 6.15 5.68 

HEMBB1002228 2.28 2.9 6.17 6.68 7.94 6.97 

HEHBB1002232 1.15 1.4 2.24 2.14 5.79 3.03 

KEMBB1002245 0.86 0.84 2.34 1.53 2.47 1.05 

HEHBB1002247 1.72 0.59 2.44 1.38 2.24 1.03 

HEMBB1002249 2.65 1.64 3.1 3.39 4.08 4.01 * + 

HEHBB1002254 1.35 1.35 3.83 2.64 3.27 2.86 

HEMBB1002255 0.99 1.37 2.6 1.19 2.93 1.4 

HEMBB1002266 1.33 0.83 2.07 0.73 1.99 0.54 

HEMBB1002271 14.89 9.5 29.42 32.9 41.53 37.28 * + 

HEMBB1002280 1.62 0.78 1.6 1.55 2.93 1.12 

HEHBB1002296 11.83 12.31 18.29 31.87 21.06 23.09 * + 

HEMBB1002300 0.78 2.31 3.48 1.49 4.63 3.12 

HEMBB1002302 1.17 2.17 3.26 2.49 4.76 3.04 

HEMBB1002306 1.83 1.96 4.28 2.91 4.34 2.6 

HEMBB1002316 0.66 1.38 2.36 1.19 2.9 0.97 

HEHBB1002326 0.93 1.68 4.52 4.35 4.41 3.9 

BEMBB1002327 0.99 0.99 2.66 1.46 2.95 2.06 

HEHBB1002329 2.89 3 3.81 6.39 5.88 5.53 ** + 

HEMBB1002340 0.6 1.8 2.05 2.29 3.38 2.22 

HEHBB1002342 8.12 9.23 14.09 21.68 18.15 18.03 * + 

HEMBB1002358 1.09 3.22 6.37 6.52 7.91 9.2 

HEMBB1002359 1.09 2.55 4.29 4.66 5.4 3.54 

HEMBB1002364 1.28 1.82 2.33 3.17 5.15 3.11 

HEMBB1002366 13.63 21.17 32.35 56.28 57.48 53.09 ** + 

HEHBB1002371 0.83 0.63 1.72 2.32 2.82 2.1 * + 

HPBB1002381 0.97 1.16 1.74 2.83 3.16 6.26 

HEMBB1002383 1.07 3.17 4.18 3.1 4.5 4.37 

HEMBB1002387 0.98 2.36 2.68 2.09 3.68 2.96 

HEMBB1002409 6.85 7.27 46.98 69.94 70.04 64.2 * + 

HEMBB1002413 3.92 2.99 8.34 9.46 8.16 10.16 

HEHBB1002415 0.84 1.28 2.79 2.36 3.49 2.11 

HEHBB1002424 1.04 1.17 1.63 2.89 3.04 2.66 ** + 

HEMBB1002425 1.12 1.69 5.86 6.46 10.1 5.26 

HEMBB1002427 1.5 1.59 2.32 3.72 7.82 3.65 

HEHBB1002442 2.29 1.57 4.33 4.99 8.58 8.89 * + 

HEMBB1002447 2.61 2.7 5.56 6.1 6.6 5.63 

BEKBB1002453 2.5 2.48 6.56 6.31 7.55 5.25 

HEMBB1002457 1.54 2.08 4.77 3.69 4.61 4.8 

HEMBB1002458 .0.48 1.53 2.5 2.2 2.35 1.66 

HEMBB1002463 1.36 1.84 6.55 6.24 6.11 8.87 

HEHBB1002465 1.12 1.18 2.4 2.86 2.25 1.59 

HEMBB1002477 0.71 0.66 4.43 3 4.39 4.86 

HEHBB1002479 22.08 21.58 27.54 16.12 19.41 17.27 * 

HEMBB1002489 0.86 3.02 3.9 5.73 5.51 7.68 * + 



(1066) ftffl 2002-191363 

2129 2130 

HEHBB1002492 1.27 1.23 3.07 3.53 4.08 3.39 * + 

HEMBB1002495 1.85 1.85 3.2 2.61 5.02 3.98 

HEHBB1002502 0.94 2.52 2.81 1.77 4.83 3.27 

HEMBB1002509 0.73 1.8 2.65 2.03 2.43 1.27 

HEHBB1002510 0.49 1.68 3.06 1.78 2.5 0.81 

HEMBB1002520 1.46 2.47 5.44 6.62 7.57 8.61 * + 

BEMBB1002522 0.82 1.88 4.42 2.31 6.8 2.07 

HEMBB1002527 11.47 13.79 12.46 24.19 10.37 17.52 

HEMBB1002530 1.43 2.15 3.44 2.93 4.92 2.26 

HEMBB1002531 0.46 1.32 2.04 1.23 2.99 0.35 

HEMBB1002534 1.35 2.27 2.73 4.54 4.08 3.92 ** + 

HEMBB1002536 6.58 5.93 46.38 45.93 63.71 42.88 

HEMBB1002544 3.91 3.45 6.89 6.79 7.87 7.99 

HEMBB1002545 0.92 2.76 2.83 3.21 4.15 4.29 

HEMBB1002550 1.32 1.69 1.86 2.99 4.68 2.42 

HEHBB1002556 2.9 3.54 9.69 8.73 8.12 10.62 

HEHBB1002571 17.25 14.03 19.8 21.91 16.59 24.61 

HEMBB1002579 3.32 2.05 4.87 4.38 6.6 6.39 

HEHBB1002582 1.79 2.11 5.59 5.77 6.47 5.63 

HEMBB1002584 2.82 1.94 6.09 3.94 4.67 3.62 

HEHBB1002587 6.39 5.82 10.63 11.3 9.04 9.94 

HEMBB1002590 1.6 3.07 7.46 5.86 7.3 5.84 

HEMBB1002596 1.5 2.01 3.17 5.59 4.94 4.21 * + 

HEMBB1002600 1.55 2.72 3.81 5.02 7.18 3.93 

HEMBB1002601 1.28 2.23 3.9 2.51 5.59 2.99 

HEMBB1002603 2.37 1.64 5.48 3.53 6.59 5.6 

HEMBB1002607 1.48 1.15 4.34 2.59 4.26 2.99 

HEHBB1002610 1.2 0.96 3.48 1.95 3.79 3.45 

HEMBB1002613 0.96 2.41 4.31 3.98 5.39 3.72 

HEMBB1002614 3.18 3.34 5.35 3.87 6.08 9.76 

HEMBB1002615 1.47 3.29 4.63 2.45 3.83 2.67 

HEHBB1002617 0.67 3.09 2.88 2.1 3.34 3.4 

HEMBB1002623 2.31 3.63 4.36 3.96 6.28 5.91 

HEMBB1002624 2.7 1.56 7.52 7.96 8.72 8.3 

HEHBB1002631 1.65 2 4.28 2.14 3.72 1.74 

HEHBB1002635 1.84 1.74 3.55 3.31 3.64 3.56 

HEHBB1002644 7.22 9.04 15.98 18.52 23.94 22.55 * + 

HEMBB1002654 5.22 4.21 7.77 7.92 7.33 11.74 

HEMBB1002661 1.93 2.16 3.96 1.99 4.13 5.33 

HEMBB1002663 1.59 1.8 3.85 5.45 5.58 5.17 * + 

HEHBB1002664 1.28 2.4 4.43 5.05 9.22 6.76 * + 

HEHBB1002677 1.88 1.83 1.86 1.81 4.79 2.34 

HEMBB1002683 2.68 2.21 9.21 5.67 5.9 8.45 

HEHBB1002684 1.71 0.81 2.53 1.92 2.74 2.63 

HEMBB1002686 1.23 1.39 2.88 1.45 3.37 1.64 

HEMBB1002692 0.99 1.4 1.87 2.5 2.53 2.98 * + 

HEMBB1002693 1.75 1.75 4.12 5.03 5.74 3.46 

HEMBB1002697 1.09 2.8 2.73 4.17 5.58 5.34 * + 

HEMBB1002699 1.59 2.27 4.93 4.72 6.74 6.97 

HEMBB1002702 1 . 63 1.5 2. 54 1.76 3.25 3. 33 



(1067) ^2 0 0 2- 1 9 1 3 6 3 

2131 2132 

HEMBB1002705 4.2 2.84 6.79 8.83 8.26 7.92 * + 

HEMBB1002712 8.55 1.32 2.38 2.92 4.06 1.4 

IMR321000028 1.03 1.71 2.88 1.63 2.76 1.63 

IMR321000031 1.71 2.59 3.51 5.86 4.35 5.31 * + 

IMR321000034 21.95 15.41 30.37 33.73 19.59 34.65 

IMR321000039 5.81 7.11 14.41 14.72 15.71 13.99 

IMR321000044 0.81 2.37 1.44 1.01 3.26 2.06 

IMR321000063 79.52 80.12 127.61224.23 199.69 128.8 

IMR321000085 21.02 18.07 26.38 30.28 48.13 47.89 * + 

IHR321000089 1.51 1.42 3.86 3 6.7 5.84 

IMK321000091 4.79 2.91 6.5 8.35 11.38 8.55 * + 

UVER1000004 8.04 9.67 34.15 55.9 56.53 48.86 * + 

UVER1000008 1.13 1.36 3.06 1.68 4 2.17 

UVER1000011 3.03 5.9 26.65 37.8 54.37 45.77 * + 

LIVER1000022 2.75 3.66 7.75 9.39 9.82 9.17 * + 

LIVER1000025 1.78 2.77 5.47 9.83 10.83 7.7 * + 

UVER1000030 1.05 0.96 2.12 2.04 2.56 1.23 

UVER1000045 1.33 1.37 3.11 5.11 5.12 5.89 ** + 

LIVER1000046 1.01 1.53 3.86 4.14 7.82 5.34 

UVER1000072 1.61 1.26 5.23 12.42 9.54 12.21 ** + 

UVER1000077 0.33 1.79 1.97 1.87 2.84 3.14 

UVER1000080 1.53 3 5.81 5.96 4.24 5.41 

LIVER1000086 6.38 7.69 47.4 69.84 79.87 70.57 * + 

LIVER1000092 1.6 1.46 3.09 3.85 3.83 2.41 

LIVER1000095 0.91 2.31 2.56 2.16 2.46 1.55 

UVER1000097 1.26 0.74 2.49 2.18 2.84 2.25 

UVER1000098 0.43 1.37 2.57 2.76 3.95 2.29 

LIVER1000100 3.3 2.82 5.82 4.99 7.44 3.74 

LIVER1 000101 0.36 1.81 2.4 1.69 4.25 2.74 

UVER1000106 0.83 1.95 1.79 0.97 2.8 1.29 

LIVER1000108 1.36 2.93 4.31 4.35 4.12 3.43 

LIVER1000115 1.12 1.57 4.32 6.38 6.13 6.9 * + 

LIVER1000120 1.45 0.95 2.23 1.39 1.46 0.73 

LIVER1000138 0.6 1.27 1.86 2.11 2.36 1.6 

UVER1000146 1.38 2.69 6.24 7.17 7.01 7.02 

UVER1000148 0.88 1.24 2.65 1.68 5.68 3.51 

UVER1000157 30.11 26.71 67.66 123.41 85.61 124.96 * + 

UVER1000161 1.3 1.59 2.3 1.73 3.37 1.84 

UVER1000167 3.07 3.63 14.08 20.36 22.31 21.82 * + 

LIVER1000174 1.53 1.68 1.84 2.1 3.43 1.29 

LIVER1000185 2.42 2.55 5.16 4.37 4.72 4.23 

UVER1000187 0.96 1.55 4.84 6.64 4.17 3.5 

UVER1000190 3.77 3.48 5.95 4.71 6.24 4.47 

LIVER1000192 2.37 2.92 3.93 4.1 5.23 4.04 

MAMKA1000009 1.39 2.55 5.12 3.62 4.72 3.46 

MAMHA1000015 1.72 1.59 4.78 5.23 4.42 6.42 

HAMHA1000019 0.69 2.48 3.4 4.27 4.81 3.1 

MAMMA1000020 2.79 2.35 5.63 6 7.86 5.75 

MAMMA1000024 0.65 1.76 3.79 2.42 2.91 1.61 

HAMMA1000025 1.92 2.56 6.92 4.96 6.72 5.6 



(1068) 2002-191363 
2133 2134 

MAMMA1000043 1.06 2.36 6.43 6.93 8.22 6.6 

MAMMA1000045 1.38 2.01 4.84 2.68 3.96 2.89 

MAMMA1000046 1.74 2.44 3.18 2.88 4.5 2.37 

MAMMA1000055 8.51 8.71 9.57 9.38 10.74 9.36 

IAHMA1000057 4.4 3.29 7.56 8.38 9.78 8.16 

HAMMA1000060 26.78 24.33 45.25 48.69 33.84 48.6 

MAMMA1000069 2.13 1.65 4.1 3.43 3.14 2.41 

MAMMA1000084 2.88 3 5.81 5.64 8.15 7.51 

MAMMA1000085 2.75 3.74 7.02 6.45 5.82 6.97 

MAMMA1000092 1.45 2.97 3.8 4.64 5.15 4.55 * + 

HAHMA1000096 4.45 4.96 9.29 8.15 9.11 6.09 

MAHMA1000097 2.4 2.96 3.86 5.93 6.01 6.97 ** + 

MAMMA1000102 1.94 1.59 4.27 4.25 6.16 4.44 

MAMMA1000103 1.52 1.65 5 2.39 4.56 2.83 

MAMMA1000106 1.25 2.15 5.1 2.3 4.48 3.27 

MAMMA1000117 1.19 2.12 3.72 1.84 3.32 2.77 

MAMHA1000118 1.03 2.06 3.08 3.38 3.21 4.56 

HAMHA1000129 1.06 2.1 2.97 1.73 2.7 1.31 

HAHMA1000133 1.09 1.96 3.67 2.8 3.87 2.02 

HAHMA1000134 1.23 2.08 4.28 2.27 4.61 1.93 

MAMMA1000139 1.45 1.91 2.69 2.13 3.98 1.85 

MAMHA1000141 1.97 2.27 5.47 3.67 3.61 3.42 

MAMHA1000143 1.66 1.1 2.55 3.83 3.52 1.74 

MAMMA1000150 4.11 4.95 8.99 6.49 6.4 8.66 

MAMMA1000155 1.87 2.71 4.35 5.46 5.69 6.41 * + 

MAMMA1000163 1.65 2.82 2.62 3.45 4.54 4.97 * + 

MAMMA1000171 1.96 2.43 5.53 4.12 6.52 4.97 

HAMMA1000173 3.5 5.27 10.33 17.47 17.44 18.26 ** + 

MAMMA1000175 1.58 1.8 2.89 4.06 5.14 3.7 * + 

MAMMA1000183 1.14 2.12 5.29 3.92 4.7 4.91 

MAMMA1000191 3.25 3.34 14.68 12.56 14.7 18.23 

MAMMA1000192 5.76 8.53 9.67 16.66 19.91 17.65 ** + 

HAHMA1000193 1.68 1.54 0.86 1.33 2.25 1.94 

MAHMA1000198 1.88 1.99 5.53 4.44 6.49 5.57 

MAMMA1000204 1.75 2.25 3.39 3.56 4.13 2.85 

MAMHA1000207 1 3.2 3.41 2.86 4.96 3.47 

MAMMA1000214 1.76 2.08 3.68 2.84 4.42 4.74 

MAHHA1000220 6.19 6.12 11.61 12.49 18.06 16.72 * + 

HAMMA1000221 0.57 1.04 1.68 1.14 4.51 0.87 

MAMMA 1000226 0.48 1.06 2.07 1.49 3.19 1.88 

MAMMA1000227 0.93 1.23 1.6 2.73 3.67 3.46 ** + 

MAMMA1000230 1 1.23 1.77 2.38 3.04 2.94 ** + 

MAMMA1000241 2.9 2.2 4.19 7.24 5.8 7.61 ** + 

MAMMA1000245 76.63 70.15 118.95 141.45 166.09 104.88 

MAMMA1000248 6.79 4.17 13.48 13.18 13.44 18.8 

MAMMA1000251 1.68 1.72 4.7 5.55 5.39 5.29 

MAMMA1000254 1.24 1.22 3.59 2.14 5.61 5.02 

MAMMA1000257 5.39 2.62 25.06 32.2 43.78 35.79 * + 

MAMMA1000262 15.48 9.75 18.2 40.81 33.23 34.89 ** + 

MAMMA1000264 0.99 1.2 2.3 4.43 2.57 3.4 * + 



(1069) 2002-191363 
2135 2136 

MAMMA1000266 1.25 0.79 2.73 4.21 5.33 4.03 * + 

MAMMA1000270 2.43 1.94 4.57 6.16 7.16 7.58 * + 

MAMHA1000271 6.01 3.26 8.54 8.94 6.17 8.1 

HAMHA1000277 0.89 0.93 2.56 2.46 2.75 2.09 

MAMMA1000278 1.84 2.01 4.29 2.18 5.06 3.51 

MAMHA1000279 1.82 1.74 4.33 3.51 5.72 4.35 

KAMMA1000283 0.99 1.51 2.36 1.37 2.66 2.71 

HAMHA1000284 2.65 2.51 8.31 6.28 8.49 8.01 

MAHMA1000287 1.58 2.13 6.27 5.55 6.94 7.1 

MAMMA1000294 4.72 5.45 9.44 3.84 8.21 4.74 

MAHMA1000298 0.87 1.36 2.51 1.55 3.1 0.95 

MAMMA1000302 0.9 1.18 4.73 2.22 4.9 2.56 

MAMMA1000303 0.92 1.62 2.63 4.16 4.06 3.22 * + 

MAMMA1000305 1.07 1.28 2.73 2.47 2.74 2.1 

HAMHA1000307 2.29 3.03 9.61 15.85 14.04 14.38 * + 

MAMMA1000309 0.57 1.61 3.69 4.6 3.65 4.61 

HAMMA1000312 3.55 4.99 8.08 6.19 5.18 6.55 

MAMHA1000313 1.06 2.31 2.34 1.79 3.98 3.43 

MAMMA1000331 1.08 1.65 3 3.33 6.01 3.21 

MA1MA1000335 7.38 9.1 14.27 19.49 16.28 16.92 * + 

MAMMA1000339 0.33 0.39 2.17 1.46 2.09 0.66 

BAMMA1000340 1.43 1.33 4.12 4.37 2.72 2.15 

HAMMA1000348 1.2 1.27 4.6 3.14 4.82 6.11 

HAMHA1000356 1.93 2.21 4.93 3.08 5.42 6.29 

MAHMA1000358 2.93 3.97 5.02 7.42 7.47 4.9 

MAMMA1000360 1.41 1.92 4.6 3.76 5.2 4.63 

MAMMA1000361 2.2 3.45 8.9 8.94 10.67 8.93 

HAMHA1000363 1.09 1.69 3.86 1.87 4.37 4.1 

MAHMA1000370 0.92 0.71 1.76 2.02 2.62 2.57 * + 

MAMHA1000371 2.09 1.73 6.35 10.02 12.1 10. 1 * + 

HAHMA1000372 4.45 4.1 12.88 12.01 12.92 11.97 

MAMMA1000385 1.79 2.36 6.41 6.41 7.66 8.72 

HAHHA1000388 1.93 3.02 6.03 4.7 4.53 5.06 

MAMMA1000395 1.3 2.46 3.12 1.69 3.49 0.8 

MAMMA1000402 1.69 1.68 5.62 3.33 4.35 4.63 

MAHMA1000403 1.7 2.36 5.05 5.45 5.81 3.96 

HAMMA1000410 0.87 1.25 2.71 3.23 3.35 3.25 * + 

MAMHA1000413 1.52 0.47 2.48 3.51 3.76 3.61 * + 

HAMMA1000414 1.08 1.53 3.03 2.94 4.91 1.81 

MAMHA1000416 3.3 4.01 10.2 15.8 23.14 20.47 * + 

MAMHA1000421 2.61 2.83 6.11 7.7 7.42 7.09 * + 

MAMMA1000422 2.83 2.53 7.46 9.18 6.64 12.05 

MAMMA1000423 1.7 1.26 6 5.9 6.62 5.89 

HAHMA1000424 0.88 1.7 3.17 1.91 2.38 1.07 

MAMMA1000429 8.73 10.07 13.78 14.98 16.3 11.17 

HAMHA1000431 1.6 1.27 4.27 5.22 6.32 4.26 

MAMMA1000432 1.05 2.33 2.85 2.63 2.82 1.41 

HAMMA1000437 4.61 4.75 8.44 10.54 11.52 8.12 

MAMMA1000444 2.53 4.15 8.55 7.55 10.17 10.13 

HAMMA1000446 1.19 2.07 3.87 2.03 3.63 2.49 



(1070) ^2002-191363 
2137 2138 

MAMMA1000449 1.77 1.59 3.54 3.37 4.31 3.22 

MAMMA1000457 4.44 4.82 7.12 7.2 6.88 6.22 

MAMMA1000458 1.27 2.22 4.83 2.52 4.03 1,94 

MAMMA1000468 0.55 1.12 2.2 0.51 2.25 1.16 

MAMMA1000472 1.15 2.3 4.42 4.77 6.36 5.79 * + 

MAMMA1000473 1.95 1.72 3.59 3.45 5.46 3.17 

MAMMA1000477 3.86 3.29 5.67 8.71 9.92 7.97 ** + 

MAMMA1000478 2.85 3.26 7.41 5.76 9.1 7.57 

MAMMA1000483 4.16 3.16 8.3 8.09 6.5 8.63 

MAMHA1000490 1.65 2.61 3.68 2.66 4.96 2.14 

MAMMA1000496 1.18 1.7 3.44 1.3 3.79 2.01 

MAHMA1000500 0.68 1.79 3.22 1.41 3.2 2.86 

MAMMA1000501 3.04 3.89 7.86 13.71 15.02 12.51 ** + 

MAMMA1000503 0.84 2.08 2.21 3.52 3.52 2.27 

MAMMA1000506 10.14 8.79 32.66 34.77 26.7 18.31 

MAMMA1000510 3.24 3.5 4.59 10.97 10.76 13.61 ** + 

MAMMA1000515 2.12 1.54 4.56 5.97 7.55 6.2 * + 

MAMMA1000516 2.18 2.4 6.29 3.89 3.85 5.07 

MAMMA1000522 1.04 1.47 4.39 2.4 3.68 1.85 

HAHHA1000524 2.04 2.09 3.53 3.82 6.18 3.96 

MAMMA1000528 3.74 2.72 2.05 2.7 4.09 2.88 

MAMMA1000534 0.91 2.35 2.11 1.86 2.91 2.04 

MAMMA1000541 2.85 3.16 11.29 11.22 8.81 12.04 

MAMMA1000550 1.21 2.73 1.86 2.46 6.65 4.64 

MAHMA1000556 1.78 1.32 4.25 2.66 3.37 1.4 

MAMMA1000559 1.32 1.49 5.56 2.92 4.2 3.46 

MAMHA1000565 1.82 2.74 3.93 2.13 4.18 4.22 

MAMMA1000567 0.99 2.16 3.77 2.3 4.07 3.64 

HAMMA1000576 3.72 3.12 13.12 10.45 9.76 10.02 

MAMMA1000582 2.07 2.7 5.64 4.13 4.81 6.31 

MAMMA1000583 1.16 2.33 2.45 2.19 4.47 2.93 

MAMMA1000585 1.66 2.04 4.19 3.82 5.38 3.23 

MAMMA1000587 1.64 1.51 3.73 3.12 5.07 3.49 

HAHHA1000591 0.96 1.34 3.11 1.45 3.74 1.72 

HAHMA1000594 2.3 1.76 4.92 3.55 7.68 5.16 

MAMMA1000597 4.42 3.09 9.64 9.46 9.63 10.35 

MAHMA1000605 2.84 3.94 11.44 18.34 15.85 17.89 * + 

MAMMA1000612 1.91 2.15 5.22 3.85 4.33 4.95 

MAMHA1000614 3.11 2.71 9.4 7.48 6.07 6.34 

MAMHA1000616 1.66 1.79 2.44 2.1 5.09 3.45 

MAMHA1000621 1.39 1.67 3.36 3.15 6.31 7.02 

MAMMA1000623 1.08 1.04 3.83 0.92 2.66 2.3 

MAMMA1000625 7.39 6.32 23.76 19.68 25.39 29.8 

MAHMA1000635 0.89 0.68 1.61 0.76 1.75 0.64 

MAMKA1000643 1.47 1.11 1.94 4.21 3.77 6.82 * + 

MAMMA1000646 4.68 3.61 9.55 17.22 16.4 16.44 ** + 

MAMMA1000652 1.98 1.61 3.56 4.21 5.34 5.24 * + 

HAHMA1000657 2.28 1.78 4.51 2.18 4.48 3.26 

HAMMA1000664 1.78 1.49 5.35 2.9 6.43 6.85 

MAMMA1000667 1.24 1.68 2.17 1.96 5.64 2.41 



(1071) ftffi 2002-191363 

2139 2140 

MAMMA1000668 0.71 1.11 3.23 2.44 3.76 1.74 

MAMMA1000669 0.76 0.97 2.01 0.9 3.94 2.06 

HAMHA1000670 3.27 2.78 4.47 10.4 6.73 9.28 * +. 

HAHHA1000672 1.71 3.23 6.88 5.43 5.63 .6.03 

MAMMA1000681 0.98 1.19 2.53 1.98 3.73 2.45 

MAMMA1000684 6.87 11.61 18.54 30.76 32.53 30.62 ** + 

MAMMA1000696 1.64 3.39 4.99 7.89 14.39 8.69 * + 

MAMMA1000702 3.12 3.07 5.9 7.47 10.05 7.55 * + 

MAMMA1000706 0.63 1.07 1.79 1.08 1.52 0.66 

MAMMA1000707 0.74 1.26 1.76 0.83 1.87 0.63 

HAMMA1000713 1.53 2.14 5.33 5.43 5.8 6.96 

MAMMA1000714 1.19 1.84 4.31 2.64 4.96 4.94 

MAMHA1000718 1.32 2.79 4.84 5.53 7.12 4.37 

MAMMA1000720 1.33 2.19 5.14 4.95 8.51 5.44 

MAMHA1000723 1.22 1.65 4.17 3.26 4.81 3.68 

MAMMA1000731 1.24 1.17 3.11 3.04 4.99 3.26 

MAMHA1000732 1.37 1.59 3.02 4.86 6.5 6.05 ** + 

MAMMA1000733 0.58 0.82 1.54 2.31 2.41 1.22 

MAMMA1000734 12.22 11.56 22.62 21.95 22.19 13.18 

MAMMA1000736 4.26 4.34 11.96 4.92 5.77 6.14 

MAMMA1000738 0.8 2.06 3.82 2.52 4.15 1.95 

MAHMA1000744 1.12 2 5.52 3.27 3.97 4.67 

MAHMA1000746 1 2.03 2.24 2.38 4.27 2.48 

HAMMA1000748 8.23 8.93 13.13 15.53 16.06 15.05 * + 

KAMBA1000751 10.46 7.63 32.43 45.16 40.03 54.65 * + 

HAMBA1000752 1.5 2.37 8.68 11.52 14.2 12.68 * + 

HAMMA1000757 1.89 2.48 5.54 7.9 8.53 10.86 * + 

HAMIA1000760 3 2.99 6.77 4.65 8.01 7.12 

HAMMA1000761 1.86 2.58 5.73 4.87 6.29 4.99 

MAMMA1000775 1.37 1.83 4.43 3.23 4.29 2.64 

MAMMA1000776 2.37 2.36 6.3 6.57 7 6.12 

MAHMA1000778 2.14 2.28 5.19 4.95 3.99 3.84 

HAHHA1000781 1.33 1.33 3.06 2.82 2.86 1.23 

HAMMA1000782 1.94 2.36 3.88 2.93 3.11 3.01 

HAMMA1000784 1.28 1.58 3.94 2.22 7.2 3.64 

MAMMA1000788 3.05 4.31 4.38 4.16 5.12 2.21 

MAMHA1000798 1.01 2.86 2.77 2.03 3.56 2.1 

HAMHA1000802 4.36 3.71 8.23 17.49 15.39 19.2 ** + 

HAMMA1000810 3.91 4.98 14.15 17.58 19.04 16.15 * + 

MAMHA1000813 1.63 2.11 3.73 2.82 3.15 2.06 

MAMMA1000814 2.56 2.97 7.82 7.28 7.26 6.61 

MAHMA1000824 12.58 11.27 34.16 62.44 72.28 50.62 * + 

MAMMA1000827 1.83 2.04 5.05 3.3 4.77 4.31 

HAMMA1000831 1.45 2.81 2.84 2.55 5.43 1.85 

HAMHA1000838 6.85 9.27 7.86 13.01 8.43 14.52 

MAMMA1000839 4.89 4.41 9 9.02 8.66 14.04 

MAMMA1000841 1.33 2.02 3.11 2.23 4.44 2.29 

MAMMA1000842 2.48 1.88 3.59 3.03 3.74 1.82 

MAMMA1000843 1.26 2.19 3.88 2.26 4.43 2.35 

HAMMA1000845 0.83 1.01 2.4 2.35 3.88 1.24 



2141 

MAMMA1000851 
HAMMA1000854 
MAMMA1000855 
MAMMA1000856 
MAMMA1000859 
MAMMA1000862 
MAMMA1000863 
HAHHA1000865 
HAMHA1000867 
MAMMA1000875 
MAMMA1000876 
MAHHA1000877 
MAMHA1000878 
MAMMA1000880 
MAMMA1000881 
MAMMA1000883 
MAMHA1000897 
MAMHA1000898 
MAMMA1000905 
MAMMA1000906 
MAHHA1000908 
MAMMA1 000911 
MAHHA1000914 
HAHHA1000920 
MAMMA1000921 
MAMHA1000931 
MAMHA1000940 
MAMHA1000941 
MAMMA1000942 
MAHHA1000943 
MAMMA1000952 
MAHHA1000956 
HAHMA1000957 
MAHMA1000962 
MAMMA1000966 
HAHMA1000968 
MAMMA1000972 
MAMMA1000973 
MAHMA1000975 
HAMMA1000976 
HAMMA1000979 
MAHMA1000986 
MAMMA1000987 
HAMHA1000988 
HAMHA1000994 
HAMMA1000998 
MAHMA1001003 
MAMHA1001007 
MAMMA1001008 
HAMMA1001013 



1.3 3.42 
2.77 3.7 
0.37 2.97 
0.87 1.39 
9.88 8.56 

1.13 1.55 
2.62 2.08 
0.35 0.82 
1.08 2.83 
0.89 2.72 
1.23 1.64 

3.15 2.89 

3.05 3.61 
1.46 1.15 

1.81 2.09 
0.57 0.79 
0.76 2.39 

1.06 1.99 
1.8 2.75 

1.17 2.49 

1.59 1.63 

4.97 6.25 

1.14 0.85 
1.99 2.17 
1.03 1.02 
2.68 3.44 
1.67 1.84 

3.74 2.55 

2.75 1.85 

2.16 2.84 
2.6 1.93 

0.93 1.24 

2.5 1.41 
3.25 3.57 
1.85 2.19 

1.6 1.46 

2.4 1.41 
5.14 3.37 
1.44 1.99 
2.46 2.71 
1.46 2.62 

5.75 5.32 
1.44 1.36 

3.76 4.86 

9.82 7.58 
1.51 1.07 

1.98 1.83 
0.38 1.03 

11.76 11.09 

3.62 4.16 



(1072) 

5.35 7.83 

6.33 5.08 

2.62 2.51 
3.11 2.05 
20.5 19.52 
3.53 1.17 
4.72 2.59 

2.48 0.4 

2.87 1.95 

2.34 3.31 
4.59 2.4 
9.22 8.39 

8.94 6.33 
4.77 2.45 
4.52 3.77 

2.1 1.37 

0.36 1.19 

1.75 1.41 

4.68 8.32 

2.63 2.45 
4.3 1.77 

8.37 21.77 
2.41 1.1 

4.41 10.82 

2.41 3.47 

3.95 6.78 

6.05 5.78 

8.61 9.01 
7.46 8.27 

10.49 9.04 

8.65 9.03 

3.11 3.64 

2.62 4.81 
10.48 13.62 

6.04 6.34 

5.49 4.79 
3.83 3.34 

12.58 7.02 

3.34 2.37 

8.57 9.22 

3.06 4.34 
10.24 8.83 

3.99 2.43 

8.88 10.18 
15.88 12.02 

3.13 4.21 
5.97 4.2 

1.77 0.14 

40.52 56.73 

12.14 8.42 
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10.5 


11.56 


9.25 


5.42 


4.04 


6.86 


4.39 


1.38 


0.32 


50.93 


45.37 


11.54 


10.08 



(1073) ftffl 2002-191363 

2143 2144 

MAMMA1001014 1.4 1.79 5.49 4.36 5.16 4.26 

MAMMA1001021 0.49 2.08 7.85 6.46 5.47 4.26 

HAMHA1001024 0.85 1.59 3.14 2.55 3.92 1.96 

BAMMA1001025 1.03 1.47 2.94 1.27 2.95 1.41 

HAMMA1001028 1.3 1.09 2.23 3.07 4.73 3.28 * + 

MAMMA1001030 1.63 0.48 2.22 3.06 3.24 2.08 

MAMHA1001035 2.48 2.92 10.31 9.29 11.92 11.54 

MAMMA1001036 4.69 4.01 10.7 11.23 8.22 11.33 

MAMMA1001037 1.91 2.88 6.49 5.28 7.53 4.69 

HAMHA1001038 1.18 1.59 4.28 4.12 3.85 4.45 

HAMMA1001041 1.64 1.87 3.18 3.75 4.04 2.64 

MAMMA1001043 1.09 1.24 3.67 3.44 3.35 3.18 

MAMHA1001050 1.52 1.55 5.94 8.4 8.28 6.51 * + 

MAMMA1001054 2.04 2.58 6.99 9.29 11.07 8.36 * + 

MAHMA1001059 2.66 4.71 9.73 8.85 9.72 8.46 

MAMMA1001066 3.64 2.97 12.26 14.08 12.09 8.96 

MAMMA1001067 1.26 2 4.77 3.53 5.33 3.29 

MAMMA1001072 1.44 2.06 7.76 6.38 7.13 7.2 

MAMMA1001073 1.17 0.79 1.47 1.49 2.74 1.34 

MAMMA1001074 0.78 1.47 3.97 6.24 5.4 4.9 * + 

MAMMA1001075 4.87 4.41 10.48 11.24 9.82 8.21 

MAMMA1001078 1.7 1.83 7.96 9.69 9.99 9.37 * + 

MAMMA1001080 3.77 3.93 6.97 8.71 10.33 5.57 

MAMMA1001082 1.51 2.03 4.03 1.73 5.23 1.6 

HAMHA1001091 1.17 1.36 2.02 1.81 3.03 1.47 

MAMMA1001092 1.93 2.09 4.81 3.17 3.57 1.89 

MAMMA1001094 1.73 4.28 4.65 4 5.62 4.7 

MAMKA1001105 2.45 2.62 7.7 6.99 7.57 6.06 

MAMMA1001110 0.4 1.01 2.74 1.42 2.53 0.47 

MAMMA1001126 1.96 3.09 10.92 8.39 9.27 6.08 

MAMMA1001133 2.5 3.44 10.94 9.48 10.83 10.68 

MAMMA1001139 87.88 86.18 214.31 193.19 47.2 160.92 

MAMMA1001141 1.33 2.89 3.65 3.69 5.25 5.46 

MAMMA1001143 2.02 1.79 4.23 3.95 6.69 4.34 

MAMMA1001145 3.1 2.22 3.39 6.37 7.13 2.84 

HAMMA1001150 1.34 2.48 3.95 3.06 3.31 2.11 

HAMMA1001154 2.16 2.8 5.57 5.44 7.13 5.22 

MAMMA1001159 4.19 4.01 11.06 11.31 5.89 9.45 

MAMMA1001161 4.3 5.27 19.53 18.34 10.8 14.8 

MAMMA1001162 1.98 1.77 3.16 5.25 5.13 2.25 

MAMMA1001 181 2.44 2.28 4.87 5.06 4.74 3.62 

HAMHA1001186 2 2.66 4! 66 5.38 5.48 3.9 

MAMMA1001189 2.23 3.68 7.17 11 11.17 9.9 * + 

MAMMA1001191 2.54 2.07 5.49 4.37 3.89 2.97 

MAHMA1001198 368.47 416.05 784.82 647. 17 738.61 605.52 

HAHHA1001202 11.78 11.85 30.06 34.39 28.74 25.16 

MAMMA1001203 2.57 3.01 7.15 8.72 6.26 5.56 

MAMMA1001206 1.91 3.28 4.5 3.69 6.66 2.65 

MAHHA1001208 2.66 2.93 3.31 3.82 4.95 3.19 

HAHHA1001215 2.9 3.08 6.55 3.49 8.09 4.74 



(1074) $M 2002-191363 

2145 2146 

MAMHA1001220 2.63 3.03 7.25 7.16 7.17 6.03 

MAHHA1001222 1.25 1.18 4.18 2.18 5.85 0.53 

HAMMA1001223 2.48 3.32 6.53 4.95 6.51 4.1 

MAMHA1001232 2.82 4.27 8.08 12.22 8.82 9.57 

HAMMA1001234 1.25 3.27 3.17 5.05 3.91 3.26 

MAMMA1001237 1.22 1.56 4.21 1.94 3.66 2.09 

MAMMA1001243 2.18 2.28 4.06 4.05 4.89 1.99 

HAHMA1001244 1.22 1.16 2.86 2.96 4.79 2.22 

HAHHA1001249 2.3 1.89 5.93 5.19 5.8 3.75 

HAHMA1001256 3 3.09 8.29 5.89 7.83 8.01 

HAMMA1001259 4.38 3.25 7.15 7.94 9.24 6.63 

HAMMA1001260 1.76 2.71 5.42 6.51 5.33 7.33 

HAMMA1001262 2.1 4.11 5.28 7.86 8.04 6.25 * + 

HAMHA1001268 2 2.16 4.59 2.56 4.23 2.48 

MAMMA1001271 4.84 5.78 17.37 18.29 14.24 15.67 

MAMMA1001274 2.88 3.06 6.17 6.22 8.55 7.93 

MAHHA1001280 2.09 1.48 4.36 1.84 3.78 1.73 

MAHMA1001283 1.63 1.71 6.34 6.88 5.63 4.83 

MAHHA1001284 2.27 2 8.67 5.08 9.09 9.51 

MAMMA1001286 13.83 9.72 17.39 12.15 11.83 14.63 

MAMMA1001289 17.63 13.49 23.32 21.02 26.39 36.8 

HAMMA1001292 3 3.01 5.94 7.26 6.31 6.85 * + 

MAMMA1001296 3.55 3.76 12.61 14.11 12.37 12.8 

HAHHA1001298 1.26 1.7 6.26 4.25 6.78 4.07 

HAMMA1001305 0.86 1.59 4.43 2.49 4.07 2.63 

HAMHA1001309 0.61 0.9 2.7 1.84 3 1.49 

HAMMA1001310 1.72 2.17 3.64 4.81 7.38 4.42 

HAMMA1001322 0.99 1.54 1.83 2.83 1.77 2.13 

HAHHA1001324 1.3 1.12 3.16 2.03 2.83 1.94 

HAMMA1001330 3.35 2.65 9.53 7.93 9.75 5.36 

MAMHA1001333 3.1 3.74 10.23 9.88 11.4 9.07 

MAHHA1001334 5.53 4.17 4.83 10.97 8.23 10.16 ** + 

MAMMA1001337 2.49 3.54 6.6 6.99 9.16 8.05 * + 

MAMMA1001341 1.21 1.14 3.48 1.54 5.66 1.41 

MAMMA1001343 2.37 1.89 8.07 8.17 9.75 10.95 

MAMMA1001344 9.59 9.07 11.75 13.63 11.67 15.98 

HAHHA1001346 1.34 1.25 3.9 2.05 3.9 2.94 

HAMHA1001383 3.07 3.61 8.52 8.3 9.02 9.38 

HAHHA1001388 1.62 1.93 5.34 3.38 6.11 4.58 

MAMHA1001396 4.2 2.12 8.12 11.39 10.42 8.68 

MAMMA1001397 2.59 2.27 5.79 8.33 8.96 7.78 * + 

HAMMA1001401 26.87 16.48 32.72 43.47 57.55 45.66 * + 

HAHHA1001408 1.06 1.06 2.57 0.65 4.22 1.19 

MAMMA1001411 1.65 1.26 3.84 4.38 3.33 3.51 

HAMHA1001414 3.12 3.85 5.74 12.58 10.67 15.28 ** + 

HAHHA1001415 2.45 3.16 11.93 14.57 20.15 13.69 * + 

HAMMA1001418 0.66 2.2 5.36 3.57 6.04 4.46 

HAMMA1001419 0.8 2.43 4.93 6.03 7.01 3.92 

MAMMA1001420 0.96 3.09 4.5 3.23 4.11 3.41 

MAHMA1001426 20.24 32.21 42.42 44.31 39.63 38.75 



(1075) • Ml 2002-191363 

2147 2148 

MAMMA1001428 1.94 2.83 6.35 3.8 6.93 4.33 

MAMMA1001432 1.19 2.33 8.19 5.62 6.19 6.68 

MAMMA1001435 1.43 0.78 3.32 3.48 3.67 2.64 

MAMHA1001442 1.96 3.94 7.41 8.18 8.6 6.63 

MAMMA1001446 2.17 2.57 6.71 6.9 7.34 7.97 

MAMMA1001450 1.22 2.05 3.58 2.81 4.18 2.39 

MAMMA1001452 1.99 1.78 5.92 8.38 6.19 4.83 

MAMMA1001465 3.93 3.25 13.61 16.65 14.6 13.82 

HAMMA1001476 1.63 1.09 4.25 5.87 5.95 4.64 * + 

MAMMA1001478 2.28 2.12 5.98 3.55 6.27 4.19 

MAMMA1001479 3.11 4.71 8.32 5.58 6.74 6.21 

MAMMA1001487 1.1 1.14 3.84 4.73 3.26 2.08 

MAMMA1001498 1.93 3.41 7.78 6.17 7.45 5.64 

MAMMA1001501 0.88 1.97 4.49 2.8 4.77 2.36 

MAHMA1001502 1.82 1.91 6.48 3.29 6.29 6.26 

MAMMA1001510 0.48 0.78 2.92 0.54 3.04 1.19 

MAMMA1001522 1.03 1.29 3.94 5.05 4.9 3.39 

MAMMA1001529 0.72 2.06 3.22 3.74 4.07 2.57 

MAMMA1001532 1.74 1.86 4.27 3.79 5.71 3.12 

MAMMA1001533 0.61 1.31 2.9 1.52 3.06 1.64 

BAMMA1001534 0.44 2.59 2.4 1.48 3.64 1.14 

HAMMA1001535 1.38 1.91 3.99 2.12 3.98 2.38 

MAMMA1001547 2.8 2.89 7.77 9.23 8.22 6.22 

MAHMA1001551 1.1 1.48 4.46 2.23 2.88 2.99 

MAHHA1001569 1.27 1.68 3.41 2.03 3.41 1.94 

MAMMA1001575 1.48 2.41 3.42 4.01 4.43 2.81 

MAMMA1001576 4.79 8.23 9.65 14.75 9.39 17.03 

MAMMA1001584 0.89 2.48 3.33 3.11 4 3.09 

MAMHA1001586 1.43 2.41 3.34 3.78 3.31 1.84 

MAMMA1001590 2.96 2.53 5.55 5.44 6.47 6.04 

MAHHA1001599 4.64 7.15 16.79 15.8 15.18 15.06 

MAHMA1001600 1.45 2.22 4.73 2.98 4.68 2.11 

MAMMA1001604 1.03 1.76 3.62 2.35 4.01 1.64 

HAMHA1001606 1.64 2.04 5.15 3.58 5.45 4.27 

MAMMA1001609 1.31 2.37 4.36 3.05 5.43 1.59 

MAMHA1001614 2.91 3.57 6.15 5.94 6.11 4.14 

MAHHA1001615 3.98 2.61 10.12 8.87 8.29 8.41 

MAMMA1001619 7.73 7.8 14.29 16.33 12.93 14.61 

MAMMA1001620 2.53 2.41 7.98 5.77 7.13 4.54 

MAMMA1001623 4.11 4.58 9.3 7.34 9.28 6.75 

MAHMA1001626 0.83 1.98 2.52 3.24 3.93 1.93 

MAMMA1001627 1.11 1.98 3.57 2.63 3.68 1.63 

MAMMA1001630 2.02 3.08 7.83 7.49 7.53 4.29 

MAMMA1001633 2.64 3.12 8.8 12.09 9.59 6.16 

MAMHA1001634 2.83 2.7 6.11 8.69 8.27 6.9 * + 

MAMMA1001635 5.65 2.39 9.52 7.92 8.3 8.37 

HAMMA1001649 1.61 1.63 4.71 2.95 4.62 2.53 

HAHHA1001654 8.14 9.45 39 43.4 55 46.79 

HAHMA1001660 19.61 17.92 37.43 40.94 27.03 34 

MAHMA1001663 1.9 4.73 9.42 9.59 9.56 6.58 



(1076) fcffl 2002-191363 

2149 2150 

MAHMA1001670 L12 2.66 3.97 3.65 4.09 2.62 

MAMMA1001671 1.08 1.42 3.56 1.37 4.64 1.77 

MAMMA1001679 6.85 6.37 13.89 11.48 17.04 13.91 

HAMMA1001683 2.15 3.29 9.6 6.58 6.53 6.96 

HAM8A1001686 1.25 1.34 3.77 1.39 2.97 3.06 

MAMMA1001688 113.39 113.61 245.56 392.2 458.41 413 ** + 

MAMHA1001689 1.01 3.76 4.1 5.04 3.79 4.44 

MAHMA1001692 1.97 2.59 5.37 3.66 5.3 3.88 

MAMMA1001711 1.99 3.64 8.65 4.35 5.51 6.1 

BAMIA1001715 1.31 1.64 3.95 4.64 4.87 4.13 

MAMIA1001730 2.01 2.15 2.5 2.8 4.42 2.83 

MAMIA1001735 44.73 48.32 102.35 94.99 156.23 119.88 

MAHMA1001740 0.64 1.6 4.59 2.06 3.91 1.95 

HAMHA1001743 9.84 11.15 33.16 41.97 51.62 49.6 * + 

MAMMA1001744 0.63 0.72 0.86 1.1 1.72 1.71 * + 

MAHMA1001745 1.41 2.15 6.15 3.27 4.46 3.93 

MAMMA1001751 1.38 2.41 3.24 2.85 4.51 4.32 

MAMMA1001752 4.7 4.78 9.75 6.12 9.61 8.4 

MAHMA1001754 7.25 7.89 7.34 11.04 9.63 9.39 * + 

HAMMA1001757 1.21 1.1 2.32 2.21 3.25 2.43 

MAMMA1001760 3.87 4.52 20.01 22.91 24.2 27.59 * + 

MAMMA1001764 2.62 2.36 5.97 7.13 10.17 6.51 

MAMMA1001767 1.22 1.55 2.13 1.61 2.96 1.55 

HAMHA1001768 0.57 1.18 4.25 4.74 4.72 4.37 

MAMMA1001769 2.48 2.83 9.22 9.3 9.81 8.94 

MAMMA1001771 2.66 1.58 3.74 2.86 5.85 6.77 

MAMMA1001773 2. 7 3. 53 3. 87 4 6. 29 7. 61 

MAMMA1001778 0.88 1.92 3.14 3.13 4.21 3.61 

MAMMA1001783 2.01 2.1 11.25 11.63 18.46 13.04 

MAHHA1001785 3 3.52 8.85 10.56 13.38 11 * + 

MAMHA1001788 0.49 0.86 1.21 0.72 1.72 1.11 

MAMMA1001790 1.68 1.67 5.1 2.37 3.73 3.93 

MAMMA1001800 0.83 0.99 1.47 1.5 2.24 3.25 

MAMMA1001804 1.02 1.41 3.18 2.37 4.16 2.4 

MAMMA1001806 2.13 2.78 6.4 3.15 5.5 4.72 

MAMMA1001812 1.46 1.33 5.52 4.21 5.86 5.05 

MAMMA1001815 0.33 1.76 3.07 1.22 3.67 1.24 

HAHHA1001817 3.19 3.38 9.5 6.78 10.89 13.3 

HAHMA1001818 1.68 2.08 3.41 3.94 8.52 3.41 

MAHMA1001819 2.57 4.12 5.82 8.7 10.29 7.87 * + 

MAMMA1001820 2.68 4.51 8.27 7.51 10.98 6.07 

MAMMA1001824 1.66 2.83 8.36 7.55 9.8 7.11 

HAMMA1001832 6.72 7.99 11.85 20.17 21.28 17.21 ** + 

MAMMA1001836 1.74 1.66 5.08 4.79 8.19 4.88 

HAMHA1001837 2.61 2 5.84 7.1 9.19 5.37 

HAMMA1001848 1.02 1.61 3.3 2.81 5.33 3.18 

MAMIA1001850 3.79 4.51 9.31 9.98 9.93 14.19 

MAMMA1001851 1.49 2.33 4.98 4.97 4.12 4.02 

MAHMA1001852 2.98 4 9.68 6.4 7.56 6.8 

HAMMA1001854 2.56 3.11 9.16 10.59 10.64 9.98 



(1077) !$m 2002-191363 

2151 2152 

HAMMA1001858 3.11 2.22 5.28 9.93 7.91 8.87 ** + 

MAMMA1001864 1.69 1.91 4.09 8.91 6.18 4.37 

MAMMA1001868 0.71 0.92 2.64 1.68 2.58 0.91 

MAMMA1001874 1.2 0.87 2.52 1.06 3.48 1.17 

MAMMA1001878 3.1 3.46 10.86 7.7 13.37 6.77 

MAMHA1001880 2.67 2.99 7.24 5.58 7.17 8.12 

MAMMA1001885 1.14 1.93 6.19 4.7 5.54 4.58 

MAMHA1001890 3.54 3.95 12.93 13.59 13.29 12.2 

HAMHA1001893 3.74 3.42 6.25 6.59 5.49 5.58 

MAMMA1001901 1.13 1.5 5.4 4.53 5.72 2.67 

HAHHA1001907 2.57 1.62 6.43 4.15 7.36 6.34 

HAHMA1001908 3.2 3.36 8.35 11.83 12.96 12.46 * + 

HAMMA1001919 0.23 0.97 3.3 2.24 3.9 2.07 

MAMMA1001931 0.76 1.65 4.04 3.36 5.89 3.25 

MAMMA1001937 2.27 3.15 5.5 6.44 5.06 3.78 

MAMMA1001951 1.74 2.57 6.47 6.48 6.15 4.83 

MAHMA1001956 3.02 3.48 9.72 8.52 7.66 6.76 

HAMMA1001957 3.39 3.51 9.15 7.88 9.47 7.66 

MAHMA1001960 3.1 3.34 7.24 12.06 9.14 6.1 

HAHMA1001963 0.57 0.78 2.14 1.3 2.36 1.06 

HAHMA1001969 1.7 3.43 10.86 8.54 11.14 8.74 

MAMMA1001970 2.86 3.04 8.48 13.11 6.59 6.64 

HAHMA1001978 0.57 1.85 1.76 2.42 3.87 1.53 

MAHHA1001992 2.07 2.04 5.65 6.79 6.75 5.09 

HAHMA1001994 7.97 3.65 11 18.83 13.23 17.17 * + 

MAHHA1002008 3.28 3.77 6.42 3.43 4.06 1.24 

MAMHA1002009 1.46 2.94 5.17 5.73 7.57 4.06 

HAMMA1002011 1.77 1.71 4.26 6.5 6.45 3.37 

KAMHA1002022 1.51 2.1 5.92 6.64 7.42 5.2 

HAMMA1002024 9.79 9.67 19.03 17.61 16.96 22.43 

MAMMA1002032 2.78 2.41 7.25 5.29 6.16 8.07 

MAMMA1002033 3.23 3.95 7.73 11.24 7.23 6.62 

MAMMA1002041 2.87 2.25 3.18 4.74 5.39 1.71 

HAMMA1002042 2.54 2.34 5.66 5.65 5.78 3.76 

HAHMA1002045 2.33 3.51 7.28 8.39 5.05 4.44 

HAMMA1002047 2.58 2.98 8.83 8.7 8.9 6.89 

MAMMA1002056 2.01 5.78 11.14 11.35 10.64 9.14 

HAMMA1002058 1.67 2.61 8.19 4.84 4.66 4.27 

MAMMA1002060 1.08 2.08 1.41 2.5 4.09 1.2 

MAMMA1002065 1.81 2.75 6.04 7.19 5.19 3.26 

MAMMA1002068 2.43 1.84 5.29 4.98 5.6 4.47 

HAHMA1002070 4.5 2.92 4.15 2.58 5.23 2.81 

HAMMA1002078 1.32 1.43 2.94 1.12 4.4 1.07 

MAMMA1002080 7.98 9.71 13.38 14.92 20.84 14.26 

MAMMA1002082 2.54 4.96 13.04 9.67 8.15 7.78 

HAHHA1002084 1.78 3.47 3.38 4.68 4.48 3.6 

MAMMA1002087 1.12 2.15 5.37 3.6 4.67 2.36 

MAMMA1002091 3.79 3.22 4.32 7.18 6.76 6.41 ** + 

HAMBA1002093 0.72 1.4 4.31 2.74 4.39 2.33 

HAHMA1002095 2.4 3.22 7.5 4.73 7.52 4.54 



(1078) ftffl 2002-191363 

2153 2154 

MAMMA1002108 1.84 1.02 2.63 1.87 3.24 1.31 

HAMMA1002112 2.94 3.4 7.03 12.79 16.02 11.28 ** + 

MAMHA1002118 1.02 1.61 2.24 1.41 3.18 2.01 

MAMMA1002119 0.76 2.15 3.61 1.51 3.12 2.54 

MAMHA1002125 1.79 2.61 6.95 4.52 4.19 4.11 

MAMMA1002126 3.72 4.25 9.79 10.08 9.02 11.03 

MAMMA1002128 0.9 2.36 3.07 2.7 3.49 2.88 

MAMMA1002132 3.78 3.24 11.42 6.18 9.05 6.81 

MAMHA1002140 1.46 1.87 3.68 2.18 3.24 2.33 

MAMMA1002142 3.13 3.43 7.06 5.18 7.62 5.46 

MAHHA1002143 5.42 2.27 7.96 7.98 9.87 13.23 

HAHMA1002145 1.47 1.34 3.3 2.9 4.02 2.64 

HAHMA1002147 0.81 1.59 2.9 2.71 4.4 3 

HAMHA1002153 0.99 1.92 5.55 3.52 6.41 4.75 

MAMHA1002155 2.11 1.93 6.76 4.4 6.46 4.46 

MAMHA1002156 0.81 0.8 1.94 0.67 2.63 0.78 

MAMMA1002158 1.38 1.83 5.12 4.09 7.73 5.2 

MAHMA1002164 2.01 2.09 5.86 3.17 3.18 4.04 

MAHMA1002165 4.04 4.29 7.25 8.65 8.1 6.81 

MAMMA1002170 1.01 1.48 154.53 2.65 3.24 4.11 

MAMMA1002174 1.66 2.9 5.88 4.55 7.78 8.58 

MAMMA1002175 3.27 3.3 7.02 6.95 6.64 7.22 

MAMMA1002180 8.59 6.53 35.97 55.49 48.49 51.08 * + 

MAMMA1002198 3.11 2.3 9.33 7.6 11.22 7.13 

MAMHA1002205 2.93 1.66 6.15 6.3 8.04 7.54 

MAMMA1002206 4.6 3.59 8.14 12.4 13.97 11.74 ** + 

MAMMA1002209 1.7 1.93 4.03 4.43 4.23 4.57 

MAMHA1002215 4.17 2.72 15.2 11.05 12.43 17.14 

MAMMA1002219 1.57 1.96 4.99 4.84 6.34 5.96 

MAMMA10O2224 3.18 2.9 8.18 5.49 7.25 5.86 

HAHMA1002229 3.74 2.21 8.83 8.48 9.26 6.82 

HAMMA1002230 2.02 2.21 6.63 5.31 8.91 6.58 

HAMHA1002233 3.01 1.6 6.08 4.21 7.91 6.14 

MAMMA1002234 3.05 3.06 6.7 8.6 10.45 10.76 * + 

HAMMA1002236 4.13 3.68 14.08 26.56 20.38 24.71 * + 

HAHMA1002243 0.97 2.48 3.48 3.28 3.43 2.96 

HAMHA1002250 1.06 2.09 5.2 3.95 6.82 6.01 

MAMMA1002253 2.77 2.39 3.45 4.84 6.18 3.37 

MAMMA1002267 17.17 19.95 51.7 130.02 108.53 115.75 ** + 

MAMMA1002268 1.72 2.28 5.82 6.92 11.3 6.52 

MAMMA1002269 0.89 0.73 2.25 2.32 2.58 1.67 

MAMMA1002282 0.86 1.09 4.95 5.87 5.31 6.81 

MAMMA1002292 2.71 2.25 7.77 10.57 10.52 11.53 * + 

HAMHA1002293 3.71 3.31 12.81 8.54 10.47 12.05 

IAMHA1002294 0.9 1.71 4.61 3.68 6.03 4.2 

MAMHA1002297 1.53 3.25 7.45 5.77 7.8 6.91 

MAMMA1002298 1.48 1.4 3.98 3.85 3.11 2.46 

HAMHA1002299 1.5 1.69 3.16 3.91 2.97 2.2 

MAHMA1002308 1.39 1.35 6.55 4.5 3.11 2.54 

IAMMA1002310 3.56 3.84 12.73 9.92 12.66 11.48 
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MAMMA1002311 2.52 2.13 6.82 9.61 9.66 6.9 * + 

MAMMA1002312 1.63 2.22 5.19 3.51 8.45 2.55 

BAMMA1002317 2.08 2.55 4.89 4.08 3.85 4.09 

MAHMA1002319 0.8 2.78 3.51 2.68 3.97 2.85 

HAMIA1002322 2.48 3.23 7.84 12.21 10.02 8.55 * + 

MAMMA1002329 1.64 1.67 2.93 2.9 3.3 2.76 

MAMMA1002332 2.17 2.38 4.58 5.98 4.14 3.05 

MAMMA1002333 1.7 1.74 4.19 5.35 5.07 3.54 

MAMMA1002335 1.75 2.72 8.53 6.93 11.32 4.23 

MAMMA1002339 2.09 2.42 7.34 5.21 7.5 5.14 

MAMMA1002347 1.7 2.3 6.39 5.5 5.32 4.64 

MAMMA1002351 2.08 2.68 5.74 3.03 4.48 4.84 

MAHMA1002352 1.27 2.28 3.66 3.53 4.63 2.8 

MAMMA1002353 4.46 2.5 5.84 5.95 4.19 4 

MAMKA1002355 3.97 3.38 8.37 7.98 7.31 8.57 

MAMMA1002356 2.18 1.49 4.36 5.43 4.13 3.75 

MAMMA1002359 3.95 3.35 16.09 23.81 24.53 19 * + 

MAMMA1002360 0.93 1.73 3.77 2.48 3.2 1.67 

MAMHA1002361 2.01 2.64 4.53 4.17 4.95 4.03 

MAMHA1002362 2.33 2.33 3.36 5.31 5.51 3.99 * + 

MAMMA1002367 2.97 3.64 14.63 18.34 21.06 21.56 * + 

HAMMA1002371 2.28 3.75 8.3 6.15 6.74 5.88 

MAMMA1002380 1.81 2.26 4.9 4.71 5.76 3.55 

MAMMA1002384 2.14 1.53 4.73 4.48 5.36 4.05 

MAMMA1002385 1.19 2.05 5.63 3.34 4.8 2.47 

MAMMA1002390 1.41 2.04 3.75 5.48 5.4 3.43 

MAMMA1002392 1.94 3.1 6.1 4.06 5.95 3.32 

MAMHA1002396 4.87 3.49 12.87 10.79 12.9 8.08 

MAHHA1002399 4.42 5.13 10.69 10.95 8.66 4.57 

HAMHA1002400 3 2.22 4.69 3.11 4.36 3.53 

MAMMA1002409 51.57 55.16 63.3 77.54 80.62 77.88 ** + 

MAMMA 10024 11 1.08 1.88 4.13 3.43 5.49 1.92 

MAMMA1002413 2.02 3.01 9.19 5.93 7.17 6.75 

MAHMA1002417 1.83 2.24 4.87 3.45 4.25 2.63 

MAMMA1002427 1.5 2.38 4.54 4.78 5.56 3.41 

MAMMA1002428 2.47 2.26 5.38 4.46 5.11 4.28 

MAMIA1002433 1.74 2.18 6.84 6.72 6.96 6.22 

MAMMA1002434 2.94 2.4 7.38 5.34 4.65 5.03 

MAMMA1002446 1.39 2.34 5.62 3.98 5.84 5.96 

MAMMA1002447 2.51 1.38 6.4 5.11 6.26 5.45 

MAMMA1002454 7.77 9.16 18.07 21.71 17.12 18.35 

MAMMA1002461 2.06 4.11 7.7 4.92 5.41 6.47 

MAMMA1002463 3.28 3.32 8.09 6.98 7.82 5.39 

MAMMA1002464 16.58 16.77 20.05 19.41 20.41 18.09 

MAMMA1002466 9.48 9.89 14.22 14.58 15.75 13.93 

MAMMA1002470 1.39 1.51 5.13 3.54 5.01 3.73 

MAMMA1002475 0.72 1.85 5.03 3.86 5.17 4.65 

MAMMA1002480 0.66 1.21 2.31 1.68 2.84 2.03 

HAHHA1002485 29.98 27.24 46.09 64.83 74.9 80.68 ** + 

MAMMA1002494 2 2 4.11 4.48 5.12 5. 13 * + 



(1080) 4$M 2002-191363 
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MAMMA1002498 0.97 2.57 3.16 2.07 3.18 1.55 

MAHMA1002524 3.04 2.96 6.43 5.18 7.34 6.1 

MAHHA1002530 2.5 3.24 4.88 3.17 4.41 2.55 

MAMMA1002538 2.34 2.38 5.62 5.46 5.13 4.91 

HAMMA1002545 2.37 2.64 6.26 4.56 6.49 4.56 

HAMMA1002554 1.96 1.42 5.43 5.3 6.01 7.81 

MAMMA1002556 1.3 1.9 3.6 3.73 5.75 3.89 

HAHHA1002561 2.3 2.99 7.19 8.13 10.46 7.98 

MAMHA1002565 1.22 2.15 3.52 2.57 4.51 2.55 

MAHMA1002566 0.98 1.87 6.21 1.65 4.7 3.9 

MAMMA1002571 0.53 1.8 3.06 1.43 3.1 4.3 

MAHHA1002573 2.14 1.86 7.06 4.54 5.66 5.97 

MAMMA1002576 118.77 131.84 363.97 348.62 471.73 358.66 

MAMMA1002584 3.52 2.27 11.91 12.86 17.82 13.46 

MAMMA1002585 0.76 1.86 4.38 1.85 3.6 5.26 

HAHHA1002586 1.98 2.55 3.85 4.12 5.02 3.3 

HAHHA1002589 1.08 1.26 2.44 2.36 5.06 3.19 

MAMMA1002590 1.01 1.57 5.87 2.58 6.75 4.57 

MAMHA1002593 2.48 2.48 4.89 4.18 4.07 3.04 

MAMMA1002597 2.47 2.52 7.25 8.06 9.48 8.78 * + 

MAMMA1002598 12.12 13.52 30.83 37.28 48.14 38.91 * + 

MAMMA1002603 1.2 1.39 3.69 3.25 6.24 4.35 

MAMMA1002612 3.51 3.39 12.6 7.66 7.78 9.76 

MAMMA1002617 4.3 3.41 10.15 6.3 7.29 10.05 

MAMMA1002618 1.68 2.27 4.02 2.76 3.59 3.91 

MAMMA1002619 2.96 2.8 5.24 3.22 5.88 3.49 

HAMHA1002622 2.51 2.12 8.02 7.1 7.18 7.15 

HAMMA1002623 2.31 2.21 6.27 5.89 6.17 6.19 

MAMHA1002625 1.32 1.3 3.23 2.3 6.42 2.6 

MAHMA1002627 0.98 0.82 2.93 0.6 1.29 0.21 

MAHMA1002629 1.8 2.23 6.09 5.03 6.74 7.02 

MAMMA1002631 1 1.86 3.61 3.07 4.55 2.97 

MAMMA1002633 6.61 7.44 21.47 19.33 24.55 21.53 

MAMMA1002636 1.02 2.46 6.97 6.79 8.77 9.25 

MAMMA1002637 1.05 1.4 4.66 3.39 4.85 4.28 

HAMHA1002646 1.69 0.8 3.32 2.33 2.86 1.53 

MAMMA1002648 10.51 14.07 21.18 42.29 31.45 39.76 ** + 

MAMMA1002650 1.33 0.56 1.62 1.76 2.08 0.57 

MAMHA1002652 1.76 2.82 7.31 7.5 7.41 9.79 

MAMMA1002655 1.7 2.11 3.65 2.54 4.23 3.78 

MAHMA1002662 0.84 2.24 4.33 3.57 5.68 4.13 

MAMMA1002665 3.61 3.57 10.05 13.42 17.97 19.59 * + 

MAMMA1002671 2.84 3.63 10.17 17.04 16.47 19.3 ** + 

MAHMA1002673 1.32 2.14 4.93 4.07 5.03 2.82 

MAHHA1002684 2.95 3.11 3.84 6.61 8.19 7.54 ** + 

MAHMA1002685 0.68 1.49 2.57 2.05 3.74 2.97 

HAMHA1002692 1.28 1.96 5.45 2.46 4.14 3.62 

MAHMA1002693 1.84 4.18 8 4.63 7.68 6.61 

HAHHA1002698 0.99 1.91 4.05 2.92 4.42 3.3 

HAMMA1002699 2 2.35 4.43 4.05 5.22 3.64 
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8.46 6.72 8.94 8.93 

5.38 4.08 6.16 6.18 
7.04 4.37 7.35 5.81 

6.98 4.88 7.12 7.39 

3.39 2.38 6.29 2.9 
5.57 3.72 6.34 4.59 

4.91 3.85 5.98 4.88 
5.78 5.29 4.45 6.22 

57.81 49.09 54.73 65.13 

10.35 7.92 8.63 7.61 

6.17 13.81 14.09 13.46 

9.18 9.33 12.98 13.16 
3.09 2.29 4.31 1.68 
4.52 7.15 5.86 4.72 
5.56 5.05 5.65 6.26 
2.55 1.57 4.41 1.69 

36.64 38.42 34.23 48.71 

5.95 5.11 6.06 4.26 

4.29 4.63 5.26 2.67 

13.04 13.78 8.03 12.41 

3.31 3.54 5.39 4.39 

19.79 22.54 29.77 24.29 

3.03 2.11 4.89 3.78 

3.85 2.51 4.79 4.11 

3.46 6.45 7.68 5.35 

7.51 7.2 8.09 8.17 

16.52 15.95 24.7 16.5 

3.51 2.28 4.62 2.17 

6.77 6.78 9.66 6.4 

7.92 9.58 12.39 10.66 
2.87 2.89 5.43 2.91 
2.61 2.52 4.77 2.21 

130.59 165.92 139.33 187.18 

9.4 8.22 10.68 10.58 

4.03 1.73 3.97 2.79 

5.31 2.91 4.44 3.93 

3.84 3.32 4.63 5.15 

2.33 4.09 4.81 3 

6.52 5.26 7.3 4.09 
2.45 3.59 3.55 4.67 

208.17 209.17 202.29 249.13 

378.89 560.7 620.76 724.33 

6.91 3.51 5.12 3.96 

6.26 6.35 9.53 10.25 

26.64 22.68 30.03 29.85 

1.78 1.9 3.8 1.97 

3.99 4.48 6.35 4.06 
14.19 22.55 23.63 27.96 

2.12 1.48 5.42 2.03 

1.84 3.01 5.43 2.46 
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MAMMA1002885 0.96 1.59 2.71 2.6 3.26 1.59 

MAMMA1002886 2.63 2.52 3.9 6.01 5.37 7.05 ** + 

MAMMA1002887 1.28 1.83 2.78 2.98 5.14 4.32 * + 

HAMMA1002890 0.79 1.7 4.05 4.39 4.8 4.01 

MAMMA1002892 1.35 2.45 4.98 6.64 6.24 5.84 * + 

IAMMA1002893 4.52 3.58 5.4 7.6 8.03 8.43 ** + 

MAMMA1002895 1.43 1.31 3.28 1.81 3.89 1.64 

MAMMA1002898 0.53 1.67 4.15 2.69 4.72 1.42 

MAMMA1002905 1.32 1.58 2.51 4.1 5.01 3.87 ** + 

MAMMA1002906 15.12 10.76 15.42 19.47 13.76 15.58 

MAMIA1002908 0.99 1.24 4.28 3.53 4.24 4.07 

MAMMA1002909 1.92 2.64 5.67 6.82 8.18 6.57 * + 

MAMMA1002918 2.75 2.69 5.42 5.27 7.26 6.58 

MAMMA1002925 92.88 85.77 163.7 127.31122.97 178.98 

MAHKA1002926 6.08 6.31 16.25 16.64 19.48 19.9 

MAMMA1002930 1.21 1.59 5.67 4.88 8.91 4.21 

MAHMA1002937 4.91 3.87 30.71 40.45 75.17 61.59 * + 

MAMKA1002938 1.67 1.86 2.42 2.35 3.2 3.56 

MAMMA1002941 0.49 1.48 2.78 2.53 3.59 2.24 

HAMHA1002947 2.24 2.59 4.55 6 6.8 7.94 * + 

HAMMA1002964 1.73 2.9 5.91 6.91 7.24 7.16 * + 

MAMMA1002967 1.94 1.59 2.28 2.9 4.19 2.79 

MAMMA1002970 2.72 1.77 6 7.59 7.28 8.96 * + 

MAHMA1002971 1.52 1.6 2.9 2.51 7.27 3.93 

HAMMA1002972 1 1.32 2.95 1.74 4.56 2.12 

MAMMA1002973 1.38 2.45 6.73 4.36 6.72 6.78 

MAMMA1002979 55.6 60.16 121.72 134.02 101.19 107.19 

MAMMA1002982 0.53 1.98 2.28 2.04 3.28 1.9 

MAHHA1002987 1.56 2.11 5.56 3.14 5.55 4.14 

MAMMA1003003 0.77 2,18 4.78 4.46 6.47 5.08 

HAMMA1003004 1.65 1.86 3.7 3.64 3.59 3.16 

HAHHA1003007 0.69 1.16 2.73 1.88 3.7 2.32 

MAMMA1003011 1.56 1.8 3.67 3.77 5.41 3.94 

MAMMA1003013 3.67 5.57 39.41 47.56 59.11 54.29 * + 

MAMMA1003015 1.16 1.8 2.21 2.54 2.9 2.19 

MAMHA1003019 0.6 1.61 2.1 3.12 4.61 2.63 

MAMMA1003020 2.96 4.19 5.34 11.31 10.33 10.09 ** + 

MAMMA1003026 1.29 1.56 2.95 2.66 4.25 2.25 

HAMMA1003031 0.61 1.71 5.64 4.13 5.85 5.89 

MAMMA1003033 1.34 1.65 4.13 2.84 5.11 3.64 

MAMMA1003035 1.66 2.5 5.44 5.12 7.03 4.9 

MAMMA1003039 0.95 0.75 3.31 2.15 4.73 2.48 

MAMMA1003040 1.38 2.54 5.32 4.57 7.47 7.43 

MAMHA1003044 2.36 2.96 6.52 4.29 6.41 5.99 

MAMMA1003047 1.82 3.67 7.61 5.74 7.05 7.13 

MAMMA1003049 0.47 1.72 2.03 1.08 1.56 1.45 

HAMHA1003055 1.24 1.67 4.92 3.77 5.14 3.44 

MAMMA1003056 0.9 0.91 1.85 1.22 2.26 1.02 

MAHMA1003057 2.53 3.34 6.76 7.25 9.2 5.01 

MAMMA1003066 1.65 2.06 4.73 4.1 7.08 5.07 
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MAHMA1003075 1.11 1.71 3.16 1.85 4.37 2.32 

MAMMA1003089 1.69 2.11 7.13 7.85 8.66 7.43 

MAMMA1003092 1.25 1.79 3.21 2.62 4.08 1.76 

HAMMA1003095 2.27 3.33 5.4 7.24 8.57 5.34 

HAMHA1003099 1.88 2.51 4.95 4.09 6.45 4.35 

MAMMA1003102 1.33 2.04 2.88 3.2 3.27 2.39 

MAMMA1003104 0.64 1.07 3.17 2.15 3.25 1.56 

MAMMA1003113 4.22 4.21 6.98 9.22 7.02 7.07 

HAMMA1003126 12.93 14.72 20.89 19.28 12 15.63 

MAMMA1003127 2.95 3.14 5.91 3.88 6.12 5.19 

MAMMA1003131 2.82 3.51 4.86 3.82 5.91 5.88 

MAMMA1003135 3.66 4.65 7.61 2.33 4.04 2.64 

HAHHA1003140 0.73 2.01 3.59 2.3 3.32 1.89 

MAMMA1003146 2.08 2.24 3.89 3.17 5.09 3.3 

MAMMA1003150 1.18 1.8 3.01 3.37 4.29 3.45 * + 

HAHMA1003154 0.54 1.41 2.29 2.21 3.57 2.34 

HAMHA1003155 8.08 9.18 20.88 21.41 17.68 20.56 

MAHHA1003157 5.94 4.82 6.07 5.18 7.05 7.89 

MAHHA1003163 1.74 1.69 4.23 2.55 5.46 3.08 

MAHHA1003164 2.94 4.56 6.23 4.08 9.9 8.18 

MAMMA1003166 3.62 3.5 5.77 6.24 8.66 6.12 

NB9N31000010 2.5 3.88 7.58 9.63 12.26 9.5 * + 

NB9N31000016 0.73 2.8 5.21 4.04 4.41 3.15 

NB9N31000043 8.1 8.88 19.71 12.51 12.3 12.64 

NB9N31000045 167.24 153.32 255.96 401.78 320.53 296.06 * + 

NB9N31000054 7.29 4.42 11.75 11.15 11.87 13.43 

NB9N31000076 2.31 1.94 3.51 4.5 6.35 4.44 * + 

NB9N31000086 2.62 2.65 6.23 3.61 9.71 7.69 

NT2RH1000001 2.56 2.45 6.24 5.7 7.05 6.32 

NT2RH1000018 3.84 4.69 10.6 6.58 9.09 6.92 

NT2RM1000032 1.12 2.64 3.88 2.28 4.92 3.21 

NT2RM1000035 1.72 3.68 5.53 5.44 5.21 5.98 

NT2RM1000037 1.38 2.98 2.75 2.41 4.15 2.11 

NT2RM1000039 3.45 5.13 5.9 6.51 7.26 8.4 * + 

NT2RM1000042 33.96 32.7 65.25 57.46 67.15 64.39 

NT2RM1000055 0.85 1.74 3.34 1.16 3.55 1.16 

NT2RM1000059 3.26 3.16 7.66 4.69 5.97 5.78 

NT2RM1000062 1.13 1.21 1.9 3.47 4.33 2.46 * + 

NT2RM1000065 23.8 16.41 34.06 36.15 35.1 51.38 

NT2RM1000066 4.13 4.31 8.98 7.23 10.95 9.81 

NT2RM1000071 49.63 37.81 86.71 73.04 63.32 84.05 

NT2RM1000080 1.37 2.04 3.8 5.1 5.94 4.5 * + 

NT2RH1000086 4.04 4.65 4.08 5.01 6.23 5.58 * + 

NT2RM1000092 6.17 6.93 15.76 14.48 25.91 15.13 

NT2RM1000118 0.63 1.12 1.22 0.63 1.7 0.44 

NT2RM1000119 1. 32 2. 27 1. 96 1. 84 3. 38 2. 99 

NT2RM1000121 1.13 1.84 1.76 2.92 3.84 2.78 * + 

NT2RM1000122 3.5 3.78 7.34 5.5 8.86 9.57 

NT2RM1000127 0.69 1.34 1.47 2.14 3.36 3.32 * + 

NT2RM1000131 0.71 1.7 1.47 1.36 3.02 2.53 
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NT2RM1000132 3.2 4.88 4.83 6.86 6.46 6.31 * + 

NT2RM1000153 1.75 1.9 3.68 2.38 4.45 4.84 

NT2RM1000184 72.82 77.46 151.91 106.39 163.07 125.55 

NT2RH1000186 1.55 1.46 4.32 2.67 4.72 3.94 

NT2RH1000187 3.11 1.96 5.16 10.09 9.1 8.78 ** + 

NT2RM1000199 1.12 1.37 2.11 2.41 3.51 2.72 * + 

NT2RM1000213 1.32 1.75 2.38 2.66 2.71 2.22 

NT2RM1000215 10.95 11.07 17.21 19.51 22.84 15.14 

NT2RM1000218 9.72 9.95 23.71 26.94 24.74 29.21 

NT2RM1000224 8.8 8.63 15.2 15.51 21.29 17.61 

NT2RM1000236 30.38 24.19 61.14 72.86 82.44 71.5 * + 

NT2RM1000242 0.23 1.17 1.32 0.39 2.27 0.12 

NT2RM1000244 1.41 1.48 3.43 6.9 3.69 6.7 * + 

NT2RM1000252 1.75 1.5 3.4 3.4 3.06 3.18 

NT2RM1000256 7.88 5.89 9.46 26.12 29.45 36.8 ** + 

NT2RM1000257 1.98 3.01 5.09 4.64 6.83 6.65 

NT2RM1000260 7.9 7.01 13.32 9.18 12.49 11.77 

NT2RM1000269 3.87 2.87 5.12 6.63 9.78 3.87 

NT2RM1000271 0.71 0.8 1.87 0.46 2.47 0.51 

NT2RM1000272 1 17. 67 92. 26 202. 95 249. 32 333. 98 356. 74 * + 

NT2RM1000273 10.03 9.45 20.12 22.32 16.68 15.76 

NT2RM1000274 63.11 66.41123.01137.14 91.97 104.48 

NT2RM1000280 3.95 4.18 8.18 6.71 8.72 7.93 

NT2RM1000295 0.49 1 2.2 1.12 3.16 0.87 

NT2RM1000300 1.51 1.87 2.78 3.63 5.75 3.09 

NT2RM1000304 58.38 98.72 161.87 187.58 185.55 204.78 * + 

NT2RM1000314 1.8 2.12 3.6 3.84 4.07 4.33 

NT2RM1000318 12.6 14.04 20.81 35.01 29.96 29.8 ** + 

NT2RM1000335 2.76 2.57 4.34 6.29 5.41 4.09 

NT2RM1000341 0.46 1.27 1.95 1.41 2.33 0.99 

NT2RM1000350 3.04 3.47 5.52 7.32 5.63 6.44 

NT2RM1000354 0.55 1.31 1.31 5.43 7.2 5.72 ** + 

NT2RM1000355 30.24 31.5 56.85 74.62 50.25 61.33 

NT2RM1000361 3.63 3.87 7.23 14.39 20.29 18.78 ** + 

NT2RM1000365 0.58 1.08 1.71 1.27 1.82 0.52 

NT2RM1000372 14.99 19.56 30.06 42.71 46.67 45.44 ** + 

NT2RM1000377 2.04 2.18 9.66 13.38 14.74 13.48 * + 

NT2RH1000388 0.35 1.57 3.01 2.2 3.8 2.42 

NT2RM1000394 0.45 1.31 1.87 1.43 2.72 0.69 

NT2RM1000399 0.53 1.57 3.25 1.98 3.2 1.81 

NT2RM1000407 1.13 1.52 2.17 1.02 2.7 1.51 

NT2RM1000421 0.84 0.57 2.78 1.06 1.77 1.13 

NT2RM1000422 20.65 23.31 54.69 87.5 82.91 79.47 * + 

NT2RM1000430 1.22 1.57 2.01 3.2 3.67 2.95 ** + 

NT2RM1000462 1.55 2.33 7.32 5.59 7.28 8.16 

NT2RM1000499 1.36 2.09 4.74 5 6.16 6.37 * + 

NT2RM1000512 12.49 13.22 19.22 10.54 14.15 19.84 

NT2RM1000519 33.96 37.54 55.78 31.14 29.25 47.55 

NT2RM1000527 7.97 8.92 37.68 55.15 60.19 46.68 * + 

NT2RM1000539 3.45 3.59 12.93 15.52 17.01 18.1 * + 
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NT2RM1000542 

NT2M1000553 

NT2RM1000555 

NT2RM1000558 

NT2RM1000563 

NT2RM1000566 

NT2M1000570 

NT2RM1000571 

NT2RM1000574 

NT2RM1000580 

NT2RM1000620 

NT2RM1000623 

NT2R11000630 

NT2RM1000633 

NT2RM1000634 

NT2RM1000642 

NT2RM1000647 

NT2RM1000648 

NT2RM1000650 

NT2RM1000661 

NT2RM1000666 

NT2RM1000669 

NT2RM1000672 

NT2RM1000681 

NT2RM1000691 

NT2RM1000698 

NT2RH1000699 

NT2RM1000702 

NT2RM1000703 

NT2RM1000704 

NT2RM1000725 

NT2RH1000726 

NT2RH1000731 

NT2RH1000741 

NT2RM1000742 

NT2RM1000744 

NT2RM1000746 

NT2RM1000747 

NT2RM1000752 

NT2RM1000767 

NT2RM1000770 

NT2RM1000772 

NT2RM1000779 

NT2RM1000780 

NT2RM1000781 

NT2RM1000789 

NT2RM1000800 

NT2RM1000802 

NT2RM1000811 

NT2RH1000826 



0.85 1.05 

3.7 2.42 

11.3 11.6 

2.09 5.34 

1.47 2.42 
0.88 1.57 

96.92 77.32 

13.21 11.87 

0.84 2.15 

1.37 2.18 
2.61 2.95 
1.25 1.2 
0.79 2.28 

30.97 39.36 

1.91 4.16 

3.85 5.37 

41.3 39.09 

2.49 2.65 

2.46 3.05 

4.48 5.7 
1 1.77 

3.51 2.76 

2.23 3.95 

99.53 86.09 

2.02 2.61 

1.11 1.43 

1.85 2.86 

3.71 4.64 

11.56 12.36 
24.48 23 

60.92 59.45 

1.85 2.02 

1.11 2.24 

1.38 1.87 
2.61 4.6 

2.1 3.61 

2.25 2.47 

23.34 23.92 

3.83 2.36 

4.14 7.27 

2.97 3.08 
0.76 0.7 

13.03 12.11 
1.16 2.9 

1.07 0.98 

5.28 5.15 

2.87 2.63 

2.44 2.99 
1.78 1.6 

6.06 6.36 
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2.99 1.17 

22.32 42.83 

23.97 34.11 

9.74 9.56 

3.36 4.07 

3.5 3.62 
137.63 167.35 

22.51 43.87 

2.55 2.15 

4.07 5.15 

8.2 8.35 

2.38 1.75 

2.39 1.68 
36.34 54.43 

8.12 2.56 

8.13 8.21 
62.11 57.72 

4.61 6.14 

7.6 5.4 
15.82 15.48 
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5.74 3.61 
4 6.42 

3.17 3.67 

9.47 9.31 

25.24 26.72 

32.91 46.54 

88.28 94.89 
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7.41 9.55 

7.14 4.05 
2.95 2.22 

46.23 44.66 

4.62 3.95 
35.27 25.27 

6.36 4.71 
1.07 1.34 

42.22 53.91 

3.74 3.09 

1.71 2.58 

29.74 29.63 

6.37 5.66 
7.5 4.34 

2.13 2.26 

13.34 14.42 
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NT2RM1000829 3.91 2.87 6.39 6.73 8.48 8.41 * + 

NT2RM1000831 81.54 64.45 185.14 182.43 179.79 197.27 

NT2RM1000833 14.58 13.33 42.25 76.74 73.25 67.48 ** + 

NT2RM1000834 4.06 3.09 6.2 8.49 9.42 10.49 ** + 

NT2RM1000841 12.34 10.01 21.15 34.98 36.63 30.81 ** + 

NT2RM1000848 4.79 4.42 6.44 9.36 12.74 10.45 ** + 

NT2RM1000850 2.66 3.42 13.41 8.55 11.79 9.74 

NT2RM1000852 1.34 1.94 3.23 3.01 5.76 2.61 

NT2RM1000853 1.19 2.85 2.15 3.11 3.26 3.23 

NT2RM1000855 29.27 24.82 45.19 52.48 45.32 58.45 

NT2RM1000857 4.63 5 10.67 8.76 11.3 10.76 

NT2RM1000858 7.3 7.6 15.86 9.09 11.56 10.93 

NT2RM1000867 19.42 15.85 28.1 32.52 35.03 24.06 

NT2RM1000874 3.15 2.65 7.03 5.17 9.62 5.31 

NT2RM1000882 2.36 1.37 3.71 5.39 9.31 5.45 * + 

NT2RM000883 5.21 3.34 7.42 5.18 11.3 7.9 

NT2RM1000885 3.86 4.43 9.4 7.59 8.15 9.8 

NT2RM1000893 3.15 3.41 8.14 7.73 6.17 8.39 

NT28M1000894 3.29 4.4 6.18 8.14 6.11 6.61 

NT2RM1000898 3.72 7.33 10.02 13.4 17.51 12.41 * + 

NT2RM1000899 1.02 2.22 3.07 3.68 7.49 4.69 

NT2RM1000905 11.92 17.41 30.36 37.19 45.16 37.3 * + 

NT2RM1000910 7.5 8.78 20.16 36.37 36.98 37.5 ** + 

NT2RM1000914 6.46 7.69 19.74 14.28 17.33 17.77 

NT2RH1000919 6.1 3.92 9.91 14.61 17.49 15.37 ** + 

NT2RM1000921 0.72 1.9 3.69 2.79 4.27 3.32 

NT2RM1000922 4.7 6.11 8.09 9.03 5.21 6.36 

NT2RM1000924 0.89 3.03 3.04 3.08 2.89 3 

NT2RM1000927 1.35 1.78 2.85 3.07 4.72 3.46 

NT2RM1000951 7.95 11.33 26.73 32.33 34.46 31.18 * + 

NT2RM1000956 7.91 6.36 13.35 23.61 27.46 21.91 ** + 

NT2RM1000960 12.48 10.27 29.06 34.95 37.47 38.96 * + 

NT2RH1000961 3.28 3.61 7.45 9.44 13.18 8.11 

NT2RM1000962 4.14 3.5 8.18 7.59 10.15 9.86 

NT2RM1000973 16.71 15.79 29.32 31.15 11.56 27.73 

NT2RM1000978 0.57 1.46 1.58 0.95 2.64 0.44 

NT2RM1000982 2.34 2.29 3.52 3.57 4.94 4.54 * + 

NT2RM1000991 1.61 1.78 4.25 3.88 5.56 5.23 

NT2RM1000994 6.36 6.16 12.57 16.52 16.64 14.53 * + 

NT2RM1001002 5.11 6.69 15.34 21.78 22.69 22.28 * + 

NT2RM1001003 5.42 5.15 11.98 16.24 9.06 8.46 

NT2RM1001008 1.4 2.22 2.48 1.83 4.34 4.33 

NT2RM1001011 6.29 5.43 7.86 14.4 10.46 14.72 * + 

NT2RM1001013 2.9 2.75 . 4.75 8.29 7.96 5.81 * + 

NT2RH1001017 1 1.82 3.44 3.28 4.86 3.92 

NT2RM1001018 65.15 74.45 146.86 134.65 125.46 113.93 

NT2RM1001026 1.37 2.64 3.17 2.99 4.61 3.31 

NT2RM1001028 0.98 1.73 2.91 1.74 1.89 0.76 

NT2M1001043 4.47 3.64 8.42 11.43 12.7 8.01 

NT2RM1001044 2.23 3.17 4.92 5.03 5.51 3.93 
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NT2RM1001059 1.47 3.72 4.12 4.05 6.11 3.02 

NT2RM1001063 4.11 3.29 6.1 4.22 5.64 5.6 

NT2RM1001066 0.86 1.85 2.44 2.23 3.99 2.85 

NT2RM1001072 1.8 2.8 4.33 1.94 3.74 1.52 

NT2RM1001074 1.66 2.38 5.18 5.18 4.19 2.67 

NT2RM1001076 1.39 2.2 4.94 3.43 4.42 1.72 

NT2RM1001082 1.79 2.6 5.23 5.31 5.92 4.57 

NT2RM1001085 1.25 1.65 2.81 1.16 3.27 1.17 

NT2RM1001092 3.82 4.2 5.57 9.34 7.94 9.82 ** + 

NT2RM1001102 1.7 2.3 4.4 2.49 5.94 4.64 

NT2RM1001103 4.37 3.88 7.18 6.25 10.28 v 8.08 

NT2RH1001105 1.77 2.02 4.63 2.49 5.11 3.51 

NT2RM1001112 2.68 2.66 3.69 3.85 4.75 2.43 

NT2RM1001115 1.44 1.57 4.72 3 6.46 3.73 

NT2RM1001122 2.84 3.35 7.3 9.43 9.75 9.54 * + 

NT2RM1001136 0.88 1.41 2.71 2.31 3.87 1.59 

NT2RM1001139 3.9 3.7 5.38 5.33 11.18 6.77 

NT2RM2000003 2.45 3.33 2.4 4.5 6.29 4.88 * + 

NT2RM2000006 2.34 2.95 7.25 5.12 7.11 6.24 

NT2RH2000010 12.79 13.03 22.58 20.2 17.11 21.83 

NT2RM2000013 8.1 9.44 50.36 68.75 95.32 74.36 * + 

NT2RH2000030 4,8 2.21 23.41 26.33 32.15 28.69 

NT2RM2000032 2.76 2.92 8.53 10.01 12.19 10.67 * + 

NT2RM2000039 3.94 4.67 4.75 6.42 5.78 4.99 

NT2RM2000042 3.5 4.9 11.69 17.71 17.4 15.02 * + 

NT2RM2000092 1 2.38 1.98 1.29 4.69 2.25 

NT2RM2000093 8.37 6.63 11.41 9.02 12.23 10.18 

NT2RM2000101 9.2 9.94 40 61.09 76.38 69.62 * + 

NT2RM2000104 6.82 8.02 46.75 51.34 68.83 43.48 

NT2RM2000124 1.54 2.23 6.33 7.73 8.84 8.47 * + 

NT2RM2000155 5.08 3.77 5.8 9.45 11.58 12.51 ** + 

NT2RM2000191 3.33 5.68 28.62 26.54 34.38 31.6 

NT2RM2000192 1.03 1.29 2.45 6.3 4.75 3.83 * + 

NT2RM2000239 1.92 2.79 3.09 2.85 5.02 3.1 

NT2RM2000240 32.78 29.59 74.35 61.15 60.54 61.71 

NT2RM2000241 4.49 5.9 6.35 8.24 11.72 6.78 

NT2RM2000250 1.29 1.54 4.16 2.09 5.05 2.54 

NT2RM2000259 3.06 3.42 3.59 6.38 8.44 6.74 ** + 

NT2RM2000260 2.53 2.05 3.12 4.23 4.07 5.79 * + 

NT2RM2000265 0.91 1.55 0.99 1.43 2.4 1.09 

NT2RM2000287 4.7 4.23 10.82 10.69 11.54 14.73 

NT2RM2000306 12.24 9.36 10.48 23.63 14 20.79 * + 

NT2RM2000312 19.4 17.81 25.01 38.39 31.27 24.8 

NT2RM2000322 1.93 1.82 4.48 3.79 7.05 3.32 

NT2RM2000343 7.74 8.38 41.34 63.81 79.6 71.12 * + 

NT2RM2000359 3.67 2.86 4.95 4.93 9.55 4.72 

NT2RM2000362 20.09 18.2 62.29 94.88 111.25 95.66 * + 

NT2RM2000363 1.08 1.89 2.97 4.2 4.32 3.33 * + 

NT2RM2000368 2.84 2.4 4.74 6.15 5.98 5.29 * + 

NT2RM2000371 76.64 65.68 119.32 135.82 125 44.64 
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3.34 4.8 3.58 

20.02 25.18 17.11 * + 
3.31 7.65 3.28 
1.72 4.34 2.23 

25.15 18.31 22.51 * + 

1.52 3.08 3.16 

1.89 2.72 2.89 

1.98 2.84 2.09 

4.24 4.5 3.26 

3.61 6.17 2.87 
3.89 7.64 4.18 

7.35 8.65 9.57 ** + 
1.87 2.33 2.46 * 
5.55 6.16 6.9 
3.15 5.48 2.43 

5.87 7.08 7.02 
10.83 4.49 11.2 

3.11 3.32 3.8 
1.94 1.18 1.13 

9.12 8.96 8.14 
1.24 2.33 0.93 

3. 27 4. 14 3. 72 
9.09 9.21 9.57 

2 5.67 3.82 

5.77 8.18 4.7 

11.79 14.95 14.48 

5.98 7.97 6.85 
8.34 9.14 7.19 

40.15 44.01 45.21 

7.96 7.6 8.64 

1.62 2.71 1.92 
17.82 14.5 15.44 

3.76 5.81 5.48 

5.93 7.47 4.55 

53.07 75.02 55.48 

7.92 6.03 5.58 

7.33 14.39 7.56 

4.1 6.4 4.73 

5.41 6.29 5.31 

3.99 4.39 3.72 

5.42 7.79 5.99 
9.4 9.17 8.05 

15.17 14.66 15.83 * + 

17.03 7.1 20.16 

5.28 4.28 6.69 
37.03 16.51 70.9 

4.83 7.13 4.27 

11.46 14.54 11.3 

2.88 5.42 4.33 
9.49 14.18 8.25 
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2175 

NT2RM2000735 3.72 3.72 6.16 4.27 

NT2RM2000740 2.26 2.26 6.2 4.27 

NT2RM2000743 2.26 2.26 7.89 5.65 

NT2RH2000772 6.43 6.43 8.48 5.24 

NT2RM2000773 8. 17 8. 17 19. 56 19. 18 

NT2RM2000776 13.96 13.96 17.16 24.24 

NT2RM2000784 6.64 6.64 8.8 8.74 

NT2RM2000795 4.35 4.35 13.56 7.44 

NT2RM2000796 2.27 2.27 4.64 1.71 

NT2RH2000798 25.81 25.81 160.08 158.19 

NT2RM2000801 45.09 45.09 161.29 160.44 

NT2RH2000821 7.53 7.53 12.33 7.37 

NT2RM2000829 5.76 5.76 13.01 8.05 

NT2RH2000837 3.29 3.29 7.28 4.27 

NT2RM2000924 9.96 9.96 36.74 43.24 

NT2RM2000930 10.64 10.64 18.29 24.45 

NT2RM2000937 4.35 4.35 8.62 5.08 

NT2RM2000939 1.12 1.12 2.37 2.67 

NT2RH2000942 124.8 124.8 253.61 161.4 

NT2RM2000951 1.01 1.01 2.6 2.13 

NT2RM2000952 2.53 2.53 5.31 5.98 

NT2RH2000966 19.69 19.69 111.88 95.61 

NT2RM2000973 23.45 23.45 16.81 39.12 

NT2RH2000983 10.07 10.07 18.59 30.68 

NT2RM2000984 6.48 6.48 7.71 4.88 

NT2RM2000994 8.27 8.27 16.47 13.2 

NT2RM2001004 6.01 6.01 48.58 47.51 

NT2RM2001022 101.09 101.09 350.92 239.63 

NT2RH2001035 10.75 10.75 24.98 24.17 

NT2RM2001038 5.77 5.77 9.86 10.48 

NT2RM2001043 4.45 4.45 10.02 5.1 

NT2RM2001050 2.71 2.71 6.89 4.72 

NT2RM2001055 3.78 3.78 5.89 4.24 

NT2RM2001065 6.17 6.17 15.91 8.51 

NT2RM2001075 39.81 39.81 188.21 154.65 

NT2RM2001083 2.23 2.23 5.57 4.01 

NT2RH2001100 10.38 10.38 93.67 95.8 

NT2RM2001105 6.34 6.34 8.27 11.35 

NT2RH2001109 6.81 6.81 9.4 11.88 

NT2RH2001110 7.67 7.67 21.63 21.2 

NT2RM2001126 6.1 6.1 6.53 5.32 

NT2RM2001131 5.52 5.52 40.22 21.93 

NT2RM2001141 1.64 1.64 6.84 7.09 

NT2RM2001152 1.63 1.63 3.27 4.42 

NT2RM2001177 3.42 3.42 7.23 10.28 

NT2RM2001194 2.74 2.74 7.51 6.68 

NT2RH2001195 3.7 3.7 8.8 6.37 

NT2RM2001196 5.24 5.24 6.35 5.19 

NT2RM2001201 14.45 14.45 25.36 20.02 

NT2RM2001221 4.22 4.22 8.61 11.69 
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NT2RM2001238 2.87 2.87 5.65 3.91 3.88 1.96 

NT2RM2001243 5.39 5.39 8.98 9.81 6.13 6.53 

NT2RM2001244 3.91 3.91 10.63 6.58 9.24 6.41 

NT2RH2001247 14.94 14.94 121.59 110.47 140.27 118.79 

NT2RM2001256 3.84 3.84 5.23 3.15 3.26 2.96 

NT2RM2001269 4.4 4.4 5.98 4.8 5.63 4.74 

NT2M2001278 5.28 5.28 7.37 8.45 8.56 5.35 

NT2RM2001291 3.05 3.05 5.18 3.24 4.62 2.9 

NT2RM2001294 12.47 12.47 24.39 20.08 15.43 17.81 

NT2RM2001295 2.56 2.56 8.82 4.54 4.43 4.99 

NT2RM2001302 2.38 2.38 4.55 2.3 4.5 2.81 

NT2RM2001306 3.51 3.51 7.62 4.1 4.46 5.14 

NT2RM2001312 2.34 2.34 3.72 1.92 2.84 1.68 

NT2RH2001319 2.76 2.76 3.93 3.61 5.29 4.11 

NT2RM2001324 3.73 3.73 8.29 5.48 4.9 5.71 

NT2RM2001345 8.53 8.53 10.01 6.83 11.12 14.14 

NT2RH2001360 4.02 4.02 6.36 5.67 5.9 5.46 

NT2RM2001370 5.75 5.75 14.53 8.56 9.86 11.69 

NT2RM2001391 1.79 1.79 6.07 1.85 5.04 1.65 

NT2RH2001393 4.49 4.49 6.39 5.12 7.91 7.14 

NT2RM2001420 2.94 2.94 4.61 2.61 3.62 3.14 

NT2RM2001423 5,44 5.44 9.53 8.64 11.95 11.36 

NT2RM2001424 5.88 5.88 15.09 11.77 10.31 11.63 

NT2RM2001482 2.24 2.24 6.48 3.5 6.06 3.63 

NT2RM2001499 1.4 1.4 5.81 2.84 4.3 2.17 

NT2RM2001504 3.63 3.63 6.99 3.2 4.54 1.68 

NT2RM2001524 2.51 2.51 5.81 2.34 2.22 3.51 

NT2RM2001530 2.56 2.56 4.42 2.68 4.35 3.52 

NT2RM2001533 5.06 5.06 9.09 8.2 9.18 7.84 

NT2RM2001540 5.77 5.77 8.36 14.57 17.99 27. 1 * + 

NT2RM2001544 2.4 2.4 6.12 3.7 3.72 2.31 

NT2RM2001547 6.6 6.6 15.29 8.44 7.61 8.24 

NT2KM2001558 1.53 1.53 3.44 1.76 4.87 1.71 

NT2M2001575 2.45 2.45 4.57 3.36 4.38 2.29 

NT2RH2001582 2.99 2.99 4.98 2.2 5.16 3.06 

NT2RM2001588 3.69 3.69 8.8 6.39 9.14 6.6 

NT2RM2001592 2.66 2.66 6.2 3.1 5.24 4.64 

NT2RM2001603 4.74 4.74 8.7 10.42 12.03 11.77 * + 

NT2RM2001605 1.74 1.74 4.52 3.08 1.51 2.39 

NT2RM2001611 2.28 2.28 8.63 3.74 3.34 3.51 

NT2RM2001613 14.91 14.91 32.53 21.51 13.13 27.42 

NT2RM2001626 2.45 2.45 3.08 2.1 4.28 2.06 

NT2RM2001632 4.93 4.93 7.07 4.67 4.88 5.42 

NT2RM2001633 4.45 4.45 10.39 3.74 5.15 5.43 

NT2RM2001635 4.33 4.33 9.54 4.3 5.81 4.7 

NT2RM2001636 4.88 4.88 7.35 12.75 18.11 13.34 ** + 

NT2RM2001637 1.25 1.25 6.48 4.18 3.68 2.51 

NT2M2001639 3.98 3.98 9.32 4.67 4.33 3.29 

NT2RM2001641 1.63 1.63 4.69 4.84 6.02 2.71 

NT2RM2001643 2.78 2.78 7.46 4.79 4.4 2.83 
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20.13 17.07 25.5 

4.29 8.13 4.46 

5.73 5.28 6.95 

2.08 2.29 2.63 ** - 

4.51 4.89 4.8 

7.66 5.72 7.02 

2.88 3.96 3.56 
3.9 6.46 4.85 

1.97 3.73 0.64 

3.13 4.64 3.39 

1.29 2.72 1.14 ** - 

3.11 3.82 2.46 * 

17.41 19.26 34.51 
7.15 6.7 6.8 

4.06 3.49 1.65 

4.19 3.75 5.48 

2.56 3.37 3.91 

3.89 3.85 3.99 

3.33 3.13 3.32 
5.62 7.33 5.18 

3.03 5.49 2.92 
5 3.5 3 

5.1 5.21 5.71 

7.51 7.28 5.7 

5.04 5.43 3.85 

6.71 10.25 9.08 * + 
4.39 5.02 4.46 

5.72 6.09 4.54 

2.4 2.83 2.67 
27.49 25.48 36.23 

2.45 3.12 2.03 * + 
148.84 168.4 146.29 * + 

3.41 4.21 3.05 

7.15 5.97 5.05 

2.34 3.24 1.48 
4.96 7.71 7.57 
2.81 2.5 1.41 

5.5 5.02 2.76 
5.49 5.54 5.76 
7.62 5.96 8.9 

5 5.94 2.71 

5.01 4:03 5.24 

4.46 7.34 2.44 

2.53 4.2 1.71 
15.62 15.23 21.11 

2.54 1.88 2.32 

3.52 2.89 4.42 
0.97 1.48 0.27 
1.87 2.46 1.37 

34.68 34.2 35.81 
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2181 2182 

NT2RM2001832 5.93 5.93 6.1 5.19 5.48 2.93 

NT2RM2001839 67.48 67.48 123.46 152.63 157.11 121.35 

NT2RM2001840 3.04 3.04 7.13 4.61 5.11 5.37 

NT2RM2001851 3.92 3.92 7.61 3.78 4.74 6.49 

NT2RM2001855 8.21 8.21 11.51 10.22 12.06 15.41 

NT2RM2001867 2.82 2.82 5.01 2.83 5.62 3.74 

NT2RM2001869 60.8 60.8 90.58 101.19 79.67 105.32 

NT2RH2001879 3.01 3.01 6.99 2.55 3.19 2.66 

NT2RM2001883 1.52 1.52 3.26 0.98 2.28 0.73 

NT2RM2001886 1.57 1.57 4.56 2.48 3.51 2.42 

NT2RM2001887 3.78 3.78 7.66 4.48 4.97 5.73 

NT2RM2001896 274.2 274.2 378.57 325.68 216.52 497.31 

NT2M2001902 1.92 1.92 4.28 1.31 2.92 2.14 

NT2RM2001903 16.25 16.25 42.55 35.47 31.71 37.22 

NT2RM2001930 2.11 2.11 6.3 2.3 5.86 5.44 

NT2RH2001935 4.16 4.16 5.04 3.16 4.42 5.87 

NT2RM2001936 2.81 2.81 4.9 2.99 3.44 4 

NT2RM2001939 3.56 3.56 3.34 1.82 3.01 3.16 

NT2RM2001941 1.84 1.84 4.29 2.84 2.82 2.72 

NT2RM2001950 4.66 4.66 10 6.01 6 8.69 

NT2RM2001952 2.67 2.67 4.78 2.49 4.55 5.37 

NT2RH2001976 11.48 11.48 18.2 14.58 11.46 35.27 

NT2RM2001982 1.85 1.85 3.91 2.04 2.47 1.88 

NT2RM2001983 4.45 4.45 8.36 4.18 6.49 7.54 

NT2M2001984 7.74 7.74 8.88 20.06 27.05 22.95 ** + 

NT2RM2001989 2.72 2.72 3.68 2.99 4.26 3.7 

NT2RM2001996 7.51 7.51 8.09 4.8 8.01 5.29 

NT2RH2001997 3.65 3.65 7.29 3.18 5.09 6.78 

NT2RM2001998 2.24 2.24 5.07 3.33 6.53 3.96 

NT2RM2001999 4.86 4.86 7.69 6.88 6.02 4.01 

NT2RM2002003 11.33 11.33 18.17 10.15 11 14.9 

NT2RM2002004 1.99 1.99 5.79 2.51 2.09 1.9 

NT2RM2002009 5.35 5.35 9.03 9.85 11.04 11.09 * + 

NT2RM2002014 2.62 2.62 3 3.65 4.47 4.03 ** + 

NT2RM2002019 25.1 25.1 38.52 19.47 14.2 16.35 

NT2RM2002029 12.92 12.92 19.01 10.82 4.88 14.74 

NT2RM2002030 4.15 4.15 5.8 13.54 9.71 21.98 * + 

NT2RM2002034 22.05 22.05 31.76 24.83 20.89 21.04 

NT2RM2002049 7.4 7.4 12.12 9.76 10.42 13.22 

NT2RM2002055 2.8 2.8 8.01 1.91 4.03 2.52 

NT2RH2002072 9.26 9.26 12.88 12.28 19.12 12.82 

NT2RM2002088 4.82 4.82 13.85 11.35 11.7 15.28 

NT2RM2002091 4.98 4.98 8.44 5.92 3.82 4.61 

NT2RM2002100 3.26 3.26 6.05 4.82 4.24 3.19 

NT2RM2002109 1.31 1.31 3.57 2.57 4.88 4.92 

NT2RH2002126 21.41 21.41 32.24 35.28 22.31 31.52 

NT2M2002128 3.7 3.7 5.17 2.74 3.86 2.41 

NT2RM2002129 6.43 6.43 11.48 8.53 13.03 10.66 

NT2RM2002142 5.72 5.72 9.74 5.26 8.91 6.4 

NT2RM2002144 3.27 3.27 3.76 1.85 1.73 1.62 ** 
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NT2RM2002145 2.63 2.63 8.69 6.1 5.18 5.98 

NT2RM2002153 2.61 2.61 6.37 6.31 7.62 5.75 

NT2RM2002163 0.97 0.97 3.41 1.87 3.4 0.64 

NT2RM2002170 3.28 3.28 7.03 6.62 7.5 7.65 

NT2RM2002178 3.99 3.99 3.67 3.5 5.48 2.9 

NT2RM2002179 7.82 7.82 8.69 6.17 8.15 6.02 

NT2RM2002270 4.51 4.51 4.56 2.28 1.76 1.67 ** 

NT2RM2002326 2.47 2.47 3.86 2.13 3.69 2.34 

NT2RM2002337 1.88 1.88 3.97 5.4 4.22 4.79 * + 

NT2RM2002339 2.83 2.83 6.29 5.26 5.22 3.85 

NT2RH2002345 5.16 5.16 6.03 4.04 4.2 4.21 * 

NT2RM2002368 2.43 2.43 5.86 6.05 7.01 4.96 

NT2RM2002381 2.23 2.23 5.16 3.47 3.65 2.8 

NT2RM2002424 4.64 4.64 7.1 6.69 8.5 6.3 

NT2RM2002450 4.17 4.17 3.87 2.29 2.39 1.87 ** 

NT2RM2002482 3.93 3.93 4.65 2.66 3.2 3.79 

NT2RM2002492 9.39 9.39 24.31 29.13 24.65 29.29 

NT2RM2002575 3.26 3.26 5.23 5.99 6.03 5.07 

NT2RM2002580 4.23 4.23 4.68 4.82 7.79 7.42 

NT2RM2002592 7.7 7.7 12.59 13.07 15.28 14.69 * + 

NT2RM2002608 27.33 27.33 45.49 57.07 65.96 48.3 * + 

NT2RM2002615 6.01 6.01 9.38 13.15 20.32 14.42 * + 

NT2RH2002622 14.35 14.35 16.22 18.38 24.99 13.44 

NT2RM2002630 4.86 4.86 6.63 8.05 7.37 6.7 

NT2RM2002634 1.72 1,72 4.66 4.71 4.6 3.94 

NT2RM2002645 27.02 27.02 68.46 30.66 14.59 31.46 

NT2RM2002646 12.09 12.09 25.03 29.45 22.88 34.8 

NT2RM2002647 7.68 7.68 17.56 19.5 17.74 23.44 

NT2RM2002652 5.11 5.11 4.71 4.3 6.43 3.73 

NT2RM2002692 4.59 4.59 4.48 2.5 2.86 2.02 ** 

NT2RH2002721 30.26 30.26 46.01 62.71 84.18 61.02 * + 

NT2RH2002748 18.37 18.37 43.62 87.35 119.27 102.35 ** + 

NT2RM2002764 2.28 2.28 5.3 5.05 5.95 4.07 

NT2RH2002772 3.15 3.15 9.32 9.66 7.81 5.44 

NT2RM2002811 5.79 5.79 12.3 14.01 9.18 10.45 

NT2RM2002818 2.03 2.03 7.94 5.86 5.42 7.13 

NT2RM2002879 4.21 4.21 7.17 8.39 7.87 9.11 * + 

NT2RM2002979 11.79 11.79 19.66 24.49 23.23 21.79 * + 

NT2RM2002981 4.42 4.42 3.78 3.58 4.95 2.63 

NT2RM2002995 5.13 5.13 3.29 3.42 3.74 3.5 

NT2RM2003031 1.37 1.37 2.63 3 2.58 1.9 

NT2RM2003042 4.1 4.1 10.77 10.59 6.02 6.07 

NT2RM2003044 1.88 1.88 4.11 2.13 5.11 1.2 

NT2RM2003090 4.4 4.4 7.64 9.36 7.91 10.68 * + 

NT2RM2003095 11.98 11.98 25.25 15.63 16.43 19.04 

NT2RM2003116 11.16 11.16 16.09 17.96 21.43 22.08 * + 

NT2RM2003222 3.98 3.98 3.63 2.67 3.64 2.35 

NT2RM2003224 11.29 11.29 15.33 24.29 29.77 20.76 * + 

NT2RM2003250 14.18 14.18 86.06 85.79 96.6 94.15 

NT2RM2003258 4.59 4.59 6.32 6.54 5.11 5.69 
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NT2RM2003262 5.07 5.07 7.33 5.06 

NT2RH4000023 2.15 2.15 7.02 3.57 

NT2RM4000024 2.28 2.28 6.78 3.17 

NT2RM4000027 4.74 4.74 7.77 4.85 

NT2RM4000030 2.95 2.95 5.73 3.16 

NT2RM4000033 2.51 2.51 4.77 2.36 

NT2RM4000034 1.93 1.93 5.35 3.74 

NT2RH4000046 1.37 1.37 3.79 1.57 

NT2RM4000052 1.82 1.82 3.55 1.72 

NT2RM4000054 10.43 10.43 13.85 12.07 

NT2RM4000061 1,65 1.65 4.17 1.66 

NT2RM4000074 15.83 15.83 43.57 27.9 

NT2RH4000085 5.35 5.35 10.1 8.41 

NT2RM4000086 3.06 3.06 4.5 3.84 

NT2RM4000100 6.62 6.62 15.05 12.74 

NT2RM4000101 3.77 3.77 9.11 7.17 

NT2RM4000102 32.35 32.35 42.47 27.24 

NT2RM4000104 2.78 2.78 7.13 3.41 

NT2RM4000115 2.87 2.87 6.1 3.91 

NT2RM4000129 2.17 2.17 4.75 2.62 

NT2RM4000139 3.17 3.17 3.31 3.58 

NT2RM4000149 2.74 2.74 1.49 2.41 

NT2RM4000155 2.73 2.73 5.5 2.13 

NT2RM400O156 5.94 5.94 16.74 20.45 

NT2RM4000167 1.36 1.36 2.58 2.61 

NT2RM4000169 9.95 9.95 36.53 29.12 

NT2RM4000191 4.29 4.29 7.56 5.49 

NT2RM4000197 2.73 2.73 4.78 1.83 

NT2RM4000198 3.38 3.38 7.42 5.26 

NT2RM4000199 2 2 3.51 2.8 

NT2RM4000200 0.67 0.67 3.19 2.25 

NT2RM4000202 1 1 3.24 2.11 

NT2RM4000210 1.46 1.46 3.72 2.41 

NT2RM4000215 2.54 2.54 5.43 3.3 

NT2RM4000220 6.42 6.42 10.52 8.68 

NT2RM4000229 3.26 3.26 6.62 1.46 

NT2RM4000231 6.37 6.37 7.06 6.13 

NT2RM4000233 4.83 4.83 17.3 11.9 

NT2RM4000244 2.35 2.35 5.22 3.86 

NT2RM4000251 3.85 3.85 10.97 4.82 

NT2RM4000255 2.28 2.28 4.7 3.79 

NT2RM4000265 2.23 2.23 5.69 4.29 

NT2RH4000283 18.14 18.14 26.21 37.17 

NT2RM4000284 13.85 13.85 33.72 31.96 

NT2RM4000290 6.31 6.31 7.76 3.77 

NT2RM4000295 2.36 2.36 2.16 2.32 

NT2RM4000306 3.79 3.79 7.76 7.1 

NT2RM4000307 5.04 5.04 9.13 9.95 

NT2RM4000309 2.48 2.48 5.34 3.92 

NT2RM4000313 3.92 3.92 9.61 5.75 
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NT2RM4000517 34.51 34.51 74.2 76.45 
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NT2RH4000658 
NT2RM4000661 
NT2KM4000673 
NT2RH4000674 
NT2RM4000689 
NT2RH4000698 
NT2RM4000700 
NT2RM4000701 
NT2RH4000712 
NT2RM4000717 
NT2RH4000733 
NT2RM4000734 
NT2RM4000741 
NT2RM4000744 
NT2RM4000749 
NT2RM4000751 
NT2RH4000752 
NT2RM4000760 
NT2RM4000761 
NT2RM4000764 
NT2RM4000768 
NT2RM4000778 
NT2RM4000779 
NT2RM4000787 
NT2M4000790 
NT2RM4000795 
NT2RH4000796 
NT2RM4000798 
NT2M4000800 
NT2RM4000813 
NT2RH4000820 
NT2RM4000827 
NT2RM4000830 
NT2RM4000833 
NT2RM4000841 
NT2RM4000846 
NT2RM4000848 
NT2RM4000852 
NT2RM4000855 
NT2RM4000859 
NT2RM4000868 
NT2M4000870 
NT2RM4000879 
NT2RM4000882 
NT2RM4000887 
NT2RH4000895 
NT2RM4000897 
NT2RM4000901 
NT2RM4000950 
NT2RM4000965 



3.22 
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3.02 
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14.85 
2.39 
10.07 
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2.14 
4.37 
2.17 
2.14 
1.76 
15.53 
2.88 
4.11 
3.5 
237.9 
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NT2RM4000971 2.49 2.49 4.78 4.84 4.29 7.62 

NT2RM4000979 5.16 5.16 12.71 10.23 10.46 7.87 

NT2RM4000987 1.9 1.9 4.59 3.64 4.22 3.21 

NT2RM4000989 2.51 2.51 5.17 4.2 5.16 4.99 

NT2RM4000991 3.1 3.1 4.83 2.87 3.53 8.73 

NT2RM4000992 3.39 3.39 5.41 3.6 4.54 3.19 

NT2RM4000996 6.22 6.22 7.86 7.14 8 7.28 

NT2RM4000997 3.53 3.53 13.96 9.81 10.96 10.89 

NT2RM4001001 26.06 26.06 55.43 37.67 34.22 54.29 

NT2RM4001002 5.13 5.13 11.03 11.54 11.33 19.44 

NT2RM4001016 1.63 1.63 2.73 4.07 5.31 3.76 

NT2RM4001025 65.77 65.77 133.97 148.39 181.87 171.5 

NT2RM4001027 2.49 2.49 3.66 1.67 1.77 4.31 

NT2RM4001032 2.55 2.55 6.74 4.94 5.46 3.84 

NT2RH4001047 3.87 3.87 3.7 2.61 2.73 2.7 

NT2RM4001049 3.97 3.97 10.12 18.29 20.63 26.25 

NT2RM4001051 2.72 2.72 12.54 11.17 10.12 13.68 

NT2RM4001052 14.95 14.95 72.14 75.49 75.01 79.12 

NT2RM4001053 14.96 14.96 39.3 41.36 28.95 25.87 

NT2RM4001054 3.13 3.13 5.17 5.34 5.69 5.01 

NT2RM4001059 3.65 3.65 6.37 4.91 3.52 4.48 

NT2RM4001071 4.03 4.03 7.35 6.8 7.34 6.55 

NT2RH4001084 8.04 8.04 6.52 9.49 10.53 9.53 

NT2RM4001092 12.61 12.61 109.97 76.93 98.78 73.14 

NT2RM4001100 6.72 6.72 20,93 22.35 15.18 18.98 

NT2RM4001116 1.17 1.17 2.5 2.77 2.96 2.16 

NT2RM4001119 1.74 1.74 4.82 4.72 4.22 4.15 

NT2RM4001140 2.65 2.65 7.49 8.27 7.78 9.03 

NT2RM4001148 6.59 6.59 13.68 12.1 12.92 15.83 

NT2RM4001151 3.7 3.7 4.31 1.94 3.65 1.68 

NT2RM4001155 5.51 5.51 6.36 3.55 5.37 4,63 

NT2RM4001157 1.68 1.68 4.95 4.86 2.81 3.82 

NT2RM4001160 1.57 1.57 3.39 2.99 1.9 2.41 

NT2RM4001163 42.35 42.35 86.27 106.63 52.13 98.56 

NT2RM4001187 2.64 2.64 7.25 3.96 4.87 5.2 

NT2RM4001191 3.2 3.2 9.95 8.59 6.36 8.72 

NT2RM4001200 3.83 3.83 6.35 5.52 4.41 4.11 

NT2RM4001203 9.93 9.93 20.29 22.65 25.36 21.82 

NT2RH4001204 3.23 3.23 3.59 3.17 2.83 2.6 

NT2RM4001217 4.62 4.62 12.16 11.26 13.39 13.72 

NT2RM4001245 7.31 7.31 17.14 13.76 14.49 17.16 

NT2RH4001247 3.23 3.23 9.1 5.73 6.57 5.03 

NT2RM4001256 2.51 2.51 6.39 3.57 5.48 4.14 

NT2RM4001258 8.2 8.2 24.68 25.02 24.16 22.89 

NT2RM4001267 3.43 3.43 4.83 3.93 4.3 8.08 

NT2RM4001273 4.23 4.23 8.38 7.39 6.96 8.77 

NT2RM4001281 4 4 10.54 10.15 9.05 10 

NT2RM4001286 345.27 345.27 526.77 215.2 220.51 552.53 

NT2RH4001290 23.51 23.51 61.5 56.51 48.6 59.58 

NT2RM4001309 2.64 2.64 6.81 3.17 5.42 4.05 
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NT2RM4001313 2.63 2.63 8.62 3.81 6.36 7.03 

NT2RM4001316 3.14 3.14 6.12 3.39 3.85 5.25 

NT2RM4001320 2.4 2.4 6.43 2.83 3.16 5.6 

NT2RM4001321 3.98 3.98 8.62 6.17 7.03 6.24 

NT2RM4001325 2.54 2.54 5.2 4.76 2.93 5.25 

NT2RH4001333 8.65 8.65 18.06 8.57 10.76 9.51 

NT2RM4001340 4.81 4.81 12.27 6.99 7.72 11.24 

NT2RM4001344 4.09 4.09 4.69 3.04 3.44 4.93 

NT2RM4001347 6.49 6.49 9.8 10.53 9.72 17.71 

NT2RM4001357 7.59 7.59 12.09 8.58 11.68 9.37 

NT2RM4001360 2.79 2.79 5.11 3.82 2.85 3.07 

NT2RM4001371 4.71 4.71 8.57 6.58 13.16 12.93 

NT2RM4001377 8.01 8.01 13.74 8.66 9.23 10.58 

NT2RM4001382 17.31 17.31 56.74 35.57 28.32 38.22 

NT2RH4001384 2.17 2.17 4.11 2.35 3.34 3.75 

NT2RH4001400 3.78 3.78 5.76 4.87 4.66 5.07 

NT2RM4001409 2.55 2.55 6.82 4.82 4.63 5.27 

NT2RM4001410 5.48 5.48 21.69 17.34 21.09 18.91 

NT2RM4001411 2.66 2.66 6.5 5.86 6.64 6.77 

NT2RM4001412 1.75 1.75 3.33 2.39 2.52 2.79 

NT2RM4001414 2.18 2.18 4.83 2.45 2.4 3.77 

MT2RM4001436 8.35 8.35 16.65 10.45 10.13 15.55 

NT2RM4001437 2.77 2.77 8.85 8.31 11.26 7.67 

NT2RH4001444 11.57 11.57 25.93 21.1 18.36 18.42 

NT2RM4001454 3.62 3.62 7.89 6.16 5.03 4.79 

NT2RM4001455 5.85 5.85 22.19 18.03 25.08 26.16 

NT2RM4001483 4.37 4.37 8.77 4.97 5.43 6.46 

NT2RM4001489 3.12 3.12 7.04 3.64 4.19 5.46 

NT2RM4001495 1.35 1.35 5.13 2.85 3.29 3.37 

NT2RM4001499 1.74 1.74 4.98 3.65 2.77 3.3 

NT2RM4001515 0.95 0.95 3.38 2.65 5.38 3.41 

NT2RM4001519 1.86 1.86 4.6 2.24 4.38 2.85 

NT2RM4001522 3.8 3.8 7.66 5.36 7.42 9.13 

NT2RM4001523 5.46 5.46 9.11 4.82 7.58 5.79 

NT2RH4001550 11.9 11.9 17.38 16.49 16.76 15.01 

NT2RM4001553 7.88 7.88 13.4 23.26 23.53 23.87 ** + 

NT2RM4001554 0.86 0.86 1.74 1.85 1.11 2.2 

NT2RM4001557 2.5 2.5 6.33 5.05 3.36 4.89 

NT2RM4001565 1.87 1.87 4.05 2.46 3.34 3.23 

NT2RM4001566 3.23 3.23 8.57 8.91 10.49 11.42 

NT2RM4001569 1.47 1.47 5.4 3.35 4.15 1.56 

NT2RM4001579 6.57 6.57 16.69 19.23 23.83 18.22 

NT2RM4001582 4.06 4.06 5.97 2.16 3.17 2.67 * 

NT2RM4001589 21.51 21.51 37.16 42.45 55.76 47.57 * + 

NT2RM4001592 1.37 1.37 2.96 3.02 2.14 3.71 

NT2RM4001594 1.98 1.98 4.09 5.4 5.24 5.67 * + 

NT2RM4001597 2.65 2.65 5.64 5.17 4.97 4.33 

NT2RM4001605 2.7 2.7 6.18 5.71 5.92 5.93 

NT2RM4001609 23.65 23.65 45 61.08 78.89 77.31 * + 

NT2RM4001610 48.1 48.1 69.16 132.54 132.39 115.22 ** + 
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4.56 2.33 

7.95 6.68 
19.88 14.67 

3.02 3.92 

39.6 41.63 

8.82 12.09 
24.55 31.07 
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3.22 3.12 

11.44 12.02 
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5.6 2.37 
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4.44 3.5 

14.54 13.34 

7.16 7.65 
15.86 16.09 

9.57 6.31 
9.5 15.16 

11.25 7.44 

5.96 5.22 
18.43 13.33 
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2197 2198 

NT2RM4001876 2.24 2.24 6.94 3.65 4.39 7.25 

NT2RM4001880 3.6 3.6 8.57 5.13 5.41 7.67 

NT2RM4001885 5.71 5.71 11.11 7.11 6.56 11.98 

NT2RM4001889 10.25 10.25 18.24 16.31 15.85 21.33 

NT2RM4001894 2.61 2.61 6.07 3.58 3.65 3.49 

NT2RM4001897 7.87 7.87 20.24 18.41 20.4 23.46 

NT2RM4001899 3.36 3.36 7.43 4.92 8.19 8.54 

NT2RM4001905 3 3 4.84 3.3 4.53 7.1 

NT2RM4001922 2.55 2.55 6.05 3.97 4.84 5.11 

NT2RM4001930 2.64 2.64 8.9 2.88 6.53 6.38 

NT2RM4001938 2.65 2.65 4.91 5.09 5.65 6.43 

NT2RM4001940 2.73 2.73 6.17 5.91 4.46 5.48 

NT2RH4001942 37.36 37.36 32.02 53.86 59.28 82.77 * + 

NT2RM4001953 4.65 4.65 9.68 5.04 6.79 4.91 

NT2RM4001965 4.96 4.96 8.82 10.18 8.54 8.39 

NT2RH4001966 3 3 5. 14 6.3 7.45 8.19 * + 

NT2RM4001969 2.22 2.22 7.29 5.01 2.95 4.5 

NT2RM4001974 1.19 1.19 4.61 1.89 2.96 4.83 

NT2RM4001979 2.09 2.09 6.37 3.39 4.65 7.36 

NT2RM4001980 4.3 4.3 7.59 7.58 8.02 9.33 

NT2RM4001984 2.31 2.31 5.36 2.68 3.49 4.57 

NT2RM4001987 3.36 3.36 9.66 2.92 4.6 5.01 

NT2RH4002013 6.62 6.62 15.13 13.47 17.16 19.8 

NT2RH4002018 2.31 2.31 5.15 4.09 5.53 7.1 

NT2RM4002033 3.19 3.19 8.16 4.91 3.27 5.93 

NT2RM4002034 1.89 1.89 6.19 4.82 4.38 4.03 

NT2RM4002044 7.71 7.71 17.9 18.75 12.3 18.5 

NT2RM4002047 3.88 3.88 5.19 2.68 5.38 9.2 

NT2RM4002054 4.54 4.54 6.97 2.56 4.3 3.89 

NT2RM4002055 13.72 13.72 74.75 60.51 91.27 61.53 

NT2RM4002059 23.73 23.73 31.85 48.05 63.09 52.61 ** + 

NT2RM4002061 3.72 3.72 5.32 3.59 3.69 4.81 

NT2RM4002062 1.9 1.9 5.41 3.66 2.84 4.26 

NT2RH4002063 2.21 2.21 8.1 7.64 7.35 3.79 

NT2RM4002066 2.07 2.07 5.29 4.42 6.32 4.07 

NT2RM4002067 2.51 2.51 4.27 3.07 5.19 4.41 

NT2RM4002073 3.73 3.73 7.24 5.51 7.69 5.16 

NT2RM4002074 5.19 5.19 7.35 5.67 7.47 4.49 

NT2RM4002075 5.13 5.13 5.9 3.16 3.18 2.91 ** - 

NT2RM4002076 3.13 3.13 3.05 1.94 2.52 1.71 * 

NT2RM4002078 10.3 10.3 28.06 23.95 20.81 26.64 

NT2RM4002081 10.47 10.47 30.87 19.18 17.8 18.22 

NT2RM4002082 1.25 1.25 3.02 3.85 2.58 1.23 

NT2RH4002093 2.82 2.82 3.9 4.79 4.66 4.79 * + 

NT2RM4002109 4.42 4.42 11.51 13.95 15.12 15.21 * + 

NT2RM4002115 2.86 2.86 4.51 4.81 4.8 2.52 

NT2RM4002118 4.48 4.48 6.14 4.3 4.86 4.27 

NT2RM4002128 3.78 3.78 4.57 2.84 3.31 3. 13 * 

NT2RM4002137 3.96 3.96 8.14 10.27 7.51 8.92 

NT2RM4002139 3.78 3.78 8.98 7.03 7.84 7.87 
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NT2RM4002140 4.04 4.04 9.45 8.87 7.81 10.17 

NT2RM4002145 5.99 5.99 17.51 25.81 31.07 24.47 * + 

NT2RM4002146 4.51 4.51 8.23 8.56 9 8.92 

NT2RM4002161 2.33 2.33 4.97 1.38 3.15 5.3 

NT2HM4002174 4.86 4.86 8.02 3.12 4.53 6.15 

NT2RH4002178 7.3 7.3 24.43 28.61 33.13 29.27 * + 

NT2RM4002180 3.47 3.47 11.93 9.27 10.02 11.28 

NT2RH4002185 5.94 5.94 35.51 31.59 32.34 31.69 

NT28M4002189 1.6 1.6 3.24 3.68 5.59 4.91 * + 

NT2RM4002194 9.3 9.3 25.94 37.2 29.64 38.23 * + 

NT2EM4002198 6.09 6.09 7.61 9.37 8.4 10.04 * + 

NT2RH4002205 4.01 4.01 9.05 6.76 7.86 8.76 

NT2RM4002213 5.36 5.36 8.79 8.05 11.99 14.41 

NT2RM4002216 7.35 7.35 12.58 16.58 23.93 18.16 * + 

NT2RM4002226 3.84 3.84 9.71 20.85 16.65 16.5 ** + 

NT2RM4002237 4.19 4.19 10.13 10.37 7.64 13.22 

NT2RH4002240 1.96 1.96 3,64 3.73 3.71 7.59 

NT2RM4002251 2.11 2.11 6.2 7.87 5.48 5.17 

NT2RM4002256 4.38 4.38 10.68 10.7 9.46 9.64 

NT2RH4002262 2.85 2.85 6.25 3.34 4.43 9.66 

NT2RM4002266 3.93 3.93 4.76 2.76 3.55 4.47 

NT2RM4002276 11.23 11.23 15.55 16.5 28.25 20.64 

NT2RM4002278 1.89 1.89 4.59 4.33 3.99 5.11 

NT2RH4002281 17.71 17.71 59.08 62.68 51.19 59.89 

NT2RM4002287 2.08 2.08 3.84 2.46 4.21 3.32 

NT2KM4002294 3.19 3.19 6.99 6.28 6.09 8.69 

NT2RM4002298 18.59 18.59 60.14 86.09 89.9 88.75 * + 

NT2RM4002301 3.2 3.2 6.85 4.63 5.94 4.02 

NT2RM4002306 4.71 4.71 8.24 4.99 5.31 4.2 

NT2RM4002323 3.9 3.9 4.06 4.11 4.39 3.11 

NT2RM4002334 11.54 11.54 20.76 17.92 20.72 16.95 

NT2RM4002339 1.78 1.78 3.52 1.33 1.3 1.38 

NT2RM4002344 2.36 2.36 5.74 2.87 3.57 7.92 

NT2RM4002345 3.56 3.56 10.59 5.06 4.63 7.5 

NT2RM4002352 2.04 2.04 7.67 3.99 5.14 3.74 

NT2RH4002362 20.38 20.38 24.92 11.23 14.32 15.17 * 

NT2RM4002373 2.1 2.1 3.96 3.21 2.55 3.63 

NT2RM4002374 2.28 2.28 4.39 2.29 3.58 4.3 

NT2RM4002376 4.02 4.02 6.03 3.31 2.97 5.52 

NT2RH4002383 2.8 2.8 8.49 4.76 5.79 4.28 

NT2RM4002390 3.03 3.03 6.01 4.06 5.27 7.37 

NT2RM4002398 5.16 5.16 43.18 33.97 50.73 30.41 

NT2RM4002409 2.11 2.11 5.93 3.37 4.29 1.9 

NT2RM4002414 4.73 4.73 6.21 7.37 9.12 14.53 

NT2RM4002438 2.07 2.07 5.28 3.03 4.38 7.18 

NT2RM4002440 2.99 2.99 6.92 5.78 5.32 9.49 

NT2RM4002446 2.23 2.23 6.08 2.95 4.45 5.7 

NT2RM4002450 3.36 3.36 10.01 6.15 7.75 7.24 

NT2RM4002452 2.13 2.13 6.3 3.67 5.15 7.23 

NT2RM4002457 2.68 2.68 4.44 2.66 3.26 4.52 
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5.77 3.32 5.34 4.04 

3.68 1.57 2.45 1.43 
12.62 14.39 13.72 14.3 

6.69 4.91 7.98 11.54 
16.18 10.19 11.5 12.2 
16.91 8.79 5.81 11.68 

3; 22 1.96 3.51 2.73 

72.9 59.42 52.07 54.3 

10.68 10.57 13.51 9.8 

9.4 4.93 7.59 8.53 

3.27 1.66 2.97 2.48 
3.14 1.83 2.31 4.47 
7.75 5.88 3.37 5.19 

4.8 2.1 3.45 2.94 

6.51 5.89 8.1 6.37 

5.31 3.31 5.47 3.12 
32.57 32.58 41.54 25.61 

13.6 8.22 9.85 10.53 

5.43 4.21 4.49 7.22 
15.61 11.95 16.47 15.24 

17.2 13.7 9.59 13.48 

15.25 6.59 5.87 5.65 

3.58 2.28 4.83 2.44 

5.67 3.24 5.74 5.56 

5.17 2.75 3.91 4.61 

46.5 38.21 55.32 43.58 

4.64 1.77 2.03 2.89 ** 
3.48 2.52 3.66 2.81 

2.73 2.88 2.71 2.38 
4.89 3.92 3.72 5.06 
4.38 3.42 4.91 2.96 
3.93 3.92 4.18 4.12 

52.94 75.1 92.89 81.45 * + 

6.28 4.25 4.48 2.56 

5.27 2.74 1.99 2.28 ** - 

5 5.55 4.83 4.96 

49.95 38.04 30.76 50.07 
3.2 5.26 3.23 3.96 

3.33 2.93 3.28 4.28 

3.44 1.99 3.22 2.38 
10.24 7.25 9.9 9 

4.71 2.89 4 3.57 

3.74 1.09 0.61 1.96 ** - 
2.03 1.84 2.07 2.48 

3.65 4.09 4 3.83 
3.99 3.12 3.33 2.43 

74.07 82.91 66.26 95.85 

2.45 2.68 3.69 3.86 * + 
3.17 2.93 2.3 3.13 

5.32 3.6 4.48 2.5 



(1103) ftM 2002-191363 
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NT2RP1000080 4.99 4.99 8.13 9.46 12.46 9.46 * + 

NT2RP1000086 4.15 4.15 3.63 1.31 2.1 3.75 

NT2RP1000087 1.3 1.3 4.36 3.51 3.21 3.45 

NT2RP1000089 4.5 4.5 9.98 12.69 11.3 14.93 * + 

NT2RP1000090 45.76 45.76 96.6 94.37 53.44 93.42 

NT2RP1000100 2.17 2.17 4.05 5.23 4.13 3.66 

NT2RP1000101 3.44 3.44 5.22 4.41 2.88 4.81 

NT2RP10001U 3.24 3.24 5.56 4.51 3.9 3.69 

NT2RP1000112 3.29 3.29 4.08 1.85 3.33 3 

NT2RP1000124 5.57 5.57 4.96 3.11 5.73 5.5 

NT2RP1000125 7.28 7.28 19.39 13.69 10.68 16.86 

NT2RP1000129 1.81 1.81 4.35 5.14 3.91 4.27 

NT2RP1000130 2.31 2.31 4.11 5.31 5.62 16.86 

NT2RP1000154 7.5 7.5 15.63 17.16 12.72 16.37 

NT2RP1000163 2.42 2.42 3.51 2.72 2.99 3.59 

NT2RP1000170 3.42 3.42 4.2 4.96 5.17 5.85 * + 

NT2RP1000174 3.5 3.5 3.42 1.3 2.38 2.12 ** 

NT2RP1000181 6.14 6.14 7.22 10.97 14.98 9.38 * + 

NT2RP1000191 1.08 1.08 5.61 4.94 3.59 5.71 

NT2RP1000202 1.06 1.06 1.66 2.02 1.2 2.24 

NT2RP1000239 1.53 1.53 4.1 2.15 0.94 2.07 

NT2RP1000243 2.37 2.37 2.04 1.31 1.14 1.64 ** 

NT2RP1000255 1.94 1.94 3.02 2.11 2.26 1.78 

NT2RP1000259 5.27 5.27 9.55 5.53 6.33 4.29 

NT2RP1000261 2.76 2.76 4.4 2.07 1.64 2.64 

NT2RP1000269 5.16 5.16 5.01 7.7 10.51 7.39 * + 

NT2RP1000271 7.79 7.79 15.88 13.16 15.11 18.48 

NT2RP1000272 7.71 7.71 13.07 10.72 11.74 11.3 

NT2RP1000279 2.19 2.19 5.24 2.23 3.91 2.62 

NT2RP1000290 6.61 6.61 9.02 12.65 13.52 9.92 * + 

NT2RP1000293 6.86 6.86 10.91 9.75 8.45 10.92 

NT2RP1000300 12.42 12.42 11.93 9.96 11.37 10.2 * 

NT2RP1000324 5.16 5.16 6 4.69 5.92 6.97 

NT2RP1000325 54.42 54.42 101.4 70.46 57.52 78.6 

NT2RP1000326 4.01 4.01 7.67 3.82 4.56 7.85 

NT2RP1000331 12.16 12.16 24.08 12.19 10.5 20.1 

NT2RP1000333 4.18 4.18 7.52 6.66 6.53 6.98 

NT2RP1000336 1.45 1.45 4.45 1.35 3.76 1.78 

NT2RP1000347 3.05 3.05 8.75 7.26 8.31 6.38 

NT2RP1000348 2.11 2.11 4.14 2.76 3 2.75 

NT2RP1000349 2.12 2.12 3.92 3 4.39 4.11 

NT2RP1000353 40.87 40.87 83.5 51.49 47.8 66.02 

NT2RP1000356 39.53 39.53 93.37 50.3 56.48 74.42 

NT2RP1000357 3.89 3.89 9.63 8.43 8.7 8.72 

NT2RP1000358 2.85 2.85 6.11 4.23 3.04 5.09 

NT2RP1000360 11.04 11.04 19.39 12.08 18.42 19.44 

NT2RP1000363 13.09 13.09 15.39 13.13 13.38 10.01 

NT2RP1000376 1.81 1.81 3.8 2.09 1.9 2.24 

NT2RP1000386 118 118 191.31 146.98 187.97 155.47 

NT2RP1000407 0.72 0.72 3.16 0.58 0.89 1.2 



(1104) &m 2002-191363 
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NT2RP1000409 2.05 2.05 5.39 2.84 6.59 3.83 

NT2RP1000413 4.78 4.78 8.03 5.86 8.89 10.19 

NT2RP1000416 1.5 1.5 2.01 0.93 3.17 0.7 

NT2RP1000418 2.27 2.27 6.69 5.08 6.67 4.85 

NT2RP1000420 1.77 1.77 5.19 7.32 7.64 3.7 

NT2RP1000434 1.48 1.48 4.39 1.27 3.12 1 

NT2RP1000439 5.02 5.02 9.31 20.62 28.73 24.75 ** + 

NT2RP1000443 1.8 1.8 3.46 2.24 1.61 1.63 

NT2RP1000447 2.21 2.21 5.57 2.49 2.87 3.1 

NT2RP1000448 1.39 1.39 3.58 3.09 4.4 1.41 

NT2RP1000451 4.2 4.2 6.37 5.72 7.27 7.04 

NT2RP1000458 15.1 15.1 10.53 19.73 8.72 23.03 

NT2RP1000460 7.55 7.55 13.82 8.76 11.49 8.62 

NT2RP1000465 4.58 4.58 20.97 20.41 19.98 22.46 

NT2RP1000468 3.25 3.25 4.64 3.82 4.1 4.45 

NT2RP1000470 2.38 2.38 5.67 3.99 2.35 3.8 

NT2RP1000477 1.11 1.11 3.81 1.1 0.84 0.83 

NT2RP1000478 4.53 4.53 12.55 19.87 18.75 20.39 * + 

NT2RP1000481 1.23 1.23 3.89 2.48 4.09 1.2 

NT2RP1000493 2.44 2.44 3.8 1.74 3.83 0.87 

NT2RP1000513 13.07 13.07 16.37 17.06 17.57 18.97 * + 

NT2RP1000522 6.13 6.13 12,69 13.13 13.08 10.32 

NT2RP1000533 3.72 3.72 6.17 2.92 4.49 2.17 

NT2RP1000544 1.53 1.53 2.45 1.38 1.24 1.44 

NT2RP1000547 0.88 0.88 2.45 2 1.63 1.23 

NT2RP1000551 1.7 1.7 2.62 2.13 3.2 1.1 

NT2RP1000567 1.66 1.66 4.29 2.54 4.29 1.77 

NT2RP1000574 1.99 1.99 4.28 1.5 3.43 1.38 

NT2RP1000577 3.14 3.14 6.01 3.16 5.31 2.05 

NT2RP1000579 4.64 4.64 6.24 3.27 3.97 2.04 

NT2RP1000581 5.22 5.22 3.58 2.07 1.61 0.93 ** 

NT2RP1000593 1.74 1.74 4.39 2.48 3.28 2.3 

NT2RP1000604 3.85 3.85 7.75 17.25 13.78 16.39 ** + 

NT2RP1000609 1.15 1.15 2.21 2.84 2.61 1.55 

NT2RP1000613 1.12 1.12 2.56 1.82 4.29 0.82 

NT2RP1000622 5.94 5.94 15.9 14.91 19.42 15.46 

NT2RP1000627 9.18 9.18 18.96 23.88 21.9 14.86 

NT2RP1000629 4.18 4.18 5.9 5.92 5.32 3.17 

NT2RP1000630 6.54 6.54 7.84 7.21 7.67 7.92 

NT2RP1000639 0.64 0.64 0.31 1.53 2.04 0.28 

NT2RP1000640 130.14 130.14 307.77 227.5 176.05 232.29 k 

NT2RP1000646 4.14 4.14 9.59 10.19 11.87 12.15 * + 

NT2RP1000659 2.65 2.65 7 8.91 7.99 6.04 

NT2RP1000674 13.48 13.48 28.08 43.62 45.82 56.95 ** + 

NT2RP1000677 3.9 3.9 10.76 11.84 10.19 9.87 

NT2RP1000679 2.38 2.38 3.76 2.3 2.35 1.05 

NT2RP1000688 4.72 4.72 3.34 2.76 2.73 1.83 * 

NT2RP1000689 1.44 L44 1.86 2.03 1.22 1.13 

NT2RP1000695 1.11 1.11 2.5 2.09 2.44 1.52 

NT2RP1000701 0.89 0.89 1.08 2.62 2.74 1.71 * + 
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2.28 3.74 4.07 3.15 * + 

2.79 2.8 3.56 2.38 

4.49 4.48 3.92 3.78 

4.83 2.61 4.5 2.41 

6.56 4.91 8.12 5.65 

8.04 5.16 5.71 7.11 

2.65 4.02 3.09 2.86 

3.13 3.63 3.57 3.77 * + 

3.58 2.28 3.74 1.37 

8.31 10.25 10.72 9.39 * + 
59.65 67.84 64.22 66.55 

3.64 1.7 2.62 0.62 * 

13.98 7.42 8.59 7.19 

I. 01 1.87 1.13 0.89 
12.21 10.24 7.96 9.13 

2.69 4.23 2.99 2.86 

22.78 19.44 18.64 21.78 

3.74 2.46 2.66 1.46 

2.91 1.04 1.88 0.87 * 

2.85 0.92 2.39 1.26 

66.57 73.98 90.28 71.45 

3.43 1.01 2.39 1.04 

6.66 3.22 4.71 3.67 

5.48 1.67 2.84 1.4 

5.49 2.15 5.12 1.64 

9.32 6.18 7.94 6.72 

17.46 20.38 23.22 19.37 * + 

4.54 4.02 2.74 4.04 

II. 6 6.94 9.91 7.34 
6.26 4.04 3.42 4.24 
4.87 5.36 5.66 10 

10.01 6.72 8.59 9.91 

5.51 1.78 3.82 2.09 

8.73 8.23 9.13 7.92 

10.76 8.51 8.55 7.2 

2.21 1.78 1.74 1.15 

14.91 16.51 15.04 14.22 

4.96 2.74 5.55 3.04 

14.73 4.54 10.17 10.21 

209.45 128.43 72.65 206.1 

12.96 14.28 15.36 21.39 

5.38 3.98 6.08 3.71 

5.5 4.04 4.53 4.02 

8.09 5.68 7.26 5.27 

10.46 9.62 6.44 7.87 

7.36 3.94 4.57 4.3 

8.25 3.65 4.9 5.37 

3.42 1.69 3.84 2.03 

5.93 3.82 5.46 4.83 

9.41 5.92 8.62 5.04 



(1106) ^2002-191363 
2209 2210 

NT2RP1001014 2.21 2.21 5.89 3.76 6.64 3.49 

NT2RP1001020 1.87 1.87 4.11 2.08 3.75 2.36 

NT2RP1001023 62.79 62.79 145.09 101.48 105.86 143.96 

NT2RP1001027 18.11 18.11 82.66 51.63 59.05 68.9 

NT2RP1001031 1.83 1.83 3.31 2.05 3.53 2.25 

NT2RP1001033 2.43 2.43 6.09 5.68 5.98 4.27 

NT2RP1001042 2.94 2.94 6.47 2.99 3.85 2.04 

NT2RP1001045 15.95 15.95 23.24 40.66 47.04 44.53 ** + 

NT2RP1001073 6.64 6.64 10.57 8.32 10.46 7.33 

NT2RP1001079 2.91 2.91 6.37 2.16 2.58 1.48 

NT2RP1001080 2.16 2.16 4.89 6.88 4.2 4.56 

NT2RP1001113 1.07 1.07 3.64 3.55 3.94 3.26 

NT2RP1001159 21.42 21.42 43.84 22.89 23.31 34.25 

NT2RP1001173 1.7 1.7 3.07 1.38 4.28 1.52 

NT2RP1001176 7.4 7.4 10.13 13 9.31 13.95 

NT2M001177 5.31 5.31 5.75 3.01 5.5 2.02 

NT28P1001185 6.42 6.42 9.37 3.79 4.63 2.73 * 

NT2RP1001199 3.9 3.9 7.67 6.93 5.22 3.28 

NT2RP1001205 7.78 7.78 19.46 16.66 12.64 23.28 

NT2RP1001215 1.82 1.82 5.02 3.79 4.12 3.15 

NT2RP1001225 4.54 4.54 7.96 7.56 8.77 6.31 

NT2RP1001245 7.27 7.27 10.86 19.68 21.03 22.13 ** + 

NT2RP1001247 2.04 2.04 4.01 1.77 2.89 1.67 

NT2RP1001248 2.81 2.81 6.79 3.94 4.63 2.4 

NT2RP1001253 5.02 5.02 6.39 4.48 4.38 3.32 

NT2RP1001286 6.18 6.18 7.69 3.79 3.88 4.12 ** - 

NT2RP1001294 2.4 2.4 4.47 3.6 2.73 4.18 

NT2RP1001302 2.46 2.46 4.51 4.89 2.9 5.39 

NT2RP1001310 15.54 15.54 34.01 21.13 20.75 27.15 

NT2RP1001311 1.9 1.9 3.22 2.66 3.16 2.38 

NT2RP1001313 2.6 2.6 7.72 5.45 7.85 5.78 

NT2RP1001324 2.47 2.47 5.3 3.34 4.17 2.35 

NT2RP1001349 3.3 3.3 6.29 3.63 3.92 2.14 

NT2RP1001361 19.41 19.41 18.28 23.28 28.33 24.16 * + 

NT2RP1001379 3.82 3.82 9.52 4.97 7.97 7.06 

NT2RP1001385 2.06 2.06 4.51 4.09 3.89 4.4 

NT2RP1001395 4.96 4.96 7.86 6.01 6.32 8.13 

NT2RP1001410 8.75 8.75 20.39 15.74 15.66 9.94 

NT2RP1001424 2.39 2.39 3.34 3 3 1.73 

NT2RP1001432 4.33 4.33 3.86 2.19 1.76 2.05 ** - 

NT2RP1001449 6.23 6.23 7.5 6.29 8.21 4.63 

NT2RP1001457 4.09 4.09 4.21 2.11 2.26 2.63 ** - 

NT2RP1001459 21.54 21.54 132.97 90.96 107.97 81.08 

NT2RP1001466 5.73 5.73 14.97 11.31 9.39 10.99 

NT2RP1001475 2.45 2.45 6.31 5.98 6.67 3.9 

NT2RP1001482 3.93 3.93 9.18 15.88 13.03 8.2 

NT2RP1001494 1.61 1.61 4.6 4.34 4.18 2.25 

NT2RP1001500 3.39 3.39 8.13 8.09 8.65 7.42 

NT2RP1001517 5.11 5.11 7.37 4.41 5.38 2.36 

NT2RP1001540 4.74 4.74 5.03 4.6 4.86 3.11 



(1107) ftffl 2002-191363 

22 U 2212 

NT2RP1001543 1.02 1.02 1.83 1.49 1.12 0.98 

NT2RP1001546 22.51 22.51 51.51 34.99 22.76 33.42 

NT2RP1001550 9.33 9.33 21.4 14.35 12.21 13.42 

NT2RP1001553 2.07 2.07 6.07 5.69 6.04 4.45 

NT2RP1001555 36.28 36.28 58.55 41.1 53.63 54.35 

NT2RP1001563 2.28 2.28 3.44 2.07 2.24 1.31 

NT2RP1001569 9.43 9.43 16 17.31 18.21 13.04 

NT2RP1001584 15.6 15.6 19.66 28.1 32.53 25.83 ** + 

NT2RP1001599 1.18 1.18 1.95 1.27 1.19 1.24 

NT2RP1001616 5 5 11.95 9.49 6.7 8.95 

NT2RP1001654 11.78 11.78 18.07 16.27 16.54 18.38 

NT2RP1001665 2.77 2.77 4.72 2.73 2.05 2.05 

NT2RP1001679 76.31 76.31 195.7 199.2 240.87 222.46 

NT2RP1001681 10.11 10.11 15.1 20,39 21.03 23.99 ** + 

NT2RP1001694 3.58 3.58 3.82 2.45 2.38 1.97 ** 

NT2RP2000001 5.23 5.23 5.53 4.17 4.54 3.74 ** 

NT2RP2000006 3.49 3.49 7.32 4.12 3.88 3.4 

NT2RP2000007 3.18 3.18 6.56 4.68 5.66 4.92 

NT2RP2000008 2.77 2.77 6.72 3.66 5.3 4.9 

NT2RP2000010 2.89 2.89 5.59 2.99 5.06 2.5 

NT2RP2000011 7.08 7.08 17.96 14.55 14.74 15.15 

NT2RP2000027 2.28 2.28 7.42 4.52 4.89 3.61 

NT2RP2000028 22.93 22.93 62.54 46.48 51.47 53.47 

NT2RP2000032 2.5 2.5 5.85 3.11 3.71 6.42 

NT2RP2000040 11.57 11.57 23.92 14.38 14.5 23.1 

NT2RP2000042 5.28 5.28 10.32 6.89 7.21 12.64 

NT2RP2000045 5.7 5.7 9.42 5.27 6.45 6.3 

NT2RP2000051 3.16 3.16 6.29 9.23 9.96 9.53 ** + 

NT2RP2000054 2.55 2.55 6.42 3.81 5.42 2.53 

NT2RP2000056 3.68 3.68 6.23 5.67 6.89 5.8 

NT2RP2000057 60.79 60.79 174.83 212.63 239.81 221.98 * + 

NT2RP2000067 3.1 3.1 3.86 2.98 4.36 5.72 

NT2RP2000070 2.91 2.91 6.27 5.7 5.95 8.21 

NT2RP2000076 1.66 1.66 4.45 2.98 3.58 3.23 

NT2RP2000077 1.67 1.67 4.73 2.43 4.94 3.14 

NT2RP20G0079 3.76 3.76 9.24 5.15 4.81 5.47 

NT2RP2000088 2.9 2.9 5.22 2.18 3.07 2.21 

NT2RP2000091 5.84 5.84 6.54 6.62 8.28 6.72 

NT2RP2000092 4.37 4.37 6.7 6.06 7.67 5.65 

NT2RP2000097 2.74 2.74 3.39 3.4 4.13 4.13 * + 

NT2RP2000098 3.44 3.44 6.83 6.69 9.01 6.27 

NT2RP2000108 1.93 1.93 7.24 4.8 6.31 6.68 

NT2RP2000114 1.95 1.95 3.65 2.58 4.41 2.9 

NT2RP2000116 3.17 3.17 7.36 5.35 3.85 9.42 

NT2RP2000119 3.14 3.14 7.16 4.58 7.96 5.6 

NT2RP2000120 3.91 3.91 7.62 5.57 8.5 5.8 

NT2RP2000126 2.86 2.86 4.86 3.88 5.1 3.44 

NT2RP2000133 1.83 1.83 3.66 3.13 4.05 2.01 

NT2RP2000147 6.28 6.28 12.88 11.64 6.51 8.58 

NT2RP2000153 4.61 4.61 9.55 10.57 6.49 12.05 



(1108) #0B 2002-191363 

2213 2214 

NT2RP2000156 3.27 3.27 8.24 5.59 6.55 4.07 

NT2RP2000157 3.7 3.7 6.33 6.57 5.02 4.15 

NT2RP2000161 4.45 4.45 8.82 7.52 7.5 6.02 

NT2RP2000168 4.22 4.22 12.63 3.94 6.03 3.88 

NT2RP2000173 12.56 12.56 81.37 72.12 92.12 78.68 

NT2RP2000175 1.9 1.9 3.78 2.03 3.33 4.43 

NT2RP2000178 2.06 2.06 6.06 3.23 3.01 3.81 

NT2RP2000183 1.64 1.64 7.82 5.82 6.21 6.03 

NT2RP2000195 3.1 3.1 6.65 6 6.71 3.22 

NT2RP2000204 73.6 73.6 93.43 102.95 40.16 62.34 

NT2RP2000205 4 4 6.56 3.91 5.74 4.5 

NT2RP2000208 3.06 3.06 9.42 4.23 6.77 3.36 

NT2RP2000224 13.3 13.3 31.75 18.34 21.15 20.93 

NT2RP2000230 9.96 9.96 18.99 12.16 16.4 11.95 

NT2RP2000231 4.3 4.3 7.41 4.24 3.43 4.54 

NT2RP2000232 1.08 1.08 2.75 1.53 2.45 0.74 

NT2RP2000233 8.04 8.04 60.44 47.2 64.72 52.31 

NT2RP2000239 3 3 4.7 8.93 8.93 7.01 ** + 

NT2RP2000240 2.01 2.01 5.25 2.49 3.41 1.45 

NT2RP2000248 4.29 4.29 6.09 2.82 2.39 0.96 * 

NT2RP2000256 5.7 5.7 8.25 5.62 6.22 5.44 

NT2RP2000257 3.47 3.47 6.92 4.86 6.52 4.34 

NT2RP2000258 1.53 1.53 3.83 3.88 2.93 3.02 

NT2RP2000261 2.95 2.95 3.94 4.47 3.59 2.91 

NT2RP2000270 3.12 3.12 6.26 6.66 4.06 4.3 

NT2RP2000274 1.78 1.78 3.87 3.48 5.16 2.56 

NT2RP2000277 2.18 2.18 6.13 3.19 4.02 2.98 

NT2RP2000279 2.26 2.26 4.92 2.43 2.52 2.17 

NT2RP2000283 5.75 5.75 27.65 21.53 27.32 24.78 

NT2RP2000288 6.29 6.29 7.46 8.9 10.89 8.64 * + 

NT2RP2000289 1.12 1.12 2.79 3.09 2.77 1.93 

NT2RP2000297 2.57 2.57 5.7 4.8 4.53 6.09 

NT2RP2000298 3.61 3.61 9.64 8.51 7.66 8.24 

NT2RP2000310 1.43 1.43 2.3 2.46 3.41 1.7 

NT2RP2000327 2.12 2.12 3.96 3.13 3.49 1.57 

NT2RP2000328 6.95 6.95 11.56 13.43 16.7 14.68 * + 

NT2RP2000329 10.73 10.73 10.17 17.55 23.92 18.52 ** + 

NT2RP2000333 6.35 6.35 6.4 6.83 7.17 4.64 

NT2RP2000337 2.05 2.05 5.16 4.43 5.32 5.31 

NT2RP2000346 2.55 2.55 5.18 7.2 5:63 4.95 

NT2RP2000357 1.57 1.57 6.87 5.48 5.14 5.35 

NT2RP2000358 2.09 2.09 4.52 5.03 4.9 4.01 

NT2RP2000366 3.23 3.23 4.08 4.16 4.25 2.32 

NT2RP2000369 7.22 7.22 9.94 44.13 45.2 44.34 ** + 

NT2RP2000376 26.92 26.92 108.62 84.48 134.63 85.95 

NT2RP2000394 6.49 6.49 5.92 5.08 8.52 4.21 

NT2RP2000396 2.71 2.71 6.55 7.52 6.8 5.02 

NT2RP2000412 4.48 4.48 23.45 21.42 24.93 20.49 

NT2RP2000414 8.03 8.03 18.69 23.83 18.98 23.37 

NT2RP2000420 1.12 1.12 4.11 3.54 3.25 1.97 
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(1109) 

13.18 17.56 17.88 18.67 * 

80.94 87.94 110.97 74.98 

43.91 34.21 35.59 30.95 

5.17 5.62 6.94 5.11 

9.68 7.3 7.08 7.16 

4.63 4.57 3.57 3.17 
4.93 2.82 3.15 2.09 
7.51 5.33 5.71 5.06 

6.25 4.48 5.09 3.9 

4.46 2.54 2.82 1.52 
6.19 5.08 6.45 3.7 
2.51 1.94 2.25 1.63 * 
9.77 4.92 5.29 5.18 
3.17 1.92 2.44 2.63 

29.05 22.57 27.56 30.78 

4.66 3.01 5.41 5.18 

5.26 4.38 5.27 3.71 
6.96 4.34 6.5 3.32 
7.17 6.43 7.11 8.26 

7.2 3.49 8.03 4.77 

11.07 7.64 9.24 9.98 

44.9 49.6 34.93 49.08 

3.81 1.53 2.61 1.21 

4.1 1.97 3.43 2.36 

4.67 1.28 2.48 1.3 
4.44 2.54 2.84 2.98 
7.23 6.32 7.62 5.53 

129.42 130.63 184.38 188.58 * 
4.89 3.9 5.1 3.83 

6.73 5.78 6.82 6.26 

5.36 3.46 5.1 3.49 

3.92 2.29 3.34 2.02 

8.64 6.27 7.6 6.62 
8.91 4.57 7.41 5.69 

5.47 3.41 4.16 3.45 
15.76 13.65 17.22 13.07 

4.58 3.57 4.36 2.72 

6.93 4.83 3.91 4.08 
2.64 1.51 3.18 1.43 

6.9 5.98 7.21 5.9 

10.24 12.72 12.54 16.44 * 

26.84 16.92 20.41 17.17 

3.19 1.77 2.09 1.13 

8.39 11.06 13 13.36 *' 

5.63 2.99 3.13 3.67 

9.96 6.72 8.08 7.23 

5.35 3.39 3.57 2.95 

7.43 6.04 7.56 4.49 

11.76 7.24 8 7.11 
9.15 3.7 4.5 2.61 
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(1110) &m 2002-191363 

2217 2218 

NT2RP2000739 3.23 3.23 5.67 2.62 3.32 5.65 

NT2RP2000748 1.59 1.59 4.2 1.42 L81 1.62 

NT2RP2000749 11.84 11.84 21.88 14.4 8.47 13.91 

NT2RP2000758 1.6 1.6 3.17 2.65 6 1.17 

NT2RP20G0764 1.51 1.51 5.74 2.95 5.22 1.95 

NT2RP2000766 9.08 9.08 52.24 46.37 59.37 52.89 

NT2RP2000777 12.28 12.28 18.43 26.91 28.56 24.47 ** + 

NT2RP2000786 21.32 21.32 73.91 55.85 67.59 58.16 

NT2RP2000793 5.32 5.32 6.9 4.32 3.57 4.38 * 

NT2RP2000796 5.32 5.32 7.41 7.38 9.17 6.66 

NT2RP2000809 3.25 3.25 8.3 6.46 4.69 5.45 

NT2RP2000812 6.65 6.65 17.51 16.43 14.35 16.89 

NT2RP2000814 4.16 4.16 4.97 3.75 4.6 3.29 

NT2RP2000816 1.84 1.84 5.64 4.64 5.19 3.58 

NT2RP2000818 3.28 3.28 5.19 3.18 3.66 1.95 

NT2RP2000819 2.76 2.76 5.79 3.03 3.05 1.94 

NT2RP2000841 4.35 4.35 4.51 2.17 2.48 1.65 ** 

NT2RP2000842 7.8 7.8 9.57 .13.62 14.25 12.66 ** + 

NT2RP2000845 2.52 2.52 8.31 7.51 6.76 6.93 

NT2RP2000863 2.45 2.45 3.48 3.82 3.37 2.47 

NT2RP2000880 5.96 5.96 11.61 9.5 11.13 10.25 

NT2RP2000892 4.3 4.3 6.43 6.54 6.97 5.01 

NT2RP2000894 5.59 5.59 11.88 5.41 5.59 2.16 

NT2RP2000903 5.71 5.71 9.12 10.73 11.92 7.44 

NT2RP2000906 4.56 4.56 5.39 2.63 3.78 2.19 * 

NT2RP2000910 4.34 4.34 4.26 2.9 2.7 1.68 ** 

NT2RP2000931 10.97 10.97 18.36 20.51 19.28 24.6 

NT2RP2000932 2.86 2.86 5.43 4.8 4.72 4.21 

NT2RP2000938 18.41 18.41 42.99 35.71 30.01 43.52 

NT2RP2000943 7.02 7.02 14.98 18.7 14.88 14.48 

NT2RP2000957 3.19 3.19 4.11 4.26 3.66 2.71 

NT2RP2000958 7 7 6.84 10.43 12.36 7.8 

NT2RP2000959 9.88 9.88 14.99 13.92 17.38 10.69 

NT2RP2000965 5.05 5.05 7.82 15.73 18.97 16.02 ** + 

NT2RP2000970 2.31 2.31 6.72 5.14 5 4.62 

NT2RP2000973 0.9 0.9 1.47 2.56 2.64 1.57 * + 

NT2RP2000985 2.69 2.69 6 9.28 6.29 13.98 

NT2RP2000987 1.89 1.89 3.31 4.54 3.17 1.66 

NT2RP2000997 13.83 13.83 23.99 38.12 29.73 40.96 * + 

NT2RP2001024 2.86 2.86 5.34 3.61 3.12 2.36 

NT2RP2001028 4.66 4.66 4.2 2.65 4.09 0.99 

NT2RP2001036 5.14 5.14 8.86 6.16 6.44 4.91 

NT2RP2001039 1.08 1.08 3.18 3.47 1.14 2.24 

NT2RP2001044 1.13 1.13 2.5 2.53 1.89 2.8 

NT2RP2001056 4.97 4.97 28.32 20.16 26.9 18.16 

NT2RP2001065 2.38 2.38 6.24 7.45 7.4 5.69 

NT2RP2001067 2.98 2.98 5.38 4.12 5.29 2.41 

NT2RP2001070 3.3 3.3 7.63 4.72 6.17 3.58 

NT2RP2001081 2.91 2.91 8.19 4.8 6.68 3.9 

NT2RP2001087 3.93 3.93 2.36 2.06 2.92 1.61 



(1111) ^2002-191363 
2219 2220 

NT2RP2001094 0.69 0,69 1.37 1.25 1.15 1.04 

NT2RP2001119 2.02 2.02 6.11 5.86 4.44 4.35 

NT2RP2001127 1.53 1.53 4.04 2.69 1.85 2.1 

NT2RP2001133 2.45 2.45 4.73 4.06 3.61 3.6 

NT2KP2001137 2.68 2.68 4.07 2.3 2.82 2.9 

NT2RP2001142 3.88 3.88 7.47 3.37 2.83 2.42 

NT2RP2001149 2.7 2.7 2.98 2.11 3.39 1.32 

NT2RP2001168 6 6 7.81 6.8 7.01 5.75 

NT2RP2001173 4.15 4.15 7.88 3.98 3.09 5.44 

NT2RP2001174 9.23 9.23 14.98 14.12 15.45 18.01 

NT2RP2001184 2.78 2.78 5.46 4.21 7.18 4.64 

NT2RP2001196 1.62 1.62 5.93 3.14 3.28 2.94 

NT2RP2001200 3.85 3.85 9.36 5.02 4.25 7.88 

NT2RP2001218 2.29 2.29 5.69 2.55 3.89 3.6 

NT2RP2001223 2.65 2.65 5.03 1.95 3.69 3.31 

NT2RP2001226 4.34 4.34 10.19 6.95 5.72 7.35 

NT2RP2001227 4.45 4.45 6.12 3.2 3.62 6.01 

NT2RP2001232 6.44 6.44 13.95 7.13 9.79 13.66 

NT2RP2001233 4.02 4.02 10.57 7.04 7.77 8.01 

NT2RP2001245 4.21 4.21 8.03 9.47 11.82 11.16 * + 

NT2RP2001246 6.3 6.3 9.84 9 11.28 11.57 

NT2RP2001268 6.19 6.19 18.1 17.61 16.26 18.55 

NT2RP2001270 4.78 4.78 9.11 5.68 8.7 10.04 

NT2RP2001276 4.92 4.92 13.29 12.73 10.92 12.73 

NT2RP2001277 3.11 3.11 7.02 4.91 6.22 10.82 

NT2RP2001290 2.71 2.71 6.46 4.42 5.61 6.01 

NT2RP2001295 5.46 5.46 9.44 5.13 5.98 7.92 

NT2RP2001297 118. 17 118. 17 120. 73 139. 11 97. 16 145. 76 

NT2RP2001301 9.12 9.12 18.56 15.89 19.62 14.24 

NT2RP2001312 2.7 2.7 5.68 5.6 4.59 6.04 

NT2RP2001327 4.73 4.73 5.69 6.39 8.53 11.86 

NT2RP2001328 8.44 8.44 20.87 16.32 23.25 23.16 

NT2RP2001341 4.59 4.59 9.22 3.06 7.65 7.21 

NT2RP2001347 3.09 3.09 8.54 5.54 9.55 6.9 

NT2RP2001366 10.33 10.33 48.06 54.83 51.5 52.33 

NT2RP2001378 2.33 2.33 3.77 3.74 4.64 5.02 

NT2RP2001381 2.82 2.82 6.86 5.79 6.62 8.37 

NT2RP2001388 3.25 3.25 6.71 4.54 5.11 5.2 

NT2RP2001391 443.52 443.52 734.13 742.83 990.71 747.95 

NT2RP2001392 2.98 2.98 6.43 4.58 3.16 4.18 

NT2RP2001394 3.3 3.3 8.55 8.35 6.09 10.15 

NT2RP2001397 5.04 5.04 6.79 7.33 5.68 12.2 

NT2RP2001400 3.1 3.1 6.4 3.43 6.25 2.92 

NT2RP2001408 3.31 3.31 6.13 4.02 5.97 5.62 

NT2RP2001420 5.63 5.63 12.09 8.09 9.97 9.17 

NT2RP2001423 4.71 4.71 9.71 6.21 8.29 7.19 

NT2RP2001427 2.68 2.68 5.32 3.69 4.61 5.49 

NT2RP2001428 2.71 2.71 7.13 5.49 3.78 3.03 

NT2RP2001436 4.27 4.27 8.85 5.84 2.85 4.84 

NT2RP2001440 2.89 2.89 7.34 10.24 10.15 11.98 * + 
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6.75 5.86 5.55 5.89 

6.41 5 4.74 5.02 

6.75 2.26 5.4 8.59 

10.28 5.32 4.72 6.5 

6.79 8.22 11.04 7.18 

26.68 14.98 12.63 15.42 

11.96 8.16 9.04 10.39 

16.78 10.05 14.46 9.66 

7.24 5.32 8.19 5.33 

13.66 18.74 20.49 21.92 

9.74 6.08 8.63 6.53 

7.02 7.24 6.44 6.38 

4.84 2.6 3.19 2.87 

8.49 7.01 5.27 3.83 

53.78 44.74 55.72 60.88 

4.17 3.81 4.52 4.71 

178.68 132.75 146.73 155.87 

14.87 16.77 19.21 17.77 

21.64 25.41 28.19 27.75 

5.57 5.94 6.75 4.64 

9.24 8.22 7.91 8.56 

8.71 6.09 5.65 8.28 

11.58 13.42 9 12.82 

130.15 121.19 112.28 129.54 

7.88 8.57 8.3 13.3 

4.81 3.67 4.81 3.34 
4.87 2.83 2.72 4.15 
3.97 3.14 3.04 7.84 

13.94 16.57 23.67 17.67 

5.92 5.63 5.53 4.72 

16.91 5.9 5.54 10.06 

4.07 4.5 4.44 3.47 

5.09 10.37 8.21 9.74 

3.82 3.88 4.09 4 
5.01 5.23 4.73 5.06 
18.2 20.9 26.67 19.74 
6.73 4.6 4.83 4.5 
3.12 4.6 4.72 2.78 
6.16 6.5 5.84 4.88 
3.19 3.42 4.13 4.8 

3.6 3.91 3 2.72 
4.57 5.53 3.96 3.66 

60.21 52.38 79.71 54.73 

10.8 8.75 10.25 8.55 

4.96 3.71 4.62 2.69 

2.01 3.87 2.56 3.52 

4.7 6.7 5.55 4.55 
5.86 10.42 5.06 11.86 
6.23 7.06 6.02 6.91 
5.61 6.02 4.93 6.6 
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(1113) »BB 2002-191363 

2223 2224 

NT2RP2001813 2.75 2.75 3.73 1.84 1.98 1.94 * 

NT2RP2001817 3.16 3.16 4.49 4.03 5.32 3.45 

NT2RP2001818 2.72 2.72 2.45 2.35 3.62 2.66 

NT2RP2001837 5.13 5.13 13.43 10.29 10.16 12.33 

NT2RP2001839 17.02 17.02 83.84 60.14 71.06 82.26 

NT2RP2001861 2 2 6.37 3.16 3.52 3.87 

NT2RP2001869 2.64 2.64 6.54 4.35 5.77 8.84 

NT2RP2001876 12.15 12.15 27.71 24.54 24.93 23.67 

NT2RP2001878 2.32 2.32 3.96 2.95 3.32 4.95 

NT2RP2001881 3.72 3.72 5.4 9.67 12.64 12.16 ** + 

NT2RP2001883 2.63 2.63 6.8 4.33 5.42 6.35 

NT2RP2001884 13.59 13.59 23.56 15.33 10.54 23.6 

NT2RP2001885 3.27 3.27 5.49 2.88 4.39 4.82 

NT2RP2001898 10.76 10.76 80.37 69.48 88.43 73.46 

NT2RP2001900 3.38 3.38 4.03 2.61 4.93 10.26 

NT2RP2001903 3.73 3.73 7.71 5.57 5.7 8.2 

NT2RP2001907 3.1 3.1 8.56 5.05 7.56 6.72 

NT2RP2001915 2.89 2.89 5.06 4.06 3.08 7.19 

NT2RP2001921 4.04 4.04 10.3 13.02 12.45 19.33 * + 

NT2RP2001926 2.75 2.75 8.25 3.55 5.3 5.64 

NT2RP2001933 5.65 5.65 52.55 43.62 43.55 48.58 

NT2RP2001936 1.54 1.54 5.03 2.8 2.96 3.8 

NT2RP2001943 25.33 25.33 49.4 47.71 40.48 51.65 

NT2RP2001946 3.05 3.05 4.3 3.41 4.51 6.1 

NT2RP2001947 3.18 3.18 3.44 3.93 3.21 6.88 

NT2RP2001948 3.59 3.59 10.79 5.71 7.29 19.72 

NT2RP2001956 5.24 5.24 12.73 11.54 9.42 9.89 

NT2RP2001969 4.05 4.05 7.82 3.24 5.7 6 

NT2RP2001976 2.9 2.9 6.39 5.68 6.95 6.41 

NT2RP2001978 3.26 3.26 6.08 4.18 4.83 6.03 

NT2RP2001985 2.14 2.14 3.8 2.56 4.63 2.51 

NT2RP2001991 3.34 3.34 5.7 1.53 4.62 5.19 

NT2RP2001997 3.16 3.16 8.43 5.31 7.47 6.98 

NT2RP2002015 136.21 136.21 265.98 266.8 340.89 272.43 

6.06 2.06 3.3 2.57 

51.73 31.83 26.94 37.84 

11.95 9.77 8.07 8.76 

4.95 2.39 3.81 2.55 

6.71 3.53 7.57 8.05 

6.37 2.76 3.15 9 

6.88 2.99 7.4 6.01 

3.86 2.06 3.87 3.83 

11.66 9.78 6.47 7.77 

8.39 6.6 3.99 6.28 

4.11 3.1 4.82 3.39 

3.44 2.1 5.9 3.18 

5.83 3.3 5.2 6.65 

13.47 5.47 9.88 9.73 

6.3 2.15 3.1 3.83 

5.1 3.35 5.58 3.63 
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3.61 


NT2RP2002066 


10.11 


10.11 


NT2RP2002070 


3.74 


3.74 


NT2RP2002076 


3.72 


3.72 
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NT2RP2002078 


13.09 


13.09 105.74 


73.87 


88.51 


NT2RP2002079 


5.76 


5.76 


36.34 


31.87 


32.66 


NT2RP2002099 


4.19 


4. 19 


5.82 


4.7 


6.75 


NT2RP2002105 


2.66 


2.66 


12.25 


11.41 


14.04 


HT2RP2002115 


1.63 


1.63 


5.21 


1.98 


3.42 


NT2RP2002124 


3.66 


3.66 


6 


4.56 


5.38 


NT2RP2002137 


3.99 


3.99 


4.83 


2.21 


2.1 



NT2RP2002139 24.08 24.08 45.74 51.88 77.99 

NT2RP2002154 1.37 1.37 4.13 3.56 2.36 

NT2RP2002155 351.63 351.63 869.83 623.53 501.61 

NT2RP2002172 1.5 1.5 3.33 2.78 3.53 

NT2RP2002185 3.29 3.29 7.65 7.3 8.56 

NT2RP2002188 1.74 1.74 5.95 4.15 4.31 

NT2RP2002192 2.9 2.9 7.6 6.65 6.42 

NT2RP2002193 5.21 5.21 5.22 4.76 4.95 

NT2RP2002208 5.96 5.96 7.31 4.7 5.67 

NT2RP2002219 2.2 2.2 1.8 2.22 3.2 

NT2RP2002231 1.72 1.72 3.1 4.11 2.76 

NT2RP2002232 2.59 2.59 5.17 3.93 4.7 

NT2RP2002235 5.62 5.62 15.07 16.26 16.18 

NT2RP2002239 37.02 37.02 67.99 72.09 67.21 

NT2RP2002252 2.64 2.64 3.66 2.63 2.76 

NT2RP2002256 4.62 4.62 15.3 11.37 16.99 

NT2RP2002257 7.01 7.01 22.77 18.65 25.09 

NT2RP2002259 1.58 1.58 13.91 9.9 12.15 

NT2RP2002264 0.6 0.6 3.14 3.2 3.12 

NT2RP2002267 3.66 3.66 8.75 8.95 8.3 

NT2RP2002270 4.26 4.26 8.23 16,09 10.47 

NT2RP2002281 2.85 2.85 5.66 8.18 6.48 

NT2RP2002288 4.32 4.32 6.6 5.33 5.56 

NT2RP2002292 5.42 5.42 8.4 6.64 8.08 

NT2RP2002299 9.6 9.6 9.22 11.75 19.42 

NT2RP2002304 1.37 1.37 4.78 6.99 5.08 

NT2RP2002312 1.21 1.21 2.33 3.78 5.3 

NT2RP2002316 3.28 3.28 5.43 7.57 7.21 

NT2RP2002325 1.95 1.95 3.46 2.79 2.22 

NT2RP2002333 2.13 2.13 3.03 3.53 4.86 

NT2RP2002371 5.43 5.43 9.14 9.72 12.07 

NT2RP2002373 10.65 10.65 40.1 36.72 58.84 

NT2RP2002381 4.68 4.68 2.35 2.66 3.19 

NT2RP2002385 5.71 5.71 11.84 9.95 11.34 

NT2RP2002394 0.94 0.94 1.52 1.24 0.96 

NT2RP2002408 2.7 2.7 5.08 3.89 3.12 

NT2RP2002409 3.73 3.73 10.81 10.78 7.95 

NT2RP2002424 2.98 2.98 4.22 5.84 6.22 

NT2RP2002426 6.44 6.44 11.38 7.59 8.46 

NT2RP2002429 17.2 17.2 24.73 27.87 33.96 

NT2RP2002437 4.61 4.61 5.98 4.83 6.47 

NT2RP2002439 3.83 3.83 6.69 2.68 3.22 

NT2RP2002442 13.63 13.63 71.65 57.78 63.05 
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76.08 
36.54 

6.03 
11.23 

1.52 

3.88 

1.76 ** - 

62.3 * + 
3.2 
620.68 

5.13 

8.12 

4.95 

5.83 

5.75 

5.14 

2.26 

5.76 

6.08 
15.18 
63.77 

2.94 
12.91 

20.6 
10.49 

3.92 
11.16 

14.71 * + 
6.54 * + 
4.23 
6.95 

15.97 * + 
5.52 

3.28 * + 
8.2 ** + 
4.95 

5.69 * + 
11.65 * + 
33.58 

3.71 

9.47 

1.26 

4.29 

8.35 

7.85 * + 
8.93 
20.83 
4.79 
4 

78.84 
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4.35 4.87 5.82 

3.29 4.59 4.24 

5.3 2.83 5.43 

1.95 2.99 1.93 

1.98 2.1 3.04 
2.62 2.82 4.47 

29.32 32.02 31.84 

6 7.23 11.28 

4.68 6.59 6.85 

6.26 8.86 6.61 

9 12.37 11.22 ** + 

4.83 6.94 5.88 

4.09 5.91 10.08 

5.99 5.93 9.73 
6.5 4.91 5.24 

7.68 10.49 11.65 

10.67 9.21 9.29 

3.31 4.79 5.79 

12.06 13.39 14.79 

5.68 8.96 10.42 

2.26 2.97 3.95 

4.79 5.48 7.74 

4.2 6.34 5.44 

6.58 7.52 9.79 

3.11 5.98 3.94 

8.03 9.37 9.87 

8 12.88 17.73 * + 

2.78 2.37 1.84 

3.17 5.19 6.49 

22.34 33.34 28.71 

5.26 4.34 5.52 

11.85 5.18 10.04 

6.47 8.14 6.19 * + 

39.43 33.9 42.75 

7.33 7.34 8.45 

2.17 3.96 3.52 
5.71 7.65 7.54 

13.17 13.59 17.58 

3.18 2.81 3.13 
4.68 5.39 5.78 
7.73 9.57 8.18 
7.93 7.66 8.03 
8.66 9.04 14.67 
3.56 4.5 4.13 
3.89 5.67 6.43 

6.8 8.2 9.12 

48.75 53.08 50.19 

4 5.19 5.38 

4.75 6.44 3.81 

5.87 8.13 10.61 
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NT2RP2003108 
NT2RP2003115 
NT2RP2003117 
NT2RP2003121 
NT2RP2003125 
NT2RP2003127 
NT2RP2003129 
NT2RP2003137 
NT2RP2003138 
NT2RP2003146 
NT2RP2003148 
NT2RP2003150 
NT2RP2003157 
NT2RP2003158 



18.29 18.29 

13.26 13.26 

5.87 5.87 

2.95 2.95 

4.56 4.56 

5.27 5.27 

8.6 8.6 

1.9 1.9 

2.95 2.95 

5.67 5.67 
10.08 10.08 

4.32 4.32 

3.96 3.96 

1.5 1.5 

2.96 2.96 
2.4 2.4 

5.41 5.41 

8.15 8.15 

5.03 5.03 

6.92 6.92 
4.41 4.41 

6.44 6.44 

3.87 3.87 
3.52 3.52 

14.96 14.96 

2.97 2.97 

4.88 4.88 
4.85 4.85 

4.45 4.45 
1.91 1.91 
4.21 4.21 
2. 15 2. 15 
2.32 2.32 
7.27 7.27 
5.61 5.61 
5.05 5.05 

3.6 3.6 

1.68 1.68 
2.71 2.71 
1.83 1.83 
4.13 4.13 
2.36 2.36 
3.43 3.43 
4.49 4.49 
4.66 4.66 

6.2 6.2 
3.09 3.09 
1.45 1.45 

6.93 6.93 

6.3 6.3 
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25.05 29.95 

31.21 16.09 

7.93 4.61 
3.6 2.35 

12.49 12.55 
13.89 13.5 
17.12 7.56 
7.78 4.65 
6.91 5.95 

6.73 10.04 
10.63 19.05 

4.56 2.65 

9.74 8.09 
1.4 2.81 

5.09 5.15 
5.06 4.35 

11.46 7.21 
12.55 13.81 

6.53 4.7 

17.08 11.84 
8.12 7.03 

15.09 15.56 
7.6 6.68 

8.23 11.1 

22.92 30.07 
4.18 3.8 
8.34 6.97 
5.06 3.34 

44.26 28.35 
4.02 5.82 

13.47 13.16 
3.81 4.57 
3.56 2.55 

15.51 21.53 
8.73 7.06 
3.67 3.21 
4.23 5.29 
5 7.75 
5.69 3.6 
3.47 4.03 

11.44 15.42 

3.94 1.53 
7.09 6.08 
6.14 7.58 

20.24 16.55 
24.78 18.5 
6.73 3.06 
5.71 3.98 

34.27 34.29 
25.32 26.87 
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3.87 3.88 4.59 

5.49 7.33 9.98 

18.5 23.44 19.83 * + 

10.02 7.87 14.61 

8.64 6.62 7.81 
4.15 4.97 3.59 
4.11 6.15 5.33 

6 6.59 5.33 

2.71 3.97 5.6 

13 15.8 8.95 

5.77 6.94 7.27 
2.42 3.29 3.15 

28.39 27.43 29.48 

4.34 4.52 3.26 

17.41 12.33 13.9 

5.51 4,18 4.63 * + 

4.9 4.96 4.04 

6.79 7.43 6.29 * + 

2.73 4.28 4.53 

17.11 18.07 15.39 

4.78 5 4.19 
5.08 6.72 4.76 
6.68 6.34 7.7 
4.49 4.71 3.08 

7.1 7.22 5.91 

20.89 26.85 20.68 ** + 

5.01 6.26 5.61 

13.04 19.48 20.89 

6.65 4.98 6.17 
12.56 7.74 9.52 

2.36 3.47 2 
45.56 40.89 41.74 
27.99 33.46 32.69 * + 

7.37 9.71 7.37 
3.81 4.89 3.8 
3.73 3.18 4.04 
2.75 5.22 3.56 

16.84 16.25 20.26 

11.89 12.66 15.87 

4.59 6.02 5.37 

2.31 2.96 4.1 

96.31 109.31 123.5 * + 

5.84 6.41 7.12 

8.44 7.56 10.21 

4.97 5.32 5.56 

14.1 14.51 17.51 

20.15 25.59 22.24 

7.39 9.1 10.51 

7.17 9.98 6.21 

226.48 298.92 241.84 
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NT2RP2004568 5.19 5.19 11.18 6.52 

NT2RP2004580 3.98 3.98 7.71 5.71 

NT2RP2004585 11.28 11.28 49.82 36.69 

NT2RP2004587 1.85 1.85 4.16 2.07 

NT2RP2004594 4.56 4.56 9.24 11.47 

NT2RP2004600 3.49 3.49 5.76 2.22 

NT2RP2004602 4.62 4.62 6.32 6 

NT2RP2004606 392.21 392.21 581.19 612.4 

NT2RP2004614 2.92 2.92 4.73 2.69 

NT2RP2004648 2.52 2.52 4.96 3.24 

NT2RP2004655 5.69 5.69 10.1 8.37 

NT2RP2004664 3.64 3.64 5.35 3.59 

NT2RP2004670 1.98 1.98 3.81 1.98 

NT2RP2004675 3.37 3.37 9.29 4.08 

NT2RP2004681 3.46 3.46 7.56 5.72 

NT2RP2004689 2.63 2.63 5.75 5.75 

NT2RP2004709 3.93 3.93 7.79 4.46 

NT2RP2004710 3.15 3.15 8.37 5.63 

NT2RP2004721 1.79 1.79 5.99 3.39 

NT2RP2004736 3.26 3.26 5.81 6.11 

NT2RP2004743 4.94 4.94 7.96 5.94 

NT2RP2004750 6.21 6.21 17.46 11.9 

NT2RP2004755 11.65 11.65 19.9 14.84 

NT2RP2004767 3.54 3.54 9 4.05 

NT2RP2004768 3.48 3.48 29.51 18.48 

NT2RP2004775 4.68 4.68 5.68 7.71 

NT2RP2004791 7.23 7.23 16.58 9.33 

NT2RP2004794 14.01 14.01 25.74 23.04 

NT2RP2004795 5.15 5.15 7.97 6.96 

NT2RP2004799 6.74 6.74 10.99 5.35 

NT2RP2004802 6.35 6.35 11.79 6.1 

NT2RP2004810 3.44 3.44 8.83 7.37 

NT2RP2004816 5.58 5.58 12.1 11.22 

NT2RP2004837 4.13 4.13 9.89 10.43 

NT2RP2004841 0.91 0.91 2.86 3.69 

NT2RP2004847 3.25 3.25 13.75 13.82 

NT2RP2004861 2.3 2.3 5.23 2.33 

NT2RP2004897 3.35 3.35 6.43 4.26 

NT2RP2004932 6.64 6.64 10.16 7.96 

NT2RP2004933 4.63 4.63 3.41 2.98 

NT2RP2004936 3.69 3.69 6.41 4.56 

NT2RP2004951 2.98 2.98 10.48 5.09 

NT2RP2004959 3. 13 3. 13 6. 61 6. 43 

NT2RP2004961 2.1 2.1 4.79 4.89 

NT2RP2004962 2.27 2.27 7.28 4.5 

NT2RP2004966 2.26 2.26 6.07 4.1 

NT2RP2004967 3.87 3.87 6.16 4.07 

NT2RP2004974 5.27 5.27 5.43 3.59 

NT2RP2004978 2.68 2.68 5.26 4.17 

NT2RP2004982 0.57 0.57 1.82 2.2 
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NT2RP2004985 
NT2RP2004999 
NT2RP2005000 
NT2RP2005001 
NT2RP2005003 
NT2RP2005012 
NT2RP2005018 
NT2RP2005020 
NT2RP2005022 
NT2RP2005027 
NT2RP2005031 
NT2RP2005035 
NT2RP2005037 
NT2RP2005038 
NT2RP2005048 
NT2RP2005069 
NT2RP2005073 
NT2RP2005097 
NT2RP2005108 
NT2RP2005116 
NT2RP2005126 
NT2RP2005135 
NT2RP2005139 
NT2RP2005140 
NT2RP2005144 
NT2RP2005147 
NT2RP2005148 
NT2RP2005159 
NT2RP2005162 
NT2RP2005163 
NT2RP2005168 
NT2RP2005181 
NT2RP2005204 
NT2RP2005219 
NT2RP2005227 
NT2RP2005237 
NT2RP2005239 
NT2RP2005247 
NT2RP2005254 
NT2RP2005270 
NT2RP2005276 
NT2RP2005287 
NT2RP2005288 
NT2RP2005289 
NT2RP2005293 
NT2RP2005315 
NT2RP2005322 
NT2RP2005325 
NT2RP2005336 
NT2RP2005343 



16.03 16.03 

2.21 2.21 

3.62 3.62 

5.41 5.41 

3.8 3.8 
6.61 6.61 

1.9 1.9 
6.12 6.12 
1.65 1.65 
5.96 5.96 
1.54 1.54 

44.19 44.19 

4.28 4.28 

4.86 4.86 

9.92 9.92 

16.01 16.01 

7.36 7.36 

2.39 2.39 

1.76 1.76 

3.53 3.53 

5.88 5.88 

5.08 5.08 

1.94 1.94 

3.82 3.82 

4.04 4.04 
2.23 2.23 

2.86 2.86 
3.92 3.92 

3.23 3.23 
9.15 9.15 

2.87 2.87 
2.64 2.64 

5.4 5.4 

4.61 4.61 

3.59 3.59 

26.49 26.49 

2.24 2.24 
10.63 10.63 

4.35 4.35 

9.06 9.06 

7. 19 7. 19 

7.98 7.98 

2.51 2.51 

4. 26 4. 26 

5 5 

5. 79 5. 79 

5.05 5.05 
8.45 8.45 
1.71 1.71 
2.44 2.44 
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45.34 44.65 
5.64 4.27 

5.76 4.33 
7.91 8.26 

7.2 6.11 

20.14 18.41 

4.24 3.29 

23.58 19.97 
5.01 5.09 

38.61 42.51 

4.99 3.94 

94.82 116.52 

5.87 7.91 
4.84 1.85 

30.91 30.14 

34.88 21.99 

30.35 29.36 
5.6 5.27 

3.95 2.84 

5.96 6.27 
8.31 8.9 
5.22 4.65 

2.77 1.87 
4.86 12.39 
6.31 6.69 
5.49 5.61 

5.63 3.83 
5.6 4.94 

5.56 4.57 

20.61 24.53 

6.14 5.24 
5.42 3.4 

7^81 9.08 

9.64 7.09 

10.43 7.55 
94.81 86.96 

6.07 2.62 

37.59 35.58 
9.14 5.7 

17.44 10.82 
11.53 10.88 
11.97 8.37 

5.14 2.89 

8.48 6.68 

6.93 13.68 

10.64 8.04 

15.42 18.91 

18.4 15.57 

6.68 4.18 

7.48 3.91 
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4.83 2.37 2.67 3.32 

3.61 3.34 2.96 3.53 
11.79 10.37 13 11.38 

109.04 101.37 134.72 117.96 

5 3.59 4.97 3.84 
13.12 7.54 8.7 13.93 

5.41 4.21 6.76 7.72 

6.34 4.86 6.16 4.07 

5.71 4.28 5.65 4.64 

9.05 6.37 8.5 6.77 

18.38 15.27 18.89 15.46 
5.85 5.41 6.65 5.64 
10.5 7.02 4.28 4.97 

5.62 3.36 3.77 5.79 
40.66 34.62 25.56 41.66 

19.24 21.92 21.07 25.56 

7.44 2.63 4.09 3.15 
23.21 28.69 37.38 31.61 

5.27 3.55 4.16 4.95 

15.23 15.65 22.11 25.05 

11.91 9.22 4.67 10.35 

6.69 3.86 3.75 3.74 

32.59 28.21 27.9 25.85 

8.99 7.01 6.98 6.08 

21,09 18.18 25.55 23.45 

12.47 8.63 10.12 8.78 

5.77 3.38 4.55 4.3 

18.25 11.3 13.16 11.28 

7.45 5.18 5.03 4.98 
5.54 3.12 4.34 2.46 

217.82 139.27 121.83 104.81 

10.45 11.4 9.61 15.73 

6 4.06 7.05 4.39 

32.39 27.11 39.97 33.03 
7.01 7.81 7.68 4.79 
3.33 1.67 2.12 1.9 
9.09 9.34 7.79 8.91 
6.22 6.43 5.84 7.45 
7.15 4.79 5.58 6.59 

39.57 25.85 38.31 39.61 

7.66 6.72 4.85 7.11 

10.1 14.96 16.19 15.37 

8.47 4.03 6.52 6.26 

9.61 6.32 7.95 6.89 
3.18 3.21 2.92 4.74 
2.93 2.98 4.1 3.84 
3.71 4.03 4.29 4.44 

14.29 13.17 15.14 15.75 

5.62 3.68 4.11 2.45 
6.26 3.6 3.92 3.11 
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NT2RP2005622 6.14 6.14 5.07 6.21 7.43 4.61 

NT2RP2005632 5.72 5.72 10.95 11.57 10.42 14.89 

NT2RP2005635 2.22 2.22 19.06 18.14 23.77 18.14 

NT2RP2005637 1.53 1.53 8 3.73 3.71 4.14 

NT2RP2005640 1.72 1.72 7.22 7.49 8.73 6.06 

NT2RP2005645 4.68 4.68 11.8 10.61 11.47 9.67 

NT2RP2005651 3.45 3.45 7.88 7.64 6.78 10.15 

NT2RP2005654 4.08 4.08 4.14 3.02 2.52 3.8 

NT2RP2005666 4.91 4.91 5.27 4.34 7.7 4.74 

NT2RP2005669 7.15 7.15 7.95 7.05 11.14 8.21 

NT2RP2005670 2.35 2.35 6.91 7.77 5.04 5.2 

NT2RP2005671 3.12 3.12 7.83 10.77 8.9 9.78 * + 

NT2RP2005675 7.32 7.32 37.84 34.46 40.94 40.02 

NT2RP2005683 2.56 2.56 7.01 7.16 5.19 7.16 

NT2RP2005690 2.84 2.84 4.48 2.82 3.74 3.4 

NT2RP2005694 4.07 4.07 5.49 3.77 6.26 3.54 

NT2RP2005701 5.97 5.97 8.82 10.39 10.35 9.52 * + 

NT2RP2005712 5.67 5.67 5.28 4.83 7.94 6.33 

NT2RP2005719 1.86 1.86 3.26 4.42 3.8 3.76 * + 

NT2KP2005722 4.16 4,16 11.13 13.39 15.7 15.94 * + 

NT2RP2005723 2.71 2.71 4.2 3.65 4.58 3.67 

NT2RP2005726 2.55 2.55 4.13 2.86 4.01 3.22 

NT2RP2005729 4.64 4.64 9.94 10.21 10.7 10.62 

NT2RP2005731 3.05 3.05 3.39 2.51 2.16 1.27 * 

NT2RP2005732 9.41 9.41 57.73 48.37 75.21 41.64 

NT2RP2005737 10.75 10.75 22.28 27.16 25.02 17.59 

NT2RP2005741 3.03 3.03 5.35 3.68 3.31 3.37 

NT2RP2005748 1.86 1.86 5.94 3.8 3.72 2.95 

NT2RP2005752 2.46 2.46 5.55 3.27 4.37 3.8 

NT2KP2005753 8.45 8.45 14.76 11.12 11.69 14.45 

NT2RP2005763 3 3 8.03 4.22 4.77 5 

NT2RP2005767 3.72 3.72 7.79 5.55 6.75 6.29 

NT2RP2005773 8.11 8.11 10.02 10.6 11.59 13.37 * + 

NT2RP2005774 4.25 4.25 12.72 6.86 12.24 14.61 

NT2RP2005775 3.75 3.75 7.2 3.35 4.83 5.63 

NT2RP2005781 5.11 5.11 9.88 9.82 7.19 12.94 

NT2RP2005784 5.41 5.41 11.51 7.68 12.12 14.06 

NT2RP2005789 3.98 3.98 11.24 7.89 9.52 8.86 

NT2RP2005799 2.45 2.45 6.35 2.64 4.67 3.7 

NT2RP2005804 9.01 9.01 25 27.85 27.32 30.57 

NT2RP2005812 2.63 2.63 4.83 2.9 3.89 5.21 

NT2RP2005815 2.48 2.48 3.15 2.38 3.21 5.2 

NT2RP2005835 5.99 5.99 11.26 7.13 13.74 11.69 

NT2RP2005841 2.32 2.32 10.04 4.89 7.43 11.23 

NT2RP2005853 1.29 1.29 4.44 2.71 4.6 4.96 

NT2RP2005857 7.37 7.37 9.87 13.46 7.93 20.27 

NT2RP2005859 2.76 2.76 5 2.91 6.14 4.78 

NT2RP2005860 1.41 1.41 3.54 1.45 1.89 2.22 

NT2RP2005863 3.03 3.03 6.55 10,76 18.29 15.94 * + 

NT2RP2005868 3.86 3.86 5.85 5.1 6.3 7.77 
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NT2RP2005876 5.7 5.7 12.31 7.84 8.29 8.2 

NT2RP2005878 2.26 2.26 8.44 5.25 4.95 6.32 

NT2RP2005883 13.54 13.54 21.06 23.75 9.57 28.09 

NT2RP2005886 7.18 7.18 50.05 51.13 62.09 50.14 

NT2RP2005887 3.76 3.76 6.51 4.74 8.05 4.81 

NT2RP2005890 4.17 4.17 9.77 11.87 17.13 12.15 * + 

NT2RP2005901 3.19 3.19 5.69 3.91 6.18 5.14 

NT2RP2005902 3.17 3.17 4.33 4.78 4.77 6.25 

NT2RP2005908 3.09 3.09 7.86 4.89 3.7 6.34 

NT2RP2005927 1.77 1.77 2.66 2.25 4.36 3,07 

NT2RP2005933 2.5 2.5 5.59 6.4 4.77 6.42 

NT2RP2005941 2.09 2.09 5.2 3.31 4.41 3.9 

NT2RP2005942 4 4 6.86 3.08 4.59 4.64 

NT2RP2005946 4.63 4.63 9.49 5.33 7.06 6.24 

NT2RP2005970 5.44 5.44 14 16.16 22.05 18.9 * + 

NT2RP2005980 3.71 3.71 5.25 2,69 3.46 2.37 

NT2RP2005994 2. 99 2. 99 6. 76 4. 28 3. 28 5. 14 

NT2RP2006004 1.31 1.31 2.89 2.07 6.09 2.58 

NT2RP2006013 1.38 1.38 4.91 3.1 5.07 4.92 

NT2RP2006023 8.37 8.37 17.77 20 21.43 21.14 * + 

NT2RP2006028 5.03 5.03 10.23 7.47 9.89 9.71 

NT2RP2006038 4.67 4.67 5.86 2.79 5.4 1.09 

NT2RP2006042 8.3 8.3 7.22 6.63 5.89 6.3 * 

NT2RP2006043 5.65 5.65 7.59 7.6 10.99 8.29 

NT2RP2006052 1.48 1.48 4.48 4.13 3.12 4.54 

NT2RP2006057 3.73 3.73 6.23 5.69 3.83 4.95 

NT2RP2006064 4.16 4.16 7.73 5.86 6.81 9.08 

NT2RP2006068 2.76 2.76 6.75 6.8 7.81 5.81 

NT2RP2006069 1.46 1.46 4.94 3.56 3.95 3.3 

NT2RP2006071 8.37 8.37 7.8 9.28 10.48 9.11 * + 

NT2RP2006090 6.62 6.62 5.78 3.27 3.55 3.64 ** 

NT2RP2006092 3.78 3.78 8.3 6.18 8.04 7.07 

NT2RP2006097 14.05 14.05 40.38 31.2 25.81 40.02 

NT2RP2006098 1.94 1.94 4.27 4.52 4.61 7.65 

NT2RP2006099 3.84 3.84 11.02 10.65 10.99 13.34 

NT2RP2006100 2.87 2.87 5.78 3.63 7.31 5.19 

NT2RP2006103 2.39 2.39 5.54 2.6 3.93 1.71 

NT2RP2006106 6.48 6.48 21.51 18.05 24.81 22.3 

NT2RP2006127 3.17 3.17 4.92 1.62 1.26 1.21 * 

NT2RP2006134 4.25 4.25 4.41 6.08 6.7 5.47 ** + 

NT2RP2006141 3.91 3.91 7.94 7.45 6.04 9.08 

NT2RP2006166 3.1 3.1 10.65 9.01 8.94 7.85 

NT2RP2006176 2.15 2.15 4.26 3.95 5.73 4.69 

NT2RP2006181 1.68 1.68 2.84 3.21 3.14 2.45 

NT2RP2006184 8.85 8.85 17.16 20.8 19.95 17.1 

NT2RP2006186 3.01 3.01 4.57 2.77 2.29 4.33 

NT2RP2006196 5.24 5.24 7.21 5.25 5.23 4.16 

NT2RP2006199 5.06 5.06 4.38 3.81 3.65 3.64 ** 

NT2RP2006200 0.87 0.87 3.43 4.37 4.52 2.17 

NT2RP2006210 20.08 20.08 59.85 75.37 70.55 96.59 * + 
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6.26 5.97 

7.55 9 

4.79 3.45 

6.33 4.2 

6.73 3.07 

3.98 2.04 
7.96 9.52 

30.36 23.46 

8.89 8.85 

12.68 13.12 

8.22 8.47 

9.87 6.42 

4.23 2.79 
2.59 2.39 
1.82 1.7 
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5.26 4.73 
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4.59 3.14 
4.44 2.42 

111.62 108.73 
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7.04 4.34 6.56 4.78 
35.13 38.45 45.47 31.69 

6.09 4.7 5.04 8.18 

5.9 2.59 1.85 2.22 

7.66 4.22 3.06 4.95 

7 5.29 6.56 6.11 

3.93 1.72 4.68 0.59 
7.03 4.31 4.92 4.06 
8.66 4 6.75 4.86 
6.24 4.44 7.13 3.23 

6.5 9.41 13.44 11.06 * + 

5.96 3.21 3.46 3.56 
7.35 3.71 3.01 3.16 
4.42 3.67 7.11 3.84 

5.55 5.85 6.2 5.94 

6.94 5.26 7.78 3.58 
9.03 3.76 8.5 6.22 

10.69 8.51 11.19 9.72 

6.5 4.38 5.35 3.22 

4.76 3.81 2.67 3.96 
7.09 5.59 3.32 3.91 

5.1 1.89 4.07 1.6 

5.51 3.34 5.19 2.27 

24.22 25.83 37.88 23.13 

20.58 22 28.87 18.2 

6.18 4.96 5.39 4.19 * 

6.72 3.78 5.28 3.93 

4.84 5.13 4.66 5.5 

9.1 6.22 5.61 6 

3.6 2.72 3.2 2.52 

5.05 5.63 7.94 4.24 
14.27 11.29 13.7 14.28 

5.56 3.42 4.53 2 
14.37 16.23 19.96 12.93 

9.01 6.61 7.25 6.46 

6.48 5.58 6.3 6.11 

7.77 7.28 5.03 5.31 
6.28 4.9 5.04 5.34 

6.97 6.14 7.77 8.24 
6.17 3.27 3.9 2.5 

14.55 12.8 11.65 11.73 

6.01 6.03 8.47 5.72 

16.71 28.33 38.98 25.93 * + 

1.53 1.66 1.2 1.46 

10.6 19.18 15.43 15.82 * + 

3.66 4.03 4.29 3.39 

7.2 10.49 8.4 7.88 
4.44 3.88 4.1 4.25 
4.71 3 2.6 2.45 
10.1 5.87 9.5 5.73 
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NT2RP3000220 5.14 5.14 5.66 3.68 5.69 2.92 

NT2RP3000221 2.18 2.18 5.45 6.26 6.63 5.93 

NT2RP3000232 2.7 2.7 8.01 7.1 5.52 5.92 

NT2RP3000233 1.55 1.55 6.01 6.9 5.91 4.06 

NT2RP3000234 3.23 3.23 9.09 12.89 10.4 11.41 

NT2RP3000235 1.57 1.57 3.3 2.35 2.92 1.38 

NT2RP3000239 4.61 4.61 11.11 9.51 9.71 14.92 

NT2RP3000247 3.25 3.25 5.82 2.92 4.04 1.96 

NT2RP3000251 6.11 6.11 6.52 5.22 5.82 3.25 

NT2RP3000252 3.73 3,73 7.99 7.61 8.53 8.4 

NT2RP3000255 2.18 2.18 2.96 3.26 3.13 1.97 

NT2RP3000262 6.72 6.72 9.43 11.67 7.95 9.13 

NT2RP3000266 6.47 6.47 15.5 13.38 10.83 12.64 

NT2RP3000267 2.71 2.71 4.04 2.9 2.64 3.03 

NT2RP3000271 4.38 4.38 5.57 5.11 4.84 3.72 

NT2RP3000278 7.84 7.84 56.85 48.55 82.07 42.57 

NT2RP3000281 4.94 4.94 10.72 8.19 8.22 7.27 

NT2RP3000292 5.63 5.63 14.1 9.17 6.77 6.93 

NT2RP3000299 2.31 2.31 4.92 3.73 4.89 4.98 

NT2RP3000304 2.15 2.15 3.48 2.85 3.36 1.64 

NT2RP3000310 7.24 7.24 24.22 18.94 23.07 19.88 

NT2RP3000312 2.99 2.99 8.16 3.31 5.25 3.87 

NT2RP3000320 7.06 7.06 6.17 5.25 4.74 4.74 

NT2RP3000322 11.05 11.05 18.76 32.59 45.13 46.95 

NT2RP3000324 6.91 6.91 46.42 36.64 43.53 39.68 

NT2RP3000326 1.95 1.95 6.17 4.02 5.75 3.53 

NT2RP3000329 2.5 2.5 5.96 4.97 8.84 5.9 

NT2RP3000330 4.1 4.1 6.18 4.62 5.53 6.12 

NT2RP3000333 3.23 3.23 7.45 4.36 5.28 4.52 

NT2RP3000341 8.8 8.8 12.85 14.81 18.59 14.41 

NT2RP3000344 2.73 2.73 3.75 2.69 3.54 2.29 

NT2RP3000345 3.09 3.09 3.57 1.65 1.97 2.66 

NT2RP3000348 444. 59 444. 59 802. 63 824. 621016. 01 909. 68 

NT2RP3000350 4.25 4,25 10.34 4.57 9.28 6.4 

NT2RP3000359 9.53 9.53 24.44 8.54 11.36 16.62 

NT2RP3000361 7.5 7.5 11.12 7.89 7.81 8.95 

NT2RP3000366 7.38 7.38 14.27 9.52 11.84 16.13 

NT2RP3000378 2.67 2.67 5.75 3.92 4.78 2.47 

NT2RP3000384 5.42 5.42 10.88 9.52 13.1 9.28 

NT2RP3000389 12.54 12.54 21.49 23.95 35.02 27.32 

NT2RP3000393 3.74 3.74 6.16 5.03 4.53 4.77 

NT2RP3000395 110.27 110.27 212 108.33 38.18 148.45 

NT2RP3000397 2.83 2.83 5.28 2.51 5.26 3.31 

NT2RP3000398 3.39 3.39 10.12 11.46 11.18 12.26 

NT2RP3000403 3.22 3.22 9.39 10.1 8.2 8.44 

NT2RP3000418 3.4 3.4 10.22 7.12 11.08 13.42 

NT2RP3000424 2.86 2.86 9.43 6.25 9.52 6.86 

NT2RP3000427 4.65 4.65 9.05 11.55 13.43 12.35 

NT2RP3000431 2.05 2.05 4.93 3.43 3.26 3.93 

NT2RP3000433 2.63 2.63 8.65 5.65 7.09 6.65 
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NT2RP3000436 11.39 11.39 20.93 18.76 9.35 18.86 

NT2RP30Q0439 1.4 1.4 3.61 2.54 3.56 2 

NT2RP3000441 3.88 3.88 7.4 7.56 7.92 6.39 

NT2RP3000444 3.31 3.31 7.29 2.36 3.25 2.2 

NT2RP3000448 4.45 4.45 10.15 4.05 6.54 3.93 

NT2RP3000449 2.84 2.84 4.59 3.1 3.94 2.93 

NT2RP3000451 1.76 1.76 5.12 3.7 5 2.96 

NT2RP3000456 1.69 1.69 5.48 4.23 6.67 4.21 

NT2RP3000460 18.87 18.87 36.67 24.52 25.24 26.25 

NT2RP3000471 3.14 3.14 6.49 2.74 4.98 5.84 

NT2RP3000477 19.96 19.96 23.67 28.98 17.78 32.78 

NT2RP3000478 5.86 5.86 8.95 5.21 8.98 2.6 

NT2RP3000481 5.48 5.48 5.76 2.76 3.61 1.52 ** 

NT2RP3000484 3.51 3.51 4.26 2.32 2.55 1.76 * 

NT2RP3000487 1.77 1.77 7.4 5.07 4.03 4.97 

NT2RP3000512 3.29 3.29 17.7 15.17 15.9 14.52 

NT2RP3000523 13.05 13.05 30.74 31.75 27.83 34.4 

NT2RP3000526 3.07 3.07 7.38 5.18 6.31 4.64 

NT2RP3000527 2.83 2.83 6.5 3.76 7.25 5.03 

NT2RP3000531 2.9 2.9 7.71 5.11 5.51 4.69 

NT2RP3000532 5.74 5.74 5.6 5.75 8.39 4.26 

NT2RP3000542 6.23 6.23 8.1 7.21 7.3 6.39 

NT2RP3000554 8.81 8.81 15.22 13.78 10.56 14.95 

NT2RP3000561 1.21 1.21 3.51 3,11 2.76 2.25 

NT2RP3000562 1 . 84 1 . 84 3. 5 3. 7 3. 87 3. 23 

NT2RP3000578 1.56 1.56 2.54 2.54 3.37 2.36 

NT2RP3000582 1.26 1.26 4.66 2.24 2.52 0.41 

NT2RP3000584 2.82 2.82 6.52 3.2 2.5 2.02 

NT2RP3000586 4.08 4.08 4.59 3.28 3.9 2.87 

NT2RP3000590 5.69 5.69 4.61 3.78 4.35 2.57 

NT2RP3000592 1.8 1.8 2.99 2.97 2.75 3.15 

NT2RP3000596 2.27 2.27 4.89 4.5 3.33 3.03 

NT2RP3000599 1.67 1.67 3.07 3.88 4.98 3.82 * + 

NT2RP3000603 6.09 6.09 39.25 40.43 44.88 35.89 

NT2RP3000605 2.84 2.84 6.66 4.56 4.23 2.56 

NT2RP3000607 5.35 5.35 7.59 5.74 8.46 7.55 

NT2RP3000616 3.26 3.26 5.45 2.56 2.38 1.21 

NT2RP3000621 5.18 5.18 8.48 10.28 10.29 6.01 

NT2RP3000622 2.36 2.36 8.76 5.85 6.21 4.72 

NT2RP3000624 1.53 1.53 3.19 3.97 3.06 2.78 

NT2RP3000628 2.44 2.44 8.04 10.27 7.85 5.58 

NT2RP3000631 4.71 4.71 14.95 22.82 16.45 14.2 

NT2RP3000632 2.35 2.35 5.5 7.78 8.91 5.91 * + 

NT2RP3000638 6.95 6.95 17.93 11.8 11.6 9.97 

NT2RP3000644 25.72 25.72 48.41 57.98 72.01 52.49 * + 

NT2RP3000645 5.85 5.85 10.48 9.84 12.55 8.43 

NT2RP3000652 3.39 3.39 5.34 6.22 5.9 7.74 * + 

NT2RP3000658 2.26 2; 26 5.01 6.16 4.24 4.86 

NT2RP3000660 2.34 2.34 6.25 6.98 6.91 5.14 

NT2RP3000661 1.98 1.98 4.49 4.06 3.87 3.1 



(1130) ^^2002-191363 
2257 2258 

NT2RP3000665 4.79 4.79 12.26 11.83 11.92 7 

NT2RP3000676 4.46 4.46 7.55 6.65 7.81 5.42 

NT2RP3000677 2.87 2.87 4.13 2.44 3.07 1.54 

NT2RP3000681 19.85 19.85 30.12 32.94 41.51 34.34 * + 

NT2RP3000683 2.68 2.68 9.67 6.69 7.09 6.69 

NT2RP3000685 1.7 1.7 2.5 3.63 2.36 3.44 

NT2RP3000690 2.77 2.77 3.29 3.82 3.75 2.72 

NT2RP3000698 10 10 22.49 25.66 17.08 27.43 

NT2RP3000708 3.45 3.45 5.5 8.17 9.22 8.56 ** + 

NT2RP3000719 2.83 2.83 2.83 1.16 1.7 1.91 ** 

NT2RP3000721 5.63 5.63 24.61 23.43 39.76 21.55 

NT2RP3000728 3.33 3.33 2.57 1.4 1.64 1.05 ** 

NT2RP3000730 2.06 2.06 5.04 2.76 4.23 1.86 

NT2RP3000733 2.87 2.87 6.32 3.48 4.47 4.25 

NT2RP3000735 1.74 1.74 4.22 1.81 2.22 1.26 

NT2RP3000736 2.71 2.71 6.35 3.29 5.05 3.65 

NT2RP3000739 13.76 13.76 12.16 18.05 9.37 20.19 

NT2RP3000742 3.89 3.89 10.06 4.54 4.97 4.43 

NT2RP3000753 2.29 2.29 3.9 2.17 2.65 6.3 

NT2RP3000759 9.07 9.07 15.99 11.11 17.14 23.05 

NT2RP3000789 1.58 1.58 5.76 4.89 4.23 3.69 

NT2RP3000815 1.91 1.91 5.92 4.49 5.57 3.08 

NT2RP3000818 4.35 4.35 11.29 6.64 10.49 8.27 

NT2RP3000820 9.01 9.01 18.49 18.58 20.1 16.9 

NT2RP3000821 2.13 2.13 4.83 3.28 5.19 2.02 

NT2RP3000825 1.87 1.87 4.94 1.92 1.47 2.27 

NT2RP3000826 4.04 4.04 13.59 10.86 13.8 12.94 

NT2RP3000836 5.33 5.33 11.61 11.55 14.11 13.3 

NT2RP3000838 319.2 319.2 741.74 710.2 743.55 1049.86 

NT2RP3000839 2.35 2.35 6.67 4.53 6.38 4.36 

NT2RP3000841 2.17 2.17 4.32 3.79 5.55 4.72 

NT2RP3000845 3.96 3.96 8.89 5.76 6.71 7.85 

NT2RP3000847 3.7 3.7 7.94 4.48 5.94 5.28 

NT2RP3000848 2.84 2.84 8.34 5.36 6.81 6.3 

NT2RP3000850 5.67 5.67 7.04 6.58 11.29 7.47 

NT2RP3000852 3.27 3.27 3.17 4.02 5.23 5.8 * + 

NT2RP3000859 2.76 2.76 7.12 4.46 7.11 8.43 

NT2RP3000861 2.58 2.58 10.51 6.13 10.36 6.43 

NT2RP3000862 15.29 15.29 24.16 16.36 9.81 23.13 

NT2RP3000865 1.58 1.58 4.26 2.54 4.21 1.83 

NT2RP3000866 2.08 2.08 5.03 2.37 3.59 5.22 

NT2RP3000868 2.2 2.2 7.09 3.04 3.84 2.28 

NT2RP3000869 3.54 3.54 11.36 9.61 15.76 7.9 

NT2RP3000871 1.75 1.75 3.79 1.81 3.24 1.94 

NT2RP3000875 0.99 0.99 4.25 2.57 2.71 3.64 

NT2RP3000895 2.54 2.54 5.56 2.84 3.55 4.93 

NT2RP3000900 6.01 6.01 11.86 11.3 7.7 14.58 

NT2RP3000901 3.67 3.67 7.03 4.11 6.39 5.3 

NT2RP3000903 3.76 3.76 7.87 3.12 5.92 3.93 

NT2RP3000904 3.83 3.83 8.67 3.05 4.87 3.16 



2259 

NT2RP3000907 
NT2RP3000913 
NT2RP3000917 
NT2RP3000919 
NT2RP3000921 
NT2RP3000942 
NT2RP3000968 
NT2RP3000974 
NT2RP3000980 
NT2RP3000984 
NT2RP3000994 
NT2RP3001001 
NT2RP3001004 
NT2RP3001007 
NT2RP3001012 
NT2RP3001042 
NT2RP3001044 
NT2RP3001048 
NT2RP3001050 
NT2RP3001055 
NT2RP3001057 
NT2RP3001061 
NT2RP3001069 
NT2RP3001074 
NT2RP3001078 
NT2RP3001081 
NT2RP3001084 
NT2RP3001095 
NT2RP3001096 
NT2RP3001097 
NT2RP3O01107 
NT2RP3001109 
NT2RP3001111 
NT2RP3001112 
NT2RP3001113 
NT2RP3001115 
NT2RP3001116 
NT2RP3001119 
NT2RP3001120 
NT2RP3001126 
NT2RP3001127 
NT2RP3001133 
NT2RP3001140 
NT2RP3001147 
NT2RP3001150 
NT2RP3001152 
NT2RP3001155 
NT2RP3001156 
NT2RP3001159 
NT2RP3001170 
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6.04 6.04 
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1.99 1.99 
2.26 2.26 
2.66 2.66 

70.24 70.24 

5.36 5.36 

5. 77 5. 77 

3.17 3.17 
2.09 2.09 
1.46 1.46 

3.37 3.37 
4.46 4.46 

2.78 2.78 
4.74 4.74 
6.26 6.26 
2.52 2.52 

1.79 1.79 
6.55 6.55 
2.79 2.79 

3. 18 3. 18 
6.03 6.03 
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4 4 
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3.69 3.69 

5.02 5.02 
6. 16 6. 16 
6.93 6.93 
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1.46 1.46 
3. 16 3. 16 
1.99 1.99 

1.7 1.7 

2.95 2.95 

4. 38 4. 38 
5.38 5.38 
7.38 7.38 



(1131) 

10.03 8.94 

15.01 17.87 

16.58 7.66 

5.15 3.5 

7.67 4.88 

3.89 2.68 

87.55 105.89 

9.06 3.21 

5.77 2.09 

7.65 6.33 
4.88 2.4 
3.45 3.75 
6.52 3.51 

9.87 10.02 

5.4 4.99 
5.52 2.99 
7. 12 7. 16 
3.01 3.5 
4.99 4.68 
15.6 16.48 

10.84 5.57 

6.57 5.03 

14.95 18.49 

7.22 8.72 

7.29 7.51 

5.72 4.65 

7.92 6.85 

3.88 3.69 
7.33 16.78 

4.28 6.42 
4.79 3.77 

5.5 6.01 
4.19 3.41 

18.48 25.73 

2.59 2.47 

3.32 2.57 

2.66 2.55 

6.75 9.07 
8.24 8.85 

12.34 17.84 

6.76 4.79 

4.95 3.95 
2.43 3.21 

6.96 16.08 
4.32 4.06 

3.29 3.15 
4.35 3.68 
6.57 2.91 
10.5 7.87 
5.96 6.12 
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(1132) #M 2002-191363 

2261 2262 

NT2RP3001176 3.49 3.49 10.75 6.27 8.23 9.49 

NT2RP3001195 2.35 2.35 4.81 6.79 5.79 6.22 * + 

NT2RP3001209 3.47 3.47 5.98 5.96 4.64 5.22 

NT2RP3001214 1.63 1.63 4.91 3.44 3.87 3.81 

NT2RP3001216 3.58 3.58 6.38 6.25 4.33 3.6 

NT2RP3001221 3.33 3.33 4.27 3.07 3.06 1.79 

NT2RP3001226 5.96 5.96 29.04 21.93 31.45 17.76 

NT2RP3001230 3.17 3.17 2.41 3.09 3.14 1.56 

NT2RP3001232 1.8 1.8 4.72 2.36 3.7 2.85 

NT2RP3001236 1.68 1.68 4.3 1.7 3.26 1.47 

NT2RP3001239 1.58 1.58 5.21 2.81 4.31 2.01 

NT2RP3001240 12.83 12.83 22.18 23.01 24.3 14.46 

NT2RP3001245 3.53 3.53 9.88 4.08 6.36 3.39 

NT2RP3001253 2.79 2.79 4.87 3.34 4.53 5.21 

NT2RP3001259 6.62 6.62 11.97 12.33 15.62 11.83 

NT2RP3001260 3.74 3.74 5.15 3.45 5.44 3.97 

NT2RP3001264 2.2 2.2 10.29 5.99 6.92 6.38 

NT2RP3001268 2.25 2.25 7.18 4.93 4.72 4.35 

NT2RP3001271 7.06 7.06 16.29 13.07 12.27 14.24 

NT2RP3001272 3.73 3.73 12.45 9.43 11.09 10.15 

NT2RP3001274 6.08 6.08 8.09 6.72 6.35 5.11 

NT2RP3001275 9.78 9.78 11.58 21.56 26.84 22.59 ** + 

NT2RP3001280 3.39 3.39 5.5 3.58 5.24 4.18 

NT2RP3001281 3.15 3.15 3.89 3.08 4.48 5.14 

NT2RP3001288 49.31 49.31 103.24 124.07 142.92 164.41 * + 

NT2RP3001297 6.39 6.39 42.01 37.04 42.75 41.14 

NT2RP3001300 5.23 5.23 15.92 16.78 17.41 17.76 

NT2RP3001301 2.91 2.91 6.59 3.96 4.58 3.9 

NT2RP3001307 1.76 1.76 7.67 2.07 2.81 2.06 

NT2RP3001310 11.55 11.55 17.04 25.54 26.07 28.13 ** + 

NT2RP3001318 2.11 2.11 3.4 2.49 3.37 2.37 

NT2RP3001322 3.58 3.58 5.23 2.62 3.84 5.48 

NT2RP3001325 2.7 2.7 8.39 5.82 6.82 5.58 

NT2RP3001338 2.67 2.67 6.19 4.1 4.21 3.5 

NT2RP3001339 2.53 2.53 5.64 3.08 4.89 2.91 

NT2RP3001340 2.9 2.9 8.42 6.36 7.07 5.79 

NT2RP3001341 2.26 2.26 6.97 5.1 5.62 4.73 

NT2RP3001354 3.22 3.22 9.77 4.28 6.93 9.35 

NT2RP3001355 1.9 1.9 5.41 2.65 3.82 2.74 

NT2RP3001356 2 2 5.34 2.59 3.2 3.55 

NT2RP3001359 1.09 1.09 4.05 1.63 2.5 1.75 

NT2RP3001364 2.34 2.34 5.31 3.26 6.67 2.67 

NT2RP3001373 1.12 1.12 3.22 .2.1 3.74 1.71 

NT2RP3001374 1.9 1.9 4.17 3.18 3.92 3.1 

NT2RP3001383 3.84 3.84 8.96 3.92 6.65 3.85 

NT2RP3001384 4.11 4.11 9.47 3.54 4.46 2.41 

NT2RP3001388 3.98 3.98 8.79 9.48 10.99 9.4 

NT2RP3001392 4.61 4.61 6.19 3.91 6.14 3.23 

NT2RP3001396 1.7 1.7 6.39 4.04 4.66 4.53 

NT2RP3001398 2.51 2.51 6.55 3.85 7.05 2.94 



(1133) !$m 2002-191363 

2263 2264 

NT2RP3001399 4.91 4.91 20.67 15.86 16.12 12.44 

NT2RP3001402 6.46 6.46 36.36 33.37 41.61 39.66 

NT2RP3001407 6.96 6.96 19.16 13.69 17.65 12.35 

NT2RP3001416 7.92 7.92 15.88 13.02 18.3 14.72 

NT2RP3001420 5.33 5.33 6.4 3.27 3.64 1.8 * 

NT2RP3001425 3.73 3.73 4.92 4.74 5.67 3.15 

NT2RP3001426 2.39 2.39 6.08 5.45 4.45 5.11 

NT2RP3001427 1.82 1.82 5.61 3.46 2.89 3.59 

NT2RP3001428 2.42 2.42 6.29 5.69 4.81 3.77 

NT2RP3001429 3.08 3.08 5.91 4.15 7.37 4.73 

NT2RP3001432 2.14 2.14 6.61 3.72 4.44 3.58 

NT2RP3001439 4.14 4.14 6.39 5.87 7.27 4.41 

NT2RP3001441 6.45 6.45 12.63 11.13 14.61 11.2 

NT2RP3001446 4.99 4.99 4.99 4.64 5.22 4.39 

NT2RP3001447 2.72 2.72 5.21 6.64 5.14 6.33 

NT2RP3001449 3.95 3.95 11.85 16.9 14.57 13.16 * + 

NT2RP3001453 1.84 1.84 3.66 3.5 4.4 2.81 

NT2RP3001457 3.86 3.86 7.71 6.06 6.93 5.5 

NT2RP3001459 2.39 2.39 6.03 2.64 2.78 1.17 

NT2RP3001463 2.77 2.77 6.74 5.93 5.94 3.98 

NT2RP3001466 2.87 2.87 3.56 1.19 1.43 0.78 ** 

NT2RP3001472 5.74 5.74 4.02 3.7 4.85 4.32 

NT2RP3001475 3.54 3.54 7.61 6.91 6.65 7.39 

NT2RP3001479 2.54 2.54 6.66 4.37 5.69 5.16 

NT2RP3001490 3.18 3.18 9.26 4.4 6.02 5.21 

NT2RP3001492 4.36 4.36 7.84 7.59 7.08 5.72 

NT2RP3001495 4.14 4.14 3.85 2.75 2.92 1.76 * 

NT2RP3001497 5.8 5.8 6.32 7.47 9.96 6.8 

NT2RP3001501 5.36 5.36 5.52 3.12 4.49 3.43 * 

NT2RP3001527 4.89 4.89 6.71 4.9 5.14 3.52 

NT2RP3001529 1.51 1.51 3.5 4.12 3.95 4. 18 * + 

NT2RP3001538 1.78 1.78 6.2 6.93 7.81 6.23 

NT2RP3001539 5.81 5.81 14.5 15.19 14.15 16.47 

NT2RP3001542 1.52 1.52 5.26 4.23 4.38 2.13 

NT2RP3001549 4.75 4.75 11.12 14.57 11.37 13.44 

NT2RP3001554 3.06 3.06 6.16 6.37 7.5 5.05 

NT2RP3001560 4.96 4.96 5.73 4.67 6.35 2.36 

NT2RP3001561 8.85 8.85 20.77 20.38 27.2 17.15 

NT2RP3001564 1.54 1.54 8.24 6.43 4.53 5.96 

NT2RP3001568 2.1 2.1 7.68 11.84 10.29 8.49 * + 

NT2RP3001575 3.94 3.94 7.24 6.39 6.97 6.16 

NT2RP3001580 1.78 1.78 4.49 4.35 3.8 3.11 

NT2RP3001587 4.38 4.38 8.74 10.75 10.04 7.77 

NT2RP3001589 3.17 3.17 8.21 5.6 7.79 4.36 

NT2RP3001592 4.52 4.52 21.6 19 32.62 14.54 

NT2RP3001607 3.42 3.42 1.86 1.59 2.8 1 

NT2RP3001608 1.05 1.05 3.59 2.41 1.73 2.31 

NT2RP3001613 3.08 3.08 2.77 3.89 2.91 3.99 

NT2RP3001619 4.31 4.31 8.15 7.69 6.45 7.62 

NT2RP3001621 1.18 1.18 2.69 2.39 2.28 2.02 



(1134) #0B 2002-191363 

2265 2266 

NT2RP3001629 2.58 2.58 3.28 2.68 2.41 1.7 

NT2RP3001630 3.39 3.39 4.56 1.67 2.02 1.17 ** 

NT2RP3001631 9.01 9.01 14.34 18.65 21.16 15.24 * + 

NT2RP3001634 4 4 5.29 4.51 6.89 5.11 

NT2RP3001642 3.71 3.71 7.45 5.77 4.41 5.09 

NT2RP3001646 1.56 1.56 3.7 0.89 2.79 0.95 

NT2RP3001650 2.06 2.06 5.81 4.86 7.03 2.08 

NT2RP3001667 4.66 4.66 11.91 6.93 9.95 5.13 

NT2RP3001671 2.28 2.28 7.98 7.7 4.69 5.99 

NT2RP3001672 1.33 1.33 4.55 1.66 1.47 1.72 

NT2RP3001676 2.18 2.18 5.02 2.35 3.14 2.24 

NT2RP3001678 2.86 2.86 9.24 5.12 5.14 6.03 

NT2RP3001679 6.12 6.12 9.19 6.74 4.73 6.91 

NT2RP3001682 1.82 1.82 5.09 4.45 6.18 3.35 

NT2RP3001685 3.02 3.02 6.74 3.52 6.53 3.01 

NT2RP3001688 3.01 3.01 9.42 5.46 8.21 6.43 

NT2RP3001690 3.21 3.21 4.87 2.91 3.54 2.99 

NT2RP3001693 5.69 5.69 10.93 16,59 18.34 16.12 ** + 

NT2RP3001696 2.28 2.28 3.63 1.77 3.68 3.39 

NT2RP3001698 35.35 35.35 79.65 85.09 91.88 105.32 

NT2RP3001708 4.82 4.82 8.78 6.34 6.95 9.01 

NT2RP3001712 8.69 8.69 16.06 10.22 14.19 13 

NT2RP3001716 1.44 1.44 5.45 2.14 3.42 2.31 

NT2RP3001724 2.75 2.75 6 4.08 4.54 2.63 

NT2RP3001727 11.73 11.73 38.73 39.17 49.36 31.26 

NT2RP3001729 3.36 3.36 4.7 5.69 6.55 3.06 

NT2RP3001730 12.54 12.54 26.52 12.53 19.94 16.4 

NT2RP3001733 1.46 1.46 3.04 2.09 3.7 1.62 

NT2RP3001737 3.02 3.02 7.12 4.62 5.49 2.78 

NT2RP3001738 1.59 1.59 8.22 3.38 6.01 3.03 

NT2RP3001739 3.26 3.26 5.25 5.63 6.1 2.51 

NT2RP3001742 2.54 2.54 5.36 3.86 4.55 4.03 

NT2RP3001751 3.61 3.61 11.54 9.94 12.82 8.76 

NT2RP3001752 2.58 2.58 7.01 2.1 3.59 2.76 

NT2RP3001753 5.73 5.73 9.48 10.83 15.3 13.69 * + 

NT2RP3001754 4.63 4.63 9.08 5.86 3.73 5.33 

NT2RP3001756 4.66 4.66 7.36 9.37 5.75 8.03 

NT2RP3001764 2.1 2.1 3.76 2.54 4.25 2.49 

NT2RP3001771 2.63 2.63 3.2 1.52 4.14 1.22 

NT2RP3001777 2.59 2.59 5.99 3.25 5.19 3.26 

NT2RP3001782 3.52 3.52 14.68 6.47 6.63 6.47 

NT2RP3001792 2.27 2.27 4.35 2.91 4.09 1.35 

NT2RP3001799 1.76 1.76 5.18 5.71 6.36 5.68 

NT2RP3001819 1.36 1.36 4.54 1.7 1.52 2.06 

NT2RP3001829 21.63 21.63 43.14 35.64 17.14 24.87 

NT2RP3001836 7.31 7.31 10.67 15.24 7.26 11.37 

NT2RP3001839 18.86 18.86 31.77 31.97 19.23 17.53 

NT2RP3001844 4.15 4.15 11.37 8.33 9.59 8.54 

NT2RP3001848 9.61 9.61 52.04 44.52 74.75 43.87 

NT2RP3001854 6.41 6.41 11.29 12.86 16.75 13.26 * + 



(1135) 2002-191363 
2267 2268 

NT2RP3001855 2.27 2.27 3.94 1.87 1 1.74 

NT2RP3001857 3.1 3.1 5.22 5.13 5.6 3.33 

NT2RP3001858 1.53 1.53 4.45 4.41 6.04 2.97 

NT2RP3001861 7.35 7.35' 16.34 11.85 14.46 10.42 

NT2RP3001866 4.35 4.35 9.63 5.52 10.42 7.93 

NT2RP3001871 4.82 4.82 6.34 5.55 6.38 4.55 

NT2RP3001874 6.8 6.8 9.73 7.72 11.19 6.14 

NT2RP3001878 5.98 5.98 6.35 4.59 6.89 5.02 

NT2RP3001885 3.21 3.21 5.3 5.65 5.25 4.42 

NT2RP3001896 1.64 1.64 3.49 3.37 2.13 2.02 

NT2RP3001898 9.03 9.03 17.69 14.71 8.69 11.94 

NT2RP3001899 3.21 3.21 7.33 4.52 6.9 5.81 

NT2RP3001901 4.58 4.58 9.18 8.19 9.44 9.21 

NT2RP3001915 4.84 4.84 11.12 14.09 15.67 14.04 * + 

NT2RP3001926 2.8 2.8 4.88 2.47 2.45 1.65 

NT2RP3001929 3.74 3.74 4.06 2.56 3.38 0.86 

NT2RP3001931 4.63 4.63 5.26 3.9 5.62 2.98 

NT2RP3001938 2.27 2.27 5.53 4.93 3.93 4.75 

NT2RP3001943 3.27 3.27 5.36 5.77 6.5 5.56 

NT2RP3001944 1.77 1.77 3.72 4.08 5.91 4.34 

NT2RP3001945 4.25 4.25 12.2 11.86 11.78 6.11 

NT2RP3001947 2.94 2.94 5.89 4.06 5.41 3.4 

NT2RP3001949 4.21 4.21 8.9 10.49 11.08 8.08 

NT2RP3001952 23.54 23.54 43.64 48.59 88.56 41.86 

NT2RP3001954 5.06 5.06 3.68 4.34 4.79 1.85 

NT2RP3001956 4.97 4.97 9.44 7.76 8.22 6.29 

NT2RP3001967 3.78 3.78 7.74 6.7 5.37 5.66 

NT2RP3001969 1.71 1.71 2.91 4.05 4.39 3.62 * + 

NT2RP3001976 2.25 2.25 4.67 6.22 6.25 4.84 * + 

NT2RP3001986 3.55 3.55 3.88 3.43 2.82 2.19 

NT2RP3001989 3.76 3.76 5.23 2.86 3.58 2.54 

NT2RP3002002 6.68 6.68 9.47 6.25 8.85 3.86 

NT2RP3002004 5.02 5.02 6.23 3.79 5.74 3.55 

NT2RP3002007 1.29 1.29 2.3 3.46 4.05 1.69 

NT2RP3002014 1.38 1.38 6.23 6.04 6.24 4.21 

NT2RP3002015 3.61 3.61 10.33 14.17 9.94 8.85 

NT2RP3002033 1.54 1.54 5.03 7.29 5.03 3.65 

NT2RP3002045 1.89 1.89 5.29 4.67 4.36 2.5 

NT2RP3002054 5.26 5.26 8.12 6.27 9.17 5.42 

NT2RP3002056 5.67 5.67 5.52 4.24 4.24 2.7 * 

NT2RP3002057 4.35 4.35 3.5 2.87 2.41 0.81 * 

NT2RP3002061 4.71 4.71 13.94 8.64 8.9 10.74 

NT2RP3002062 0.8 0.8 2.42 3.58 3.26 1.11 

NT2RP3002063 5.61 5.61 10.31 9.29 9.3 7.31 

NT2RP3002064 2.6 2.6 3.37 2.72 3.74 2.52 

NT2RP3002071 1.6 1.6 3.91 1.99 3.29 1.45 

NT2RP3002073 6.47 6.47 9.55 10.45 11.13 8.64 

NT2RP3002074 4.2 4.2 7.25 6.33 7.82 4.24 

NT2RP3002075 7.58 7.58 11.93 21.64 30.17 18.15 * + 

NT2RP3002077 3.81 3.81 5.95 2.48 3.05 2.78 



(1136) ftil 2002-191363 

2269 2270 

NT2RP3002081 4.25 4.25 7.55 13.22 12.62 11.13 ** + 

NT2RP3002086 3. 86 3. 86 9. 77 5. 59 8. 66 6. 95 

NT2RP3002094 7.34 7.34 10.28 13.84 14.79 11.67 * + 

NT2RP3002096 1.98 1.98 4.53 1.28 3.12 1.73 

NT2RP3002097 3.77 3.77 6.16 6.1 8.34 6.88 

NT2RP3002098 1.61 1.61 4.3 1.04 1.8 1.46 

NT2RP3002102 2 2 4.86 3.11 3.4 3.16 

NT2RP3002106 2.74 2.74 4.98 2.83 4.9 2.51 

NT2RP3002108 3.69 3.69 7.8 3.11 3.39 3.15 

NT2RP3002109 12.49 12.49 32.04 31.61 27.15 25.12 

NT2RP3002110 36.38 36.38 54.93 55.24 58.94 46.55 

NT2RP3002113 11.15 11.15 13.99 10.66 15.22 11.44 

NT2RP3002120 2.22 2.22 4.42 2.31 4.13 2.7 

NT2RP3002121 5.93 5.93 14.39 13.38 14.39 15.06 

NT2RP3002126 34.03 34.03 108.96 121.18 130.55 142.49 * + 

NT2RP3002128 4.06 4.06 8.23 3.36 6.87 3.92 

NT2RP3002130 8.29 8.29 18.59 11.69 10.7 14.03 

NT2RP3002133 14.24 14.24 18.31 10.06 8.3 19.51 

NT2RP3002136 10.32 10.32 15.42 12.49 17.64 17.49 

NT2RP3002140 3.13 3.13 6.35 6.15 3.9 4.16 

NT2RP3002142 16.86 16.86 50.85 56.54 81.25 62.65 * + 

NT2RP3002146 4 4 7.22 5.14 9.31 6.56 

NT2RP3002147 3.8 3.8 10.45 6.06 7.4 6.2 

NT2RP3002151 5.62 5.62 10.64 6.27 4.43 7.33 

NT2RP3002155 1.62 1.62 3.27 2.01 4.98 0.8 

NT2RP3002156 3.15 3.15 4.82 2.55 4.08 2.42 

NT2RP3002160 1.57 1.57 3.43 1.36 3.43 1.56 

NT2RP3002163 20.86 20.86 55.1 35.13 44.03 32.6 

NT2RP3002165 4.17 4.17 3.67 6.21 8.31 4.86 

NT2RP3002166 4.04 4.04 10.53 7.76 8.79 5.58 

NT2RP3002173 2.24 2.24 5.75 2.95 3.34 3.53 

NT2RP3002174 8.41 8.41 15.8 13.21 7.82 14.77 

NT2RP3002181 1.1 1.1 3.46 1.87 3.51 1.61 

NT2RP3002185 2.69 2.69 4.51 2.94 4.35 2.61 

NT2RP3002193 5.51 5.51 13.38 16.39 15.35 11.36 

NT2RP3002204 5.66 5.66 12.49 17.04 24.14 18.95 * + 

NT2RP3002244 4.03 4.03 8.29 5.28 6.11 4.8 

NT2RP3002248 5.42 5.42 11.1 8.19 11.78 6.52 

NT2RP3002253 2.61 2.61 9.3 9.66 11.26 6.18 

NT2RP3002255 11.07 11.07 26.56 22.78 11.53 20.93 

NT2RP3002264 3.06 3.06 5.54 5.88 7.37 4.07 

NT2RP3002267 1.26 1.26 4.33 3.1 4.65 1.82 

NT2RP3002273 7.51 7.51 12.98 10.15 13.8 12.11 

NT2RP3002276 5.22 5.22 7.89 3.08 7.68 3.48 

NT2RP3002281 6.37 6.37 6.83 7.45 8.46 3.44 

NT2RP3002286 3 3 4.79 3.54 4.34 3.88 

NT2RP3002297 10.62 10.62 29.36 22.26 20.57 23.93 

NT2RP3002301 5.73 5.73 13.24 9.47 7.55 6.21 

NT2RP3002303 3.01 3.01 6.39 5.29 6.65 4.58 

NT2RP3002304 2.66 2.66 7.17 6.3 7.3 4.91 
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NT2RP3002543 
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NT2RP3002558 
NT2RP3002565 
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7.18 9.26 

6.67 3.17 

20.91 25.82 
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5.5 3.48 
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6.04 4.17 

9.39 9.93 
4.83 1.73 
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NT2RP3002566 
NT2RP3002571 
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NT2RP3002712 
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NT2RP3002721 
NT2RP3002722 
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NT2RP3002737 
NT2RP3002738 
NT2RP3002742 
NT2RP3002744 
NT2RP3002756 
NT2RP3002757 
NT2RP3002758 
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(1138) 

7.02 4.03 

4.85 3.77 

5.28 4,75 

11.38 7.06 

4.61 2.71 

6.41 4.03 
7.17 11.51 
3.13 2.68 
5.65 9.06 
4.24 3.95 

214.41 268.41 

3.42 2.13 
7.38 3.7 

7.4 4.04 
16.17 19.57 
13.58 15.4 

1.67 0.91 

4.01 5.44 

5.99 2.15 

11.62 4.98 

6.59 4.91 

7.5 5.58 
13.87 17.27 

6.01 3.91 

4.84 3.77 

3.33 2.54 
7.28 3.65 
6.59 6.63 

5.02 3.91 
20.62 14.37 

6.34 3.32 
6.22 2.7 

4.98 2.63 

3.99 3.07 
6.73 3.45 
8.01 4.36 
9.88 5.64 

7.85 7.77 
75.28 146.74 

7.06 2.66 

10.06 11.06 

10.08 7.8 

75.85 60.39 

18.1 10.97 

6.13 3.09 

23.22 30.39 

5.24 3.92 

5.8 3.19 

17.79 19.76 

42.35 44.47 
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(1139) 4WB2 0 0 2- 1 9 1 3 6 3 

2275 2276 

NT2RP3002762 5.07 5.07 8.82 7.21 7.43 7.76 

NT2RP3002763 1.62 1.62 4.86 3.76 4.99 2.18 

NT2RP3002770 1.78 1.78 5.14 3.46 3.7 2.93 

NT2RP3002771 17.04 17.04 39.53 24.93 40.21 34.4 

NT2RP3002785 2.42 2.42 5.45 3.36 4.09 2.66 

NT2RP3002790 4.65 4.65 4.22 3.16 3.57 2.33 * 

NT2RP3002799 4.73 4.73 6.33 3.42 2.7 1.43 * 

NT2RP3002801 4.14 4.14 3.59 3.6 3.22 2.49 

NT2SP3002802 2.31 2.31 6.3 6.78 5.43 4.4 

NT2RP3002810 2.98 2.98 5.41 7.44 12.32 13.27 * + 

NT2RP3002818 1.5 1.5 2.44 2.18 4.16 2.47 

NT2RP3002821 12.8 12.8 33.14 26.1 35.81 23.02 

NT2RP3002823 3.85 3.85 8.98 4.65 5.92 3.87 

NT2RP3002825 5.47 5.47 13.04 13.47 19.19 7.12 

NT2RP3002829 5.37 5.37 6.25 4.75 4.89 3.8 

NT2RP3002831 4.01 4.01 6.13 9.07 8.77 5.19 

NT2RP3002836 7.33 7.33 19.42 11.56 16.91 20.66 

NT2RP3002845 4.17 4.17 6.63 7.87 8.6 8.45 * + 

NT2RP3002852 3.37 3.37 7.57 7.8 8.72 8.21 

NT2RP3002861 3.82 3.82 6.4 7.34 7.35 4.63 

NT2RP3002869 3.66 3.66 3.26 2.49 1.86 0.49 * 

NT2RP3002874 11.25 11.25 21.44 25.33 31.95 25.54 * + 

NT2RP3002876 6.98 6.98 11.06 12.8 14.93 14.39 * + 

NT2RP3002877 4.7 4.7 5.96 3.3 5.24 2.53 

NT2RP3002887 0.47 0.47 3.42 2.81 3.53 3.91 

NT2RP3002900 6.46 6.46 19.64 21.86 21.54 22.3 

NT2RP3002902 4.01 4.01 10.25 11.72 8.52 8.06 

NT2RP3002909 2.61 2.61 6.19 6.67 5.38 3.93 

NT2RP3002911 3.05 3.05 3.68 3.09 3.73 2.24 

NT2RP3002948 4.09 4.09 4.81 2.73 4.44 2.07 

NT2RP3002953 3.85 3.85 3.6 2.27 2.52 0.84 * 

NT2RP3002955 6.55 6.55 3.78 1.93 2.47 0.86 * 
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4.76 2.88 4.41 3.06 

8.59 5.49 5.68 5.16 
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5.17 3.56 3.76 1.97 
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3.88 1.91 3.34 2.62 

5.75 6.03 4.59 2.65 
3.8 3.11 4.02 2.2 

14.35 16.85 10.17 15.27 

7.93 4.04 6.17 3.79 

75.3 58.97 84.6 68.66 

9.44 9.21 10.67 7.36 

5.68 5.15 7.02 5.44 

4.75 2.43 2.11 2.64 
5.68 6.57 5.94 3.63 

11.47 12.39 8.89 6.72 

10.79 7.77 7.73 6.89 
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9.09 4.8 5.38 3.78 * 
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3.35 3.73 3.87 2.41 
4.2 2.91 5.4 2.87 
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NT2RP3003891 1.88 
NT2RP3003914 3. 1 

NT2RP3003915 5.03 

NT2RP3003918 6.79 
NT2RP3003920 6.9 

NT2RP3003924 2.25 

NT2RP3003932 1.41 

NT2RP3003939 3.48 

NT2RP3003940 11.34 
NT2RP3003943 2.6 

NT2RP3003959 3.52 

NT2RP3003963 4.83 

NT2RP3003965 11.14 

NT2RP3003972 26. 1 

NT2RP3003973 2.85 

NT2RP3003979 5.89 

NT2RP3003980 3.52 
NT2RP3003982 4.2 

NT2RP3003989 6. 24 

NT2RP3003992 2. 13 

NT2RP3004000 2.81 

NT2RP3004001 11.38 

NT2RP3004005 2.89 

NT2RP3004013 2.23 
NT2RP3004016 1.5 

NT2RP3004025 4.02 

NT2RP3004030 7.05 

NT2RP3004041 5.65 

NT2RP3004042 15.22 

NT2RP3004044 2. 13 
NT2RP3004051 2.6 
NT2RP3004052 7.1 
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(1144) ftBB 2002-191363 

2285 2286 

NT2RP3004053 15.87 15.87 35.04 23.12 40.67 40.17 

NT2RP3004055 2.38 2.38 5.33 2.98 3.3 4.47 

NT2RP3004059 4.05 4.05 8.8 8.15 7.03 11 

NT2RP3004063 5.13 5.13 11.23 8.78 11.27 12.33 

NT2RP3004067 4.24 4.24 8.4 6.62 6.42 4.47 

NT2RP3004070 3.58 3.58 9.92 6.26 4.4 5.47 

NT2RP3004075 4.16 4.16 11.23 12.62 11.88 13.3 

NT2RP3004078 2.6 2.6 5.25 4.94 4.19 2.79 

NT2RP3004083 2.93 2.93 6.23 4.57 6.8 11.37 

NT2RP3004084 4.65 4.65 20.29 6.18 8.56 5.32 

NT2RP3004087 4.2 4.2 7.86 7.14 10.81 9.03 

NT2RP3004090 4.11 4.11 6.42 9 8.19 8.61 ** + 

NT2RP3004093 2.38 2.38 7.49 4.07 3.51 4.47 

NT2RP3004095 5.02 5.02 13.11 11.57 10.17 18.55 

NT2RP3004102 3.32 3.32 5.59 5.25 4.27 3.21 

NT2RP3004110 12.74 12.74 18.66 22.12 14.31 19.97 

NT2RP3004119 3.3 3.3 7.71 3.91 4.08 3.73 

NT2RP3004125 5.55 5.55 12.05 8.13 10.88 8,38 

NT2RP3004129 4.62 4.62 7.38 3.36 2.95 6.08 

NT2RP3004130 11.81 11.81 28.12 21.92 31.13 21.05 

NT2RP3004133 4.51 4.51 12.95 14.62 8.94 16.81 

NT2RP3004145 1.43 1.43 4.17 2.62 4.87 3.59 

NT2RP3004148 2.67 2.67 7.07 5.26 6.24 4.5 

NT2RP3004155 2.37 2.37 4.82 4.7 4.57 6.59 

NT2RP3004165 17.94 17.94 29.96 29.58 31.82 39.18 

NT2RP3004179 7.34 7.34 6.72 2.71 5.41 3.3 * 

NT2RP3004185 5.2 5.2 5.53 2.76 2.76 1.95 ** 

NT2RP3004188 4.77 4.77 10.82 7.74 11.35 7 

NT2RP3004189 4.23 4.23 5.91 4.97 4.82 6.28 

NT2RP3004190 2.6 2.6 5.57 5.84 4.36 5.26 

NT2RP3004191 14.09 14.09 23.4 31.41 29.45 30.09 * + 

NT2RP3004202 2.04 2.04 4.56 4.16 4.42 2.3 

NT2RP3004205 8.75 8.75 21.54 21.27 25.35 20.28 

NT2RP3004206 4.5 4.5 9.74 5.14 6.37 9 

NT2RP3004207 5.19 5.19 4.99 3.09 3.25 1.77 ** 

NT2RP3004209 4.74 4.74 7.74 8.2 11.23 9.08 * + 

NT2RP3004215 1.86 1.86 6.7 3.96 2.41 4.55 

NT2RP3004219 5.15 5.15 11.25 10.04 8.81 13.65 

NT2RP3004242 4.65 4.65 10.36 9.8 10.19 14.56 

NT2RP3004246 4.5 4.5 9.39 9.18 10.95 3.8 

NT2RP3004253 1.89 1.89 4.85 3.64 4.99 2.8 

NT2RP3004258 5.45 5.45 10.89 12.77 11.07 11.39 

NT2RP3004262 4.26 4.26 5.71 2.63 2.99 2.01 * 

NT2RP3004275 5.59 5.59 3.43 1.4 2.97 2.34 * 

NT2RP3004282 5.45 5.45 68.08 51.29 52.72 53.57 

NT2RP3004289 1.79 1.79 2.95 1.9 2.18 3,99 

NT2RP3004294 2.74 2.74 6.02 6.95 6.93 7.24 * + 

NT2RP3004298 8.76 8.76 48.63 46.33 60.89 50.83 

NT2RP3004309 3.3 3.3 6.46 5.2 5.22 5.31 

NT2RP3004321 3.71 3.71 6.11 3.29 3.74 3.34 



(1145) ftffl 2002-191363 

2287 2288 

NT2RP3004322 5.61 5.61 6.86 6.06 6.43 6.56 

NT2RP3004332 11.69 11.69 100.11 78.54 102.41 76.72 

NT2RP3004334 1.49 1.49 6.97 8.56 6.06 9.06 

NT2RP3004336 2.11 2.11 6.24 6.02 4.44 5.63 

NT2RP3004338 3.09 3.09 8.41 10.22 9.52 16.47 

NT2RP3004341 1.81 1\81 4.56 6.13 5.17 9.13 

NT2RP3004345 4.1 4.1 8.68 9.3 9.63 8.48 

NT2RP3004348 5.06 5.06 11.25 13.04 10.79 12.54 

NT2RP3004349 5 5 7.5 4.89 7.75 5.76 

NT2RP3004355 5.57 5.57 7.09 7.55 7.07 7.18 

NT2RP3004356 5.76 5.76 21.51 11.29 15.14 15.56 

NT2RP3004360 3.4 3.4 5.26 6.01 5.32 7.85 

NT2RP3004361 2.6 2.6 6.26 7.67 7.3 8.87 * + 

NT2RP3004374 3.06 3.06 10.09 8.8 6.6 5.75 

NT2RP3004378 10.48 10.48 18.57 28.26 24.09 34.81 * + 

NT2RP3004399 3.88 3.88 5.77 3.53 3.17 9.06 

NT2RP3004405 4.07 4.07 6.77 3.03 5.52 3.93 

NT2RP3004406 5.36 5.36 6.23 5.19 6.03 6.12 

NT2RP3004411 5.93 5.93 13.28 8.08 6.39 9.51 

NT2RP3004424 1.53 1.53 2.43 3.27 1.81 2.83 

NT2RP3004428 3.03 3.03 5.36 5.07 3.82 4.09 

NT2RP3004432 3.3 3.3 3.52 3.61 3.11 4.38 

NT2RP3004434 3.42 3.42 8.41 7.28 9.09 7.99 

NT2RP3004446 3.29 3.29 4.6 3.29 4.1 2.63 

NT2RP3004451 3.2 3.2 6.01 3.89 3.38 2.48 

NT2RP3004454 2.96 2,96 4.16 2.69 3.5 2.5 

NT2RP3004466 3.5 3.5 7.89 5.25 3.85 5.61 

NT2RP3004470 7.42 7.42 24.53 18.4 16.35 24.72 

NT2RP3004472 2.49 2.49 4.4 3.97 3.84 3.88 

NT2RP3004475 1.71 1.71 5.52 2.72 5.93 3.9 

NT2RP3004480 14.12 14.12 17.04 18.94 10.5 18.82 

NT2RP3004481 5.42 5.42 11.37 5.04 7.37 12.39 

NT2RP3004490 2.66 2.66 8.45 3.92 7.03 8.25 

NT2RP3004496 4.8 4.8 14.38 7.22 9.3 11.08 

NT2RP3004498 6.39 6.39 21.39 16.86 15.11 18.92 

NT2RP3004503 2.78 2.78 9.34 4.85 6.23 5.88 

NT2RP3004504 3.91 3.91 11.09 6.05 10.67 11.52 

NT2RP3004505 17.38 17.38 28.56 37.35 26.72 37.82 

NT2RP3004507 1.57 1.57 6.6 2.52 5.52 1.68 

NT2RP3004519 4.9 4.9 7.73 4.93 8.36 8.75 

NT2RP3004524 10.04 10.04 29.21 26.88 26.43 29.62 

NT2RP3004527 3.03 3.03 3.22 1.29 2.23 2.08 * 

NT2RP3004534 3.08 3.08 10.44 5.58 12 7.38 

NT2RP3004539 4.45 4.45 12.17 9.8 8.97 12 

NT2RP3004541 2.65 2.65 11.06 5.48 9.44 8.25 

NT2RP3004544 3.54 3.54 8.89 6.62 5.24 9.48 

NT2RP3004551 3.46 3.46 6.75 6.6 6.6 6.98 

NT2RP3004552 2.76 2.76 4.33 2.84 3.22 4.98 

NT2RP3004557 5.68 5.68 8.73 9.74 15.44 13.16 * + 

NT2RP3004561 1.96 1.96 3.77 2.55 4.46 4.1 



(1146) WW 2002-191363 

2289 2290 

NT2RP3004566 3.09 3.09 11.55 7.2 10.05 8.79 

NT2RP3004569 2.21 2.21 7.09 4.63 5.36 6.91 

NT2RP3004572 4.37 4.37 6.83 7.08 5.55 7.07 

NT2RP3004578 2.35 2.35 5.38 4.15 4.27 3.24 

NT2RP3004584 4.76 4.76 28.36 34.99 37.13 30.29 

NT2RP3004588 2.38 2.38 4.89 1.6 3.7 3.28 

NT2RP3004594 2.25 2.25 5.9 5.67 6.49 8.94 

NT2RP3004603 34.16 34.16 99.64 80.2 102.6 97.27 

NT2RP3004612 4.71 4.71 12.17 5.3 3.36 5.34 

NT2RP3004617 1.09 1.09 2.32 2.49 3.3 2.39 

NT2RP3004618 4.61 4.61 5.9 2.49 5.21 5.9 

NT2RP3004625 3.97 3.97 8.17 4.55 6.92 7.1 

NT2RP3004635 4.76 4.76 7.83 1.52 2.86 3.47 

NT2RP3004640 10.61 10.61 62.15 59.33 67.97 48.32 

NT2RP3004642 8.04 8.04 29.31 22.82 26.12 25.12 

NT2RP3004647 3.5 3.5 5.65 5.89 7.35 6.88 * + 

NT2RP3004652 1.76 1.76 10.37 4.2 3.71 4.34 

NT2RP3004669 2.01 2.01 5.36 4.01 5.33 3.46 

NT2RP3004670 5.04 5.04 10.58 12.4 9.19 14.23 

NT2RP4000008 45.17 45.17 71.24 49.77 32.43 48.77 

NT2RP4000018 11.64 11.64 14.61 11.69 14.8 14.87 

NT2RP4000023 6.96 6.96 8.91 4.86 7.38 5.98 

NT2RP4000025 16.2 16.2 22.16 26.22 29.89 24.7 * + 

NT2RP4000035 6.3 6.3 12.01 11.28 15.33 11.01 

NT2RP4000041 14.46 14.46 34.8 22.01 17.41 23.68 

NT2RP4000049 2.64 2.64 6.34 6.59 6.88 5.3 

NT2RP4000050 2.24 2.24 6.87 3.54 4.48 4.05 

NT2RP4000051 4.66 4.66 10.5 10.58 10.02 8.96 

NT2RP4000063 20.51 20.51 33.5 26.77 31 18.33 

NT2RP4000065 7.54 7.54 9.24 11.85 15.01 11.47 * + 

NT2RP4000070 6.63 6.63 5.29 3.79 4.54 3.84 * 

NT2RP4000074 6.55 6.55 13.63 10.29 15.39 9.52 

NT2RP4000078 3.41 3.41 9.55 12.2 11.66 12.56 * + 

NT2RP4000080 3.52 3.52 7.01 5.06 6.84 6.81 

NT2RP4000099 128.86 128.86 236.22 149.44 161.1 211.56 

NT2RP4000102 3.55 3.55 6.48 5.27 4.97 5.54 

NT2RP4000103 2 2 5.47 2.57 2.85 3.96 

NT2RP4000108 4.66 4.66 7.91 9.33 10.73 10.61 * + 

NT2RP4000109 18.89 18.89 22.84 19.87 24.15 16.14 

NT2RP4000111 4.56 4.56 6.38 4.87 5.27 4.85 

NT2RP4000112 5.62 5.62 10.14 12.45 8.7 11.81 

NT2RP4000115 2.94 2.94 3.62 4.95 7.82 10.93 

NT2RP4000129 2. 18 2.18 4.58 3.02 5.04 5.03 

NT2RP4000137 3.36 3.36 10.05 5.34 8.72 11.4 

NT2RP4000138 7.21 7.21 10.91 17.75 20.19 19.17 ** + 

NT2RP4000141 3.25 3.25 6.1 5.22 4.9 3.57 

NT2RP4000147 6.21 6.21 4.49 4.27 5.2 3.47 

NT2RP4000150 5.96 5.96 6.93 7.33 10.41 7.06 

NT2RP4000151 2.82 2.82 7.82 5.69 6.24 5.05 

NT2RP4000157 73.27 73.27 222.87 169.53 97.5 173.8 
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(1147) 4*08 2002-191363 

2292 

5.03 3.38 5.03 2.92 

8.74 10.89 9.18 6.63 

4.35 4.32 3.22 3.69 
7 5.72 7.45 5.03 

94.56 144.06 214.73 147.88 * + 

106.15 88.61 123.6 81.8 

31.76 31.82 23.23 34.01 

4.78 4.19 3.6 3.05 

7.53 7.58 4.98 6.36 
43.94 35.57 46.56 41.91 

9.71 9.96 8.35 9.27 
8.88 8.57 8.41 9.08 

10.21 5.72 6.68 11.29 

7.36 7 12.63 10.08 
9.78 7.25 6.07 5.77 

177.28 121.8 125.75 125.3 

54.51 42.94 41.61 51.74 
37.97 26.43 11.42 27.5 
31.23 24.92 23.85 26.39 

8.45 4.99 6.44 4.67 

44.22 48.67 57.52 39.19 
6.96 8.48 13.07 9.08 

8.13 4.07 4.55 6.48 
11.02 7.11 10.05 7.64 

5.14 3.47 3.67 3.78 
11.62 9.05 11.58 14.23 
10.16 4.38 6.77 11.94 

5.42 3.18 3.19 5.5 

73.59 62.12 70.23 70.61 

20.59 22.93 34.62 26.63 * + 

45.27 39.01 43.59 45.92 

8.16 7.88 7.14 9.75 

4.26 2.27 2.55 2.12 

16.76 8.33 10.2 11.08 

77.78 63.81 71.76 68.24 

5.54 1.57 3.16 2.38 
10.81 8.38 6.75 13.2 

0.83 0.37 0.72 2.48 

14.84 7.18 9.13 9.04 

22.64 9.22 11.44 21.13 

6.98 5.06 5.43 4.73 

3.72 2.04 2.58 2.83 
7.51 3.62 7.12 5.99 
5.18 3.19 5.23 2.95 

5.5 4.85 5.53 6.5 

6.46 4.31 7.01 5.59 
204.63 128,93 93.38 116.03 

94.1 78.97 76.6 82.02 

9.77 9.09 5.99 10.79 

26.52 22.08 28.3 26.61 
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(1148) 

15.61 12.95 15.02 10.08 

11.52 9.41 14.74 9.13 

3.63 1.15 2.35 2.12 

26.11 18.6 21.68 21.68 

26.64 14.47 12.79 19.19 

7.56 7 6.98 6.46 

7.2 3.07 5.03 3.27 

64.21 64.91 71.82 68.48 

6.67 4,32 3.56 6.27 

20.48 14.2 19.45 14.67 

6.32 9.02 10.32 10.12 
3.98 1.81 1.75 2.4 

21.7 14.7 9.86 13.58 

7.12 3.9 7.55 2.98 

9.84 7.65 6.41 4.6 

15.32 11.86 11.53 17.37 
52.59 50.66 69.3 48.36 
10.74 5.74 6.23 4.98 

4.41 1.27 1.27 1.66 

52.56 74.95 94.93 65.35 

29.27 19.08 9.95 26.66 
4.76 3.73 4.16 4.33 
7.59 7.58 7.85 6.26 

4.9 2.26 3.17 0.91 

4.98 2.95 4.07 3.65 

22.33 34.9 44.46 29.9 
21.39 20.15 30.33 24.49 

3.21 2.03 1.49 1.39 

9.02 12.49 10.62 17.51 

88.89 90.3 101.29 96.12 

26.09 19.63 21.76 21.82 

5.73 4.69 5.89 4.79 

7.4 4.47 6.05 3.82 

5.76 2.18 2.22 1.77 

3.44 2.05 1.72 1.3 
3.06 3.01 3.27 8.01 
62.6 36.23 30.93 44.52 

2.45 3.34 4.33 3.09 
8.94 7.96 9.72 8.75 
6.38 4.99 6.43 4.78 
5.93 5.53 4.9 6.03 

56.48 41.6 51.57 38.82 

13.04 14.69 15.54 12.07 

4.53 1.82 3.97 6.27 

94.28 68.16 57.01 73.2 
52.31 49.75 58.69 56.12 

3.83 5.6 6.08 4.46 

20.2 23.65 14.97 20.56 

4.14 3.12 2.55 3.24 

12.77 14.58 16.96 13.55 
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(1149) WBB 2002-191363 

2295 2296 

NT2RP4000590 24.89 24.89 41.97 41.86 50.81 32.65 

NT2RP4000599 4.29 4.29 3.24 2.44 2.23 3.59 

NT2RP4000603 14.08 14.08 33.32 31.06 21.01 29.12 

NT2RP4000607 2.41 2.41 10.04 4.45 7.87 15.35 

NT2RP4000614 6.14 6.14 15.21 15,57 12.53 15.19 

NT2RP4000634 6.61 6.61 11 7.78 9.84 10.31 

NT2RP4000638 3.59 3.59 7.77 8.45 5.8 4.73 

NT2RP4000648 3.13 3.13 4.26 2.54 2.69 2.19 

NT2RP4000657 9.94 9.94 15.38 15.95 18.93 14.49 

NT2RP4000691 5.76 5.76 5.82 4.92 7.47 7.73 

NT2RP4000697 3.74 3.74 8.5 5.55 6.56 6.12 

NT2RP4000704 8.91 8.91 47.2 44.17 54.81 38.14 

NT2RP4000710 40.22 40.22 98.85 90.4 59.28 83.71 

NT2RP4000713 4.35 4.35 19.92 16.67 20.85 15.52 

NT2RP4000724 6.29 6.29 12.5 8.19 9.81 7.83 

NT2RP4000725 3.61 3.61 4 1.88 1.74 2.33 ** 

NT2RP4000728 10.13 10.13 41.12 43.53 66.46 39.83 

NT2RP4000737 4.07 4.07 2.15 3.63 3.09 3.28 

NT2RP4000739 5.07 5.07 7.71 4.61 3.63 5.84 

NT2RP4000749 2.4 2.4 5.29 2.59 3.97 1.68 

NT2RP4000769 4.93 4.93 10.12 4.67 6.27 6.2 

NT2RP4000774 3.34 3.34 8.87 5.12 6.63 4.27 

NT2RP4000781 2.15 2.15 5.12 2.06 2.26 1.55 

NT2RP4000783 6.81 6.81 15.16 13.48 15.44 12.67 

NT2RP4000787 1.45 1.45 2.27 0.31 0.51 0.54 * 

NT2RP4000788 3.58 3.58 23.26 16 18.3 18.73 

NT2RP4000792 3.68 3.68 5.64 5.5 5.8 9.45 

NT2RP4000809 43.7 43.7 56.09 46.75 50.47 81.62 

NT2RP4000817 3.65 3.65 7.83 7.92 7.25 5.82 

NT2RP4000821 31.34 31.34 38.66 28.32 33.11 25.22 

NT2RP4000822 2.46 2.46 5.91 4.29 6.19 2.6 

NT2RP4000823 697.74 697.741127.48 923.16 1026.8 947.85 

NT2RP4000831 9.98 9.98 61.97 44.37 68.47 50.69 

NT2RP4000833 3.19 3.19 11.26 6.73 7.19 11.91 

NT2RP4000837 1.41 1.41 4.03 1.56 3.65 2.29 

NT2RP4000839 12.23 12.23 97.13 79.71 85.74 86.06 

NT2RP4000846 3.8 3.8 10.13 4.65 3.46 6.65 

NT2RP4000848 4.63 4.63 10.74 8.65 8.58 6.07 

NT2RP4000855 2.91 2.91 4.7 4 3.85 3.43 

NT2RP4000863 3.08 3.08 4.33 3.11 5.3 3.78 

NT2RP4000865 6.43 6.43 25.36 20.09 39.64 21.24 

NT2RP4000873 9.64 9.64 88.25 63.22 69.65 71.33 

NT2RP4000874 1.76 1.76 3.98 2.37 3.67 2.03 

NT2RP4000875 3.31 3.31 9.24 6.88 6.52 7.19 

NT2RP4000878 24.17 24.17 42.53 28.01 16.35 29.04 

NT2RP4000879 2.56 2.56 5.1 2.95 5.29 2.62 

NT2RP4000880 5.17 5.17 21.59 20.97 27.22 16.8 

NT2RP4000891 81.07 81.07 192.57 252.29 351.53 221.08 * + 

NT2RP4000894 5.16 5.16 9.81 8.53 4.8 6.97 

NT2RP4000898 0.86 0.86 2.74 1.88 2.14 1.64 



(1150) EHJB 2002-191363 

2297 2298 

NT2RP4000899 9.63 9.63 29.48 24.01 20.85 23.95 

NT2RP4000907 2.14 2.14 3.58 1.74 4.04 0.81 

NT2RP4000908 4.62 4.62 9.67 7.51 5.9 5.87 

NT2RP4000910 14.4 14.4 104.68 124.04 197.74 160.9 * + 

NT2RP4000918 2.85 2.85 4.76 4.73 4.26 5.35 

NT2RP4000925 3.9 3.9 5.53 2.81 3.15 1.86 

NT2RP4000927 1.99 1.99 2.5 0.46 1.08 0.6 ** 

NT2RP4000928 3.11 3.11 6.8 4.48 4.22 5.18 

NT28P4000929 1.44 1.44 3.68 1.94 2.86 0.84 

NT2RP4000946 0.92 0.92 3.41 1.78 3.22 1.47 

NT2RP4000947 1.71 1.71 3.51 1.94 3.31 1.79 

NT2RP4000949 4.94 4.94 7.84 3.88 5.48 2.38 

NT2RP4000955 4.17 4.17 6.34 2.07 2.86 0.54 * 

NT2RP4000959 20.55 20.55 28.14 36.21 42.82 36.14 * + 

NT2RP4000962 3.4 3.4 4.24 8.33 10.09 4.53 

NT2RP4000973 8.6 8.6 16.04 10.31 8.92 9.03 

NT2RP4000975 2.18 2.18 5.84 3.29 3.05 2.62 

NT2RP4000979 3.83 3.83 8.67 5.55 8.13 7.1 

NT2RP4000984 1.61 1.61 4.31 3.15 3.93 1.85 

NT2RP4000986 7.32 7.32 13.27 12.66 12.35 2.52 

NT2RP4000988 5.74 5.74 8.37 4 5.2 2.63 

NT2RP4000989 6.24 6.24 6.55 4.05 3.48 2.89 ** - 

NT2RP4000990 3.16 3.16 4 1.92 1.69 2.16 ** - 

NT2RP4000994 4.04 4.04 7.67 16.48 10.13 15.95 * + 

NT2RP4000996 3.54 3.54 7.49 6.77 6.52 7.38 

NT2RP4000997 21.59 21.59 36.81 28.52 15.18 34.38 

NT2RP4001001 5.53 5.53 9.17 16.66 18.38 15.09 ** ' + 

NT2RP4001004 1.71 1.71 4.88 2.84 3.09 1.37 

NT2RP4001006 3.46 3.46 8.12 6.85 6.52 6.13 

NT2RP4001009 9.3 9.3 10.45 15.44 20.46 8.25 

NT2RP4001010 .7.33 7.33 9.13 7.38 9.75 6.68 

NT2RP4001013 23.29 23.29 50.16 30.87 28.1 30.91 

NT2RP4001029 2.49 2.49 5.95 4.05 2.84 3.63 

NT2RP4001036 7.55 7.55 13.55 9.11 11.51 13.16 

NT2RP4001041 6.57 6.57 14.4 9.89 12.3 6.35 

NT2RP4001042 4.34 4.34 8.11 9.44 12.5 8.79 

NT2RP4001046 6.98 6.98 9.95 13.24 16.28 15.36 ** + 

NT2RP4001050 5.28 5.28 4.81 3.79 4.64 3.35 * 

NT2RP4001051 6.48 6.48 8.44 5.43 6.82 5.26 

NT2RP4001057 0.76 0.76 2.19 2.34 2.43 1.87 

NT2RP4001063 1.48 1.48 4.39 3.34 3.53 1.8 

NT2RP4001064 3.51 3.51 9.18 12.02 9.13 11.57 

NT2RP4001067 4.42 4.42 9.77 10.96 9.63 6.6 

NT2RP4001078 2.12 2.12 3.43 2.67 2.53 1.82 

NT2RP4001079 5.3 5.3 9.35 8.51 8.02 8.98 

NT2RP4001080 4.1 4.1 5.27 3.52 4.52 2.3 

NT2RP4001086 5.08 5.08 4.19 3.93 6.64 2.85 

NT2RP4001095 2.49 2.49 7.25 7.96 6.49 6.85 

NT2RP4001098 0.92 0.92 3.38 3.87 2.95 3.41 

NT2RP4001100 6.47 6.47 24.34 20.89 20.64 16.99 



(1151) #08 2.0 0 2- 1 9 1 3 6 3 

2299 2300 

NT2RP4001105 3.13 3.13 7.23 6.51 5.58 4.61 

NT2RP4001110 1.75 1.75 3.5 7.07 8.35 5.29 * + 

NT2RP4001115 9.95 9.95 17.68 20.6 18.48 15.31 

NT2RP4001117 19.81 19.81 30.49 35.35 42.53 27.5 

NT2RP4001122 6.06 6.06 6.09 5.17 6.25 3.27 

NT2RP4001123 3.62 3.62 7.76 7.95 5.96 6.27 

NT2RP4001126 4.36 4.36 11.28 10.87 9.09 8.04 

NT2RP4001127 3.25 3.25 4.59 3.39 3.08 2.17 

NT2RP4001138 2.46 2.46 5.8 3.41 2.56 1.62 

NT2RP4001143 2.73 2.73 5.98 6.44 6.54 5.66 

NT2RP4001148 3.72 3.72 6.76 3.77 3.03 2.05 

NT2RP4001149 5.07 5.07 7.28 6.76 9.03 6.37 

NT2RP4001150 3.8 3.8 3.17 3.15 3.7 2.88 

NT2RP4001159 7.08 7.08 11.61 7.69 5.58 10.46 

NT2RP4001162 3.77 3.77 6.14 4.07 6.06 3.41 

NT2RP4001170 1.15 1.15 4.53 1.28 3.2 2.15 

NT2RP4001174 4.16 4.16 12.27 7.91 11.95 5.02 

NT2RP4001175 9.65 9.65 19.14 15.72 21.29 13.28 

NT2RP4001176 99.19 99.19 161.51 174.03 241.92 194 * + 

NT2RP4001184 4.83 4.83 27.1 25.76 32.51 22.85 

NT2RP4001198 21.66 21.66 48.22 29.54 29.17 38.54 

NT2RP4001199 2.52 2.52 6.45 2.59 4.74 3.71 

NT2RP4001206 8.25 8.25 33.2 25.92 32.07 25.48 

NT2RP4001207 2.38 2.38 5.15 2.21 3.11 4.01 

NT2RP4001210 2.73 2.73 5.2 3.62 4.26 2.64 

NT2RP4001213 3.42 3.42 5.11 3.99 4.23 3.63 

NT2RP4001214 3.34 3.34 4.3 3.51 3.76 2.16 

NT2RP4001219 7.4 7.4 12.05 14.35 19.28 13.39 * + 

NT2RP4001228 5.26 5.26 9.63 12.15 15.74 20.07 * + 

NT2RP4001235 2.42 2.42 7.45 3.46 6.02 4.48 

NT2RP4001256 2.11 2.11 4.24 1.66 3.41 2.66 

NT2RP4001257 2.48 2.48 7.27 4.05 4.35 4.05 

NT2RP4001260 3.16 3.16 5.79 2.52 3.86 2.92 

NT2RP4001261 3.84 3.84 6.63 8.42 6.47 5 

NT2RP4001274 22.92 22.92 38.08 25.02 31.56 21.25 

NT2RP4001276 5.24 5.24 10.03 11.38 15.97 11.63 * + 

NT2RP4001283 20.72 20.72 122.55 87.44 93.43 86.47 

NT2RP4001299 9.62 9.62 15.14 14.95 10.52 15.18 

NT2RP4001313 1.45 1.45 3.26 1.72 2.96 0.97 

NT2RP4001315 6.06 6.06 11.14 7.45 9.92 7.74 

NT2RP4001320 14.6 14.6 42.74 32.02 38.13 29.24 

NT2RP4001325 32.53 32.53 146.14 142.88 178.36 128.89 

NT2RP4001336 6.69 6.69 40.75 38.55 46.66 32.11 

NT2RP4001339 4.12 4.12 5.6 3.35 5.56 2.76 

NT2RP4001343 10.46 10.46 83.37 54.71 61.01 60.06 

NT2RP4001344 6.7 6.7 60.08 49.79 55.21 42.62 

NT2RP4001345 1.65 1.65 6.68 5.64 5.7 3.87 

NT2RP4001351 A A 4.1 15.97 10.01 20.05 11.42 

NT2RP4001353 2.8 2.8 5.91 1.63 2.94 1.86 

NT2RP4001355 2.57 2.57 8.67 1.83 3.12 2,08 



(1152) *SM 2002-191363 

2301 2302 

NT2RP4001367 10.64 10.64 17.66 11.92 

NT2RP4001372 2.26 2.26 3.82 2.1 

NT2RP4001373 8.86 8.86 16.4 10.99 

NT2RP4001375 2.71 2.71 6.06 4.91 

NT2RP4001379 1.74 1.74 3.52 2.34 

NT2RP4001381 5.6 5.6 12.51 12.8 

NT2RP4001386 6.39 6.39 14.52 14.77 

NT2RP4001389 7.28 7.28 8.66 5.43 

NT2RP4001396 5.76 5.76 6.42 2.83 

NT2RP4001407 2.92 2.92 2.98 3.07 

NT2RP4001409 13.6 13.6 28.28 8.87 

NT2RP4001410 33.56 33.56 61.26 40.57 

NT2RP4001414 16.59 16.59 37.89 14.29 

NT2RP4001424 3.55 3.55 8.85 7.99 

NT2RP4001433 3.85 3.85 6 8.39 

NT2RP4001438 9.95 9.95 27.94 46.22 

NT2RP4001442 4.33 4.33 4.97 3.3 

NT2RP4001447 4.42 4.42 4.69 5.08 

NT2RP4001466 3.74 3.74 5.45 7.38 

NT2RP4001467 21.67 21.67 58.89 54.18 

NT2RP4001472 8.05 8.05 12.19 11.7 

NT2RP4001474 2.83 2.83 4.81 3.2 

NT2RP4001483 1.48 1.48 4.33 2.61 

NT2RP4001488 21.03 21.03 32.41 39.07 

NT2RP4001492 4.18 4.18 6.73 3.21 

NT2RP4001498 4.3 4.3 2.43 2.95 

NT2RP4001502 28.2 28.2 57.38 27.65 

NT2RP4001503 3.83 3.83 6.74 5.51 

NT2RP4001507 2.39 2.39 3.69 5.03 

NT2RP4001510 1.74 1.74 4.63 5.64 

NT2RP4001516 3.54 3.54 4.16 2.52 

NT2RP4001520 25.33 25.33 70.64 73.93 

NT2RP4001523 5.57 5.57 9.99 8.4 

NT2RP4001524 6.1 6.1 10.17 8.92 

NT2RP4001529 29.8 29.8 74.89 59.39 

NT2RP4001531 2.88 2.88 10.96 8.63 

NT2RP4001546 143.48 143.48 388.31 316.63 

NT2RP4001547 9.05 9.05 26.31 28.76 

NT2RP4001551 2.27 2.27 3.93 3.87 

NT2RP4001555 2.95 2.95 5.8 4.14 

NT2RP4001567 6.54 6.54 6.88 5.82 

NT2RP4001568 7.58 7.58 11.65 10.02 

NT2RP4001569 15.49 15.49 41.42 32.56 

NT2RP4001571 5.75 5.75 13.28 9.06 

NT2RP4001574 8.5 8.5 19.03 15.54 

NT2RP4001575 2.46 2.46 5.86 5.71 

NT2RP4001578 17.21 17.21 45.64 52.76 

NT2RP4001592 9.76 9.76 13.68 14.13 

NT2RP4001593 9.4 9.4 18.11 22.12 

NT2RP4001605 5.97 5.97 4.78 4.1 
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(1153) ttlM 2002-191363 

2303 2304 

NT2RP4001606 2.9 2.9 8.34 6.01 3.51 6.75 

NT2RP4001607 2.04 2.04 5.24 4.57 3.26 3.78 

NT2RP4001610 1.74 1.74 2.42 2.6 2.48 1.7 

NT2RP4001614 2.17 2.17 7.19 5.38 4.34 6.86 

NT2RP4001623 2.38 2.38 5.26 2.43 2.65 2.02 

NT2RP4001626 9.48 9.48 11.67 18.67 23.9 19.44 ** + 

NT2RP4001634 2.74 2.74 4.93 3.67 5.24 4.26 

NT2RP4001638 3.41 3.41 3.03 2.36 2.11 1.87 ** - 

NT2RP4001644 7.86 7.86 33.73 24.36 26.04 24.99 

NT2RP4001646 11.61 11.61 15.02 7.42 10.74 11.21 

NT2RP4001656 3.75 3.75 5.23 2.89 4.51 2.07 

NT2RP4001666 1.99 1.99 4.68 3.26 6.25 2.02 

NT2RP4001670 11.74 11.74 15.51 12.45 7.09 8.31 

NT2RP4001677 28.27 28.27 42.75 42.01 45.48 47.53 

NT2RP4001679 8.82 8.82 33.83 33.23 51.5 29.78 

NT2RP4001695 7.71 7.71 12.76 15.66 20.35 12.87 

NT2RP4001696 2.64 2.64 5.45 3.13 3.92 3.72 

NT2RP4001699 3.58 3.58 8.03 3.18 4.12 4,42 

NT2RP4001717 2.79 2.79 7.03 3.29 5.84 4.15 

NT2RP4001719 3.59 3.59 9.11 7.6 9.27 6.28 

NT2RP4001725 2.27 2.27 4.79 2.28 5.07 1.43 

NT2RP4001726 7.07 7.07 11.18 5.85 6.91 4.98 

NT2RP4001730 3.11 3.11 12.82 11.96 19.81 16.3 

NT2RP4001739 2.83 2.83 5.83 5.79 6.55 4.98 

NT2RP4001741 7.25 7.25 15.93 9.28 12.42 10.97 

NT2RP4001753 3.04 3.04 8.4 4.39 4.64 6.64 

NT2RP4001760 4.32 4.32 6.6 7.79 7.73 12.96 

NT2RP4001787 67.61 67.61 173.05 169.17 187.1 193.22 

NT2RP4001790 2 2 5.29 3.42 2.97 2.58 

NT2RP4001795 9.31 9.31 12.31 14.38 19.76 12.34 

NT2RP4001803 3.35 3.35 3.6 3.94 4.78 3.67 

NT2RP4001805 2.64 2.64 3.57 3.64 2.47 2.95 

NT2RP4001809 4.84 4.84 26.35 18.18 23.17 11.33 

NT2RP4001817 11.55 11.55 19.09 9.5 10.78 12.71 

NT2RP4001822 2.09 2.09 5.36 3.73 5.11 3.33 

NT2RP4001823 1.91 1.91 3.95 1.14 3.34 1.24 

NT2RP4001827 14.88 14.88 25.96 35.78 40.37 29.5 * + 

NT2RP4001828 9.76 9.76 34.37 27,78 34.21 26.3 

NT2RP4001836 7.74 7.74 33.26 27.19 39.14 26.78 

NT2RP4001838 1.59 1.59 7.49 2.09 4.5 2.71 

NT2RP4001841 8.75 8.75 80.37 61.67 50.27 56.46 

NT2RP4001849 1.9 1.9 4.55 2.51 5.08 1.58 

NT2RP4001861 7.27 7.27 34.6 36.09 41.9 34.39 

NT2RP4001877 6.59 6.59 8.44 12.87 9.04 14. 1 * + 

NT2RP4001879 9.64 9.64 15.47 11.58 14.24 10.73 

NT2RP4001889 5.09 5.09 10.66 6.68 11.25 8.91 

NT2RP4001893 3.97 3.97 7.34 3.19 6.11 2.72 

NT2RP4001896 3.18 3.18 6.86 5.38 7.87 4.92 

NT2RP4001898 7.83 7.83 26.41 22.98 20.13 20.15 

NT2RP4001901 1.73 1.73 4.69 4.08 5.87 2.69 



(1154) 

2305 

NT2RP4001910 39.51 39.51 58.21 53.45 33.59 45.93 

NT2RP4001925 4.1 4.1 10.21 6.69 6.32 6.12 

NT2RP4001926 6.41 6.41 7.22 7.1 9.54 5.52 

NT2RP4001927 6.26 6.26 9.97 5.83 8.13 2.82 

NT2RP4001931 8.64 8.64 14.16 15.49 17.54 11.89 

NT2RP4001933 38.49 38.49 87.13 96.81 133.51 91.22 

NT2RP4001938 2.93 2.93 4.53 4.27 3.31 3.55 

NT2RP4001942 13.44 13.44 27.12 31.34 24.8 18.71 

NT2RP4001945 1.41 1.41 4 1.55 3.67 1.77 

NT2RP4001946 1.97 1.97 5.67 3.04 3.96 1.66 

NT2RP4001947 4.42 4.42 8.93 5.92 9.81 5.16 

NT2RP4001950 4.13 4.13 5 2.25 2.84 1.34 

NT2RP4001953 10.44 10.44 14.15 13.81 19.4 14.36 

NT2RP4001966 2.44 2.44 2.41 2.51 4.26 1.52 

NT2RP4001970 2.26 2.26 5.32 3.91 3.4 2.88 

NT2RP4001975 8.56 8.56 20.03 18.32 13.05 12.02 

NT2RP4001988 6.72 6.72 18.78 22.92 24.78 29.44 

NT2RP4001996 5.27 5.27 12.83 10.65 16.35 12.42 

NT2RP4002014 3.4 3.4 8.14 43.19 37.87 33.17 

NT2RP4002018 6.19 6.19 13.71 10.47 11.39 10.36 

NT2RP4002035 5.35 5.35 5.95 5.4 4.17 2.54 

NT2RP4002043 7.1 7.1 10.8 9.64 12.2 6.5 

NT2RP4002046 9.74 9.74 20.08 21.94 15.28 17.11 

NT2RP4002047 8.37 8.37 19.18 22.28 24.07 28.83 

NT2RP4002052 5.78 5.78 10.36 9.02 9.36 9.37 

NT2RP4002056 32.58 32.58 71.49 58.09 76.58 49.75 

NT2RP4002057 6.37 6.37 11.06 12. 13 13.58 7.41 

NT2RP4002058 3.85 3.85 6.6 4.1 4.2 3.22 

NT2RP4002064 5.93 5.93 4.39 2.6 4.16 2.07 

NT2RP4002071 6.67 6.67 7.07 6.95 10.06 6.27 

NT2RP4002075 1.16 1.16 2.11 2.27 2.35 1.27 

NT2RP4002078 2.25 2.25 8.63 6.86 8.24 4.97 

NT2RP4002081 8.11 8.11 26.15 18.73 18.78 19.42 

NT2RP4002083 1.39 1.39 5.25 3.36 3.16 1.88 

NT2RP4002099 3.26 3.26 4.73 2.84 3.56 2.51 

NT2RP4002106 10.35 10.35 20.34 22.36 25.93 20.55 

NT2RP4002111 11.7 11.7 12.37 19.77 30.44 17.72 

NT2RP4002112 6.15 6.15 10.97 8.9 8.34 3.22 

NT2RP4002116 12.6 12.6 47.19 37.43 41.25 28.65 

NT2RP4002122 5.34 5.34 9.29 14.84 14.86 12.67 

NT2RP4002126 6.42 6.42 14.44 16.82 14.35 10.42 

NT2RP4002133 7.56 7.56 20.82 29.17 26.14 21 

NT2RP4002136 3.63 3.63 5.74 4.89 5.38 2.69 

NT2RP4002139 26.89 26.89 31.12 60.65 61.92 32.88 

NT2RP4002174 139.27 139.27 232.64 240.71 275.01 193.19 

NT2RP4002185 7.77 7.77 13.2 12.36 19.06 11.58 

NT2RP4002186 4.5 4.5 9.83 7.82 4.72 6.78 

NT2RP4002187 15.42 15.42 32.13 26.94 19.84 21.17 

NT2RP4002188 3.01 3.01 8.34 8.3 7.75 6.41 

NT2RP4002199 1.85 1.85 3.73 2.6 2.91 3.78 



2307 

NT2RP4002206 
NT2RP4002210 
NT2RP4002222 
NT2RP4002241 
NT2RP4002248 
NT2RP4002250 
NT2RP4002259 
NT2RP4002268 
NT2RP4002288 
NT2RP4002290 
NT2RP4002298 
NT2RP4002306 
NT2RP4002308 
NT2RP4002336 
NT2RP4002340 
NT2RP4002361 
NT2RP4002367 
NT2RP4002368 
NT2RP4002377 
NT2RP4002408 
NT2RP4002425 
NT2RP4002432 
NT2RP4002447 
NT2RP4002451 
NT2RP4002461 
NT2RP4002486 
NT2RP4002517 
NT2RP4002556 
NT2RP4002569 
NT2RP4002587 
NT2RP4002591 
NT2RP4002607 
NT2RP4002627 
NT2RP4002628 
NT2RP4002630 
NT2RP4002639 
NT2RP4002641 
NT2RP4002658 
NT2RP4002669 
NT2RP4002677 
NT2RP4002715 
NT2RP4002750 
NT2RP4002784 
NT2RP4002791 
NT2RP4002811 
NT2RP4002830 
NT2RP4002832 
NT2RP4002850 
NT2RP4002874 
NT2RP4002884 
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2.38 2.38 
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3.71 3.71 
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28.81 28.81 
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3.39 2.48 

4.75 2.02 

6.63 5.56 

8.24 10.82 
16.69 10.74 

3.22 0.73 

9.82 3.21 

29.54 28.9 

12.57 13.29 

7.61 7.96 

4.18 5.54 
5.79 2.97 
6.03 5.31 

6.33 3.71 
3.96 1.28 
5.78 3.73 
5.84 3.23 
17.2 18.26 

23.8 25.46 
3.87 3.75 
5.81 8.24 
85.4 61.06 
7.68 3.96 

6.2 5.84 

32.09 32.76 

6.71 2.47 

9.11 7.02 

3.91 5.68 

7.36 4.93 

4.19 2.8 
4.89 2.89 

3.34 2.87 

61.9 55.9 
15.48 14.53 

5.25 6.72 
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9.03 3.94 

166.93 76.49 

5.67 5.4 

9.41 10.14 

34.92 40.1 

8.29 1.68 

9.51 9.44 

9.44 4.88 
6.38 3.17 

7.45 3.9 
3.13 2.38 

12.04 14.36 

6.67 3.41 

49.75 43.57 
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(1156) ftffl 2002-191363 

2309 2310 

NT2RP4002888 5.55 5.55 4.83 3.67 4.32 3.08 * 

NT2RP4002891 5.48 5.48 15.79 13.16 19.42 11.91 

NT2RP4002894 12.04 12.04 24.47 18.44 12.76 16.4 

NT2RP4002896 5.54 5.54 12.2 8.96 6.18 7.78 

NT2RP4002905 1.71 1.71 4.27 2.32 3.58 1.28 

NT2RP4002907 5.11 5.11 7.62 6.94 10.72 1.41 

NT2RP5003459 68.11 68,11133.25 154.61146.15 164.37 * + 

NT2RP5003461 7.34 7.34 10.14 10.85 14.36 8 

NT2RP5003471 106.6 106.6 168.71 124.4 148.85 112.14 

NT2RP5003477 2.71 2.71 2.62 2.59 2.33 1.9 

NT2RP5003487 157.44 157.44 424.89 292.71 256.56 354.93 

NT2RP5003492 3.1 3.1 4.91 5.25 6.17 5.91 * + 

NT2RP5003500 1.5 1.5 3.28 2.38 2.54 2.59 

NT2RP5003506 4.96 4.96 9.3 7.83 10.37 9.04 

NT2RP5003512 2.21 2.21 4.35 2.63 3.46 2.15 

NT2RP5003522 4.1 4.1 5.97 4.62 4.19 2.34 

NT2RP5003524 4.38 4.38 3.86 1.61 1.54 0.84 ** 

NT2RP5003527 24.72 24.72 71.27 76.81 87.24 60.59 

NT2RP5003531 7.16 7.16 17.2 15.58 14.06 14.11 

NT2RP5003534 2.68 2.68 5.49 5.54 6.82 4.55 

NT2RP6000020 8.69 8.69 19.96 14.65 15.13 16.29 

NT2RP6000022 3.19 .3.19 4.05 4.06 3.96 2.44 

NT2RP6000050 3.95 3.95 3.99 4.98 5.82 2.88 

NT2RP6000063 3.91 3.91 6.04 3.61 2.52 2.56 

NT2RP6000074 5.38 5.38 4.88 3.41 3.27 2.17 ** 

NT2RP6000083 7.76 7.76 11.18 11.49 16 9.91 

NT2RP6000100 2.49 2.49 4.58 4.04 4.71 3.3 

NT2RP6000123 1.94 1.94 3.29 5.1 4.26 4.22 * + 

NT2RP6000129 1.9 1.9 4.47 4.06 4.27 2.74 

NT2RP6000147 3.75 3.75 11.74 10.8 11.03 7.48 

NT2RP6000163 2.62 2.62 4.23 2.28 1.95 1.71 

NT2RP6000181 8.03 8.03 12.4 9.44 13.25 9.01 

NT2RP6000182 5.44 5.44 6.42 4.82 5.56 3.88 

0VARC1000001 4.97 4.97 5.24 6.04 7.48 2.35 

0VARC1000003 3.21 3.21 8.31 8.51 7.66 7.05 

OVARC1000004 9. 87 9. 87 1 16. 19 88. 04 109. 99 85. 44 

0VARC1000006 3.57 3.57 6.58 9.04 7.88 4.73 

0VARC1000013 6.51 6.51 9.19 7.32 8.36 8.33 

0VARC1000014 3.39 3.39 5.02 4.23 5.02 4.17 

0VARC1000017 3.11 3.11 6.81 4.2 4.45 2.72 

0VARC1000026 24.79 24.79 32.1 56.82 69.34 44.53 * + 

0VARC1000035 11.11 11.11 20.26 20.41 23.65 15.36 

0VARC1000037 8.73 8.73 19.12 15.64 9.13 15.9 

0VARC1000058 6.06 6.06 11.69 13.84 7.56 10.6 

0VARC1000060 1.89 1.89 6.28 5.98 5.24 5.13 

0VARC1000068 2.38 2.38 5.33 5.31 3.56 2.42 

0VARC1000069 74.66 74.66 101.53 75.95 84.36 86.42 

0VARC1000071 4.4 4.4 4.77 6.47 5.35 4.04 

0VARC1000075 55.43 55.43 125.63 120.89 150.97 117.03 

0VARC1000083 9.58 9.58 9.24 13.12 12.7 10.64 * + 



(1157) ^2002-191363 
2311 2312 

0VARC1000085 106.6 90.9 156.14 214.2 177.05 273.14 * + 

0VARC1000086 3.98 6.82 9.23 11.98 11.3 14.09 * + 

0VARC1000087 1.51 2.83 1.79 4.03 3.57 3.35 * + 

0VARC1000090 1.48 4.1 6.14 10.88 9.58 8.79 * + 

0VARC1000091 4.88 8.33 8.01 7.99 7.76 6.82 

0VARC1000092 2.83 6.81 4.18 4.68 6.25 4.85 

0VARC1000105 9.73 14.86 17.21 26.29 25.62 22.88 * + 

0VARC1000106 26.02 23.03 46.38 66.36 50.1 53.01 * + 

0VARC1000109 9.12 13.08 18.04 16.72 12.91 17.46 

0VARC1000113 4.12 6.25 6.53 6.83 8.19 7.65 

OVARC1000114 2.14 3.44 5.77 5.94 5.86 4.98 

0VARC1000133 2.53 4.96 6.36 4.05 4.97 2.95 

OVARC1000137 6.14 10.05 13.51 13.3 18.59 14.39 

0VARC1000139 14.75 20.77 83.44 71.14 98.1 69.29 

0VARC1000145 0.72 6.64 2.89 1.78 2.42 2 

0VARC1000148 5.09 4.98 7.88 4.91 5.32 7.91 

0VARC1000151 1.41 2.11 2.4 3.58 4.08 3.58 ** + 

0VARC1000157 10.99 14.16 17.51 21.21 25.06 22.76 * + 

0VARC1000162 1.22 4.4 2.5 2.93 2.49 2.59 

0VARC1000168 1.98 8.46 6.2 8.01 9.61 9.96 

0VARC1000169 32.03 45.07 49.48 70.63 69.6 89.08 * + 

0VARC1000178 0.84 5.08 2.53 .3.37 3.18 2.78 

0VARC1000182 0.8 3.3 1.42 2.02 1.95 1.78 

OVARC1000186 2.51 3.72 3.23 5.95 3.27 4.77 

0VARC1000188 1.04 2.67 2.33 2.48 2.87 1.9 

0VARC1000191 1.01 3.8 2.63 3.12 2.85 2.54 

OVARC1000198 2.09 3.59 4.32 5.62 5.12 5.06 * + 

0VARC1000208 6.49 10.37 22.5 17.79 24.54 22.02 

0VARC1000209 7.99 13.69 22.82 23.42 27.81 29.16 

0VARC1000212 2.47 5.63 3.59 4.76 5.03 4.88 

0VARC1000216 1.72 4.96 4.36 15.43 11.3 12.54 ** + 

0VARC1000240 2.98 3.53 8.13 5.39 5.46 4.87 

0VARC1000241 1.29 2.47 3.18 2.65 3.17 1.4 

OVARC1000249 4.14 5.43 8.17 5.46 5 6.13 

0VARC1000254 33.15 39.39 100.99 100.41 131.42 100.89 

0VARC1000255 0.85 4.83 2.51 2.98 2.45 1.95 

0VARC1000267 2.37 6.41 6.71 6.66 7.16 7.31 

0VARC1000275 79.02 93.7 161.08 199.43 240.76 175.96 * + 

0VARC1000287 226.67 224.66 236.08 433.91 512.76 470.31 ** + 

0VARC1000288 3.2 4.25 7.38 6.23 5.32 4.47 

0VARC1000298 8.96 10.09 19.62 13.37 7.19 9.6 

0VARC1000302 1.12 2.14 2.13 2.47 1.85 2 

0VARC1000304 1.09 2.68 3.23 5.02 3.41 6 

OVARC1000307 2.95 6.19 4.74 7.59 4.7 6.29 

0VARC1000309 1.18 7.16 3.22 3.24 2.85 2.4 

0VARC1000312 2.83 11.64 6.03 4.17 5.4 2.46 

0VARC1000313 10.48 19.25 14.81 9.39 17.54 22.17 

0VARC1000321 31.6 24.05 47.79 30.5 31.37 15.43 

0VARC1000326 1.52 2.3 3.9 3.84 3.17 2.79 

0VARC1000327 1.52 3.28 4.24 3.13 1.49 2.46 
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99 9 
23. 3 
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0.91 
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AUADPl AAA A 1 4 

OVARtl000414 
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UVAKtlUUU42U 
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1.42 
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2. oy 
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AUADPI AAA/1 CI 
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AUA DPI AAA/ICC 
UVAKtlUUu400 
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c A1 

5.01 
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AUADPI AAA/1 C7 
UVAKt 10004b/ 


1 A1 
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5. Oo 


AUA DPI AAA/1 7A 

OVARt 10004/0 
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C Q1 

5. ol 
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AUA DP 1 AAA^Q/1 

0VARtl0004o4 
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o.yy 


C 7/1 
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OVARt 1000486 


O 17 
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4. 71 


AlJADfl AAA A flO 

UVAKtlUU04yb 


A AO 

0.93 


3. 55 


OVARt 1000520 


A OA 

0.84 
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5.89 


OVARt 1000522 
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AI7AD/M AAACOC 

OVARt 100052b 
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1.9o 


7 A4 
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Alf AD/M AAACOA 

OVARt 1000529 


o 00 
2.38 


O C7 

2. 57 


AUADfl AAACOO 

OVARt 1000533 


3. 3 


4. 00 


AUADPl AAA C J 9 

OVARt 100054 3 


A QA 

0. 84 


9 /l/l 

2. 44 


Al/ADfl AAACCA 

0VARC1000550 


A 7C 

0. 75 


O CO 

3. bo 


AUADPl AAACC9 

0VARtl000553 


9 1 
2. 1 


C C9 

5. bo 


Alf ADfl AAACCC 

OVARt 10005 5b 


C 77 

5. ( i 


1 C 91 

15. 21 


r\\ r 1 f\/l« AAAr r*T 

0VARC1000557 


0.83 


5. 12 


0VARC1000561 


3.48 


7. 38 


0VARC1000564 


8.89 


9.02 


0VARC1000573 


1.87 


3.68 


0VARC1000576 


24.12 


29.23 


0VARC1000578 


2.43 


4.6 


OVARC1000581 


0.34 


3.28 



(1158) #1200 2-1 9 13 63 

2314 

2.41 
4.02 
6.24 
3.73 
6.51 
2.43 
4.33 
8.35 
2.09 
49.12 
3.99 
70.39 
10.41 
2.6 
3.7 
3.29 
3.33 
130.06 
19.12 
7.31 

13.82 21.81 23.01 21.52 ** + 
5.01 7.47 9.31 7.08 * + 
6.81 
2.88 
2.2 
3.51 
5.9 
2.41 
3.03 
2.65 
9.88 
6.54 
4.49 
0.66 
1.18 
12 
3.75 
4.44 
7.95 
2.06 
2.32 
7.02 
11.77 
1.4 

9.26 13 17.66 15.09 * + 
10.44 17.84 11.31 16.69 * + 
4. 



5.53 
1.15 
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2.51 
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2.52 
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5.32 
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3.64 


57.09 
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4.99 
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C A7 
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7.63 
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91 Q1 
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99 A1 

23.01 
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21. 52 
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7.47 


A Ol 

9. 31 


7 AO 
7.08 


c cc 

6.66 


A C 

9.5 


O IO 

0. 12 


O OA 

3. 29 


O A 1 

3.41 


9 C9 

2.62 


0 cc 

2.55 


1. 12 


O 14 
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O AJ 

3.94 


J CO 

4.62 
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3.95 
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6. 54 


1 A IO 

10. 13 


C 7C 

b. 7b 


3.65 


2.98 


0 70 
3.78 


3. 18 


4.02 


0 70 
3.78 


O A A 

2. 44 


A 1 C 

4. 16 


1 on 

1.39 


10. 35 


14.26 


c 00 

6. 88 


8.66 


9.93 


6. 87 


5.74 


4.93 


4.28 
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1.07 


0.62 


1.32 
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1 A O A 
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3.08 
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7.69 


c oc 
b. 95 
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13.91 


8.96 


1.61 


2.29 


1.88 


13 


17.66 


15.09 


17.84 


11.31 


16.69 


5.75 


5.32 


3.83 


83.09 


93.83 


98.58 


8.64 


4.46 


3.93 


1.75 


1.27 


1.23 



(1159) #M 2002-191363 

2315 2316 

0VARC1000586 22.54 28.9 41.17 34.58 43.39 40.93 

0VARC1000588 0.74 5.23 2.03 2.75 3.72 2.05 

0VARC1000605 1.98 2.62 2.88 4.47 4.23 3.87 ** + 

0VARC1000622 3.86 4.59 11.57 12.7 11.13 11.6 

0VARC1000636 1.64 3.79 4.58 4.19 4.03 5.09 

0VARC1000640 1.97 4.72 3.93 4.21 3.67 3.09 

0VARC1000649 9.69 14.8 53.54 53.32 64.51 52.67 

0VARC1000661 1.14 9.33 2.99 5.34 5.24 5.24 

0VARC1000677 8.53 10.16 14.87 11.77 10.98 15.47 

0VARC1000678 1.21 4.49 2.71 3.28 4.17 3.26 

0VARC1000679 2.86 3.25 4.09 5.29 5.16 6.25 * + 

0VARC1000681 1.47 1.55 3.2 2.41 2.22 1.71 

0VARC1000682 10.09 11.33 50.91 33.79 47.49 44.31 

0VARC1000689 3.81 7.1 19.94 20.18 22.12 21.83 

0VARC1000700 1.8 10.37 3.18 4.98 4.37 5.14 

OVARC1000703 1.74 7.18 5.35 6.4 6.64 7.77 

0VARC1000722 10.59 11.92 47.93 43.41 60.06 39.34 

0VARC1000726 1.44 3.48 4.62 4.88 5.89 3.58 

0VARC1000727 1.93 2.09 4.13 3.78 3.79 3.89 

0VARC1000730 5.95 5.86 9.01 4.07 4.16 5.62 

0VARC1000741 4.85 6.13 8.74 15.19 10.58 13.71 * + 

0VARC1000746 0.89 3.61 2.43 2.06 2.9 2.84 

0VARC1000764 1.76 4.93 4.77 5.35 7.01 5.44 

0VARC1000769 1.13 4.3 3.6 3.76 4.42 5.2 

0VARC1000771 2.42 6.28 2.3 4.02 4.81 3.71 

0VARC1000773 19.09 24.7 31.93 44.69 56.24 46.24 * + 

0VARC1000775 11.67 8.94 16.44 12.16 8.7 4.26 

0VARC1000778 2.37 3.89 5.69 4.59 6.23 4.92 

0VARC1000779 0.8 2.02 1.85 2.23 2.45 1.46 

0VARC1000781 1.67 5.05 4.16 6.37 3.45 5.07 

0VARC1000787 1.64 4.79 4.22 2.97 5.44 3.25 

0VARC1000789 7.62 14.23 16.39 24.95 29.69 25.94 ** + 

OVARC1000800 2.91 10.72 5.72 6.41 10.65 6.2 

0VARC1000802 1.55 8.77 2.97 2.99 5.34 2.76 

0VARC1000810 3.37 3.54 8.29 6.66 7.99 7.21 

0VARC1000811 2.41 2.73 7.5 4.88 3.67 4.95 

0VARC1000814 3.44 4.55 9.03 7.92 11.3 9.05 

0VARC1000816 7.64 10.41 12.41 10.99 10.58 14.11 

0VARC1000817 1.18 3.38 1.27 1.71 2.14 1.55 

0VARC1000834 2.46 8.3 3.39 4.84 5.81 4.01 

0VARC1000846 2.23 10.02 5.35 7.38 9.66 7.72 

0VAAC1000850 1.74 8.37 3.38 3.39 2.51 3.1 

0VARC1000853 23.21 24.23 43.4 30.67 37.81 18.39 

0VARC1000862 2.28 2.66 4.91 3.05 1.61 1.49 

0VARC1000873 2.56 2,98 4.14 4.4 3.79 3.85 

OVARC1000875 1.47 3.07 1.79 2.35 3.09 1.87 

OVARC1000876 3.71 5.67 4.46 5.11 6.06 5.45 

0VARC1000883 6.06 9.53 9.18 12.43 15.42 13.05 * + 

0VARC1000885 2.84 9.95 3.38 3.74 5.66 4.11 

0VARC1000886 4.31 8.19 4.29 3.74 5.15 4.39 



(1160) #912002-191363 
2317 2318 

OVARC1000890 17.47 18.3 91.22 70.97 78.71 51.68 

0VARC1000891 1.28 1.44 3.03 2.85 2.19 3.22 

0VARC1000897 0.48 1.74 1.29 1.21 1.33 0.5 

0VARC1000912 2.06 3.22 4.33 5.21 6.1 5.86 * + 

0VARC1000914 1.48 6.18 1.61 3.68 3.02 2.18 

0VARC1000915 1.71 6.64 4.14 4.87 3.54 4.76 

0VARC1000916 1.91 5.19 2.56 4,05 4.32 3.88 

0VARC1000924 1.45 5.5 3.09 3.28 3.85 3.48 

0VARC1000928 6.05 5.46 8.78 4.22 5.83 5.35 

OVARC1000936 1.37 1.39 2.17 2.04 3.25 2.49 

0VARC1000937 1.69 3.01 1.94 4.17 3.26 3.24 

0VARC1000945 1.55 3.67 3.62 3.83 3.22 2.28 

0VARC1000948 1.57 3.85 2.66 3.15 3.68 1.99 

0VARC1000956 1.41 5.08 4.36 7.56 7.26 5.51 

0VARC1000959 1.8 4.87 3.39 4.88 3.02 3.9 

0VARC1000960 2.64 7.53 9.55 11.64 13.89 12.86 * + 

OVARC1000964 19.89 17.19 103.98 118.41 165.46 96.14 

0VARC1000971 0.42 1.58 1.4 2.53 2.27 2.28 * + 

0VARC1000975 5.93 8.3 36.1 31.27 51.54 30.22 

0VARC1000976 0.65 2.12 1.27 2.17 1.46 1.5 

0VARC1000981 4.06 7.18 4.94 7.97 12.1 8.53 

0VARC1000982 2.83 5.41 2.23 3.13 3.02 3.54 

0VARC1000984 1.78 5.43 3.32 3.01 3.08 2.16 

OVARC1000995 2.94 6.59 4.5 5.98 6.19 6.72 

0VARC1000996 1.68 1.87 4.29 3.58 4.15 4.56 

0VARC1000999 6.02 5.65 15.29 15.61 13.18 13.29 

0VARC1001000 1.96 4.5 6.2 6.26 7.09 6.86 

0VARC1001004 0.51 3.4 1.45 2.05 3.3 1.47 

0VARC1001010 1.35 3.99 1.66 3.04 1.4 1.54 

0VARC1001011 1.46 5.57 1.13 2.39 3.27 2.45 

OVARC1001030 96.19 101.41 143.98 119.24 154.26 133 

0VARC1001032 1.42 5.34 1.89 1.83 2.82 1.92 

0VARC1001034 4.44 5.58 6.51 3.29 5.21 3.77 

0VARC1001038 3.62 5.03 7.4 10.3 10.88 8.61 * + 

0VARC1001040 2.63 3.77 6.93 5.25 6.51 4.25 

0VARC1001041 4.54 8.03 12.87 8.57 12.25 9.4 

0VARC1001044 1.05 2.92 1.83 1.96 2.43 1.84 

0VARC1001049 3.78 8.78 10.67 10.65 11.87 10.26 

0VARC1001051 40.95 55.97 80.66 66.89 109.71 87.49 

0VARC1001054 1.22 4.06 3.22 2.86 4.19 1.93 

OVARC1001055 2.13 3.38 3.82 4.32 5.61 5.22 * + 

0VARC1001062 5.8 6.15 12.54 8.04 9.94 9.57 

0VARC1001065 8.85 13.63 51.33 51.41 60.3 56.97 

0VARC1O01O68 2.82 5.62 4.76 4.72 4.02 5.52 

0VARC1001072 0.73 4.18 4.41 3.2 3.71 3.07 

0VARC1001O73 0.92 5.7 2.65 2.91 2.54 1.79 

0VARC1O01O74 0.81 4.66 3.31 1.87 2.95 2.04 

OVARC1001078 2 5.12 2.79 3.57 3.08 2.83 

0VARC1001085 2.41 2.83 3.66 5.54 5.02 6.36 ** + 

0VARC1001086 1.97 3.17 2.85 3.98 2.83 4.13 



2319 

OVARC1001091 
0VARC1001092 
0VARC1001104 
0VARC1001107 
0VARC1001113 
0VARC1001117 
0VARC1001118 
0VARC1001125 
0VARC1001129 
0VARC1001132 
0VARC1001138 
0VARC1001141 
0VARC1001154 
0VARC1001161 
0VARC1001162 
0VARC1001163 
0VARC1001167 
0VARC1001169 
0VARC1001170 
0VARC1001171 
0VARC1001173 
0VARC1001176 
0VARC1001180 
0VARC1001188 
0VARC1001200 
0VARC1001202 
0VARC1001206 
0VARC1001209 
0VARC1001219 
0VARC1001222 
0VARC1001232 
0VARC1001240 
0VARC1001243 
0VARC1001244 
0VARC1001246 
0VARC1001247 
0VARC1001260 
0VARC1001261 
0VARC1001268 
0VARC1001270 
0VARC1001271 
0VARC1001282 
0VARC1001296 
0VARC1001306 
0VARC1001314 
0VARC1001316 
0VARC1001329 
0VARC1001330 
0VARC1001336 
0VARC1001338 



16.24 19.32 

4.62 5.35 

1.05 4.37 

11.59 15.6 

1.04 5.81 
2.71 6.63 
2.38 3.69 

2.02 2.9 

2.61 4.58 
1.7 6.48 

9.52 15.82 

1.68 4.97 

18.31 29.49 

2.49 5.55 

2.2 3.13 

0.69 3.59 

3.03 4.57 
0.74 4.87 
7.81 15.04 

15.57 17.71 

2.09 5.08 

22.57 21.48 

3.01 4.58 
2.66 3.7 
1.52 4.56 
3.75 6.65 
1.52 5.52 
4.89 8.92 
1.81 6.36 

2.5 8.36 

2.91 4.18 
2.05 3.27 
0.94 2.59 
9.07 12.05 

30.48 50.95 

3.64 9.86 

1.05 9.07 

4.23 10.5 

24.4 19.69 

14.46 15.1 

2.62 3.62 
0.88 3.02 

3.02 8.06 
1.48 8.27 
0.49 8.47 
2.77 7.17 
6.12 6.18 

0.2 1.89 

1.92 3.7 
0.26 2.87 



0161) 

92.73 76.48 

7.22 9.69 

2.66 3.16 

40.28 31.21 

1.59 2.46 

4.31 4.67 

7.08 7.36 
3 5.92 

3.19 8.46 

2.66 3.69 

23.8 48.95 

3.48 3.77 

68.39 60.43 

6.15 7.03 

5.34 5.09 

2.77 2.2 

7.69 10.19 

2.68 2.47 

17.59 14.61 

24.31 16.12 

5.1 4.32 

89.96 76.74 

12.7 11.81 

3.95 3.62 

3.62 3.47 

6.53 9.26 

1.15 1.59 

27.46 24.69 

4.71 5.33 

5.01 3.2 

7.74 6.75 

6.84 5.55 
1.76 3.64 

18 21.61 

48.51 80.54 

7.7 6.57 

1.85 2.62 
6.99 3.46 

52.37 32.58 

20.83 9.69 

3.88 3.95 

3.09 1.37 

2.3 3.04 

2.4 2.04 
1.57 1.06 
4.81 5.48 

21.11 17.09 

1.38 1.22 

3.59 5.67 

0.86 2.49 
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i no i 
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O A A 
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4. 16 
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2.96 


7.79 
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1. 13 


1.9 


30. 38 


24.27 


3.95 


3.62 


4.34 
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6.02 


5.65 


C A^ 

5.06 


C A 

5.4 


2.64 


1.86 


18.57 
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101.88 


t no 

7.02 


A At\ 

4.49 


2.65 


1.85 


2.08 


2.94 


35.32 


14. 16 


9.8 


8.65 


7.02 


4.26 


1.59 


2 


4.11 


5.41 


2.29 


3.82 


1.79 


1.32 


8.11 


5.36 


19.29 


16.22 


1.35 


1.42 


4.09 


4.02 


1.71 


1.07 



2321 

0VARC1001339 
OVARC1001340 
0VARC1001341 
0VARC1001342 
OVARC1001344 
0VARC1001357 
0VARC1001359 
0VARC1001360 
0VARC1001369 
0VARC1001372 
0VARC1001376 
0VARC1001381 
0VARC1001391 
0VARC1001392 
0VARC1001399 
0VARC1001417 
0VARC1001419 
0VARC1001425 
0VARC1001436 
0VARC1001442 
0VARC1001451 
0VARC1001452 
0VARC1001453 
0VARC1001476 
0VARC1001480 
0VARC1001489 
0VARC1001493 
0VARC1001496 
0VARC1001499 
0VARC1001506 
0VARC1001509 
0VARC1001510 
0VARC1001516 
0VARC1001525 
0VARC1001542 
0VARC1001544 
0VARC1001546 
0VARC1001547 
0VARC1001555 
0VARC1001560 
0VARC1001569 
0VARC1001570 
OVARC1001577 
0VARC1O01578 
0VARC1001596 
0VARC1001600 
0VARC1001607 
0VARC1001610 
0VARC1O01611 
0VARC1O01615 



12.07 18.29 

0.72 4.83 

4.35 9.25 

90.37 98.53 

2.1 2.51 

5.61 8.93 

8.96 12.4 

0.44 2.52 

1.56 5.66 
0.96 4.23 
1.82 5.1 
4.51 6.44 

0.5 1.62 

2.12 4.69 
0.98 3.59 
1.01 3.07 
2.47 5.4 
2.29 5.58 
1.37 5.85 
0.64 4.84 
3.09 2 
1.35 2.41 

1.21 2.84 
10.67 14.38 

0.93 4.73 

0.97 6.89 

2.09 6.59 

4.65 9.58 

1.24 1.18 
2.9 2.7 

1.73 3.89 

0.16 3.69 

2.57 5.78 
0.53 4.76 

8.8 12.86 
2.14 6.6 

4.08 4.32 

1.29 2.53 

10.39 16.51 

3.35 4.91 

1.63 4.75 
3.96 7.9 

1.68 5.89 

0.25 3.47 

12.13 11.65 

1.13 2.9 

6.22 7.72 
1.81 5.25 
0.13 5.11 
0.58 5.42 



(1162) 

22.73 33.65 

1.23 1.33 
6.77 7.94 

136.12 129.68 
6.27 6.52 

16.02 15.52 

16.15 21.66 
0.99 1.97 
1.89 3.41 
3.33 1.52 

3.62 5.79 
9.94 10.95 
1.44 1.88 

6.14 11.96 
2.16 1.77 
1.76 2.39 
3.06 4.39 

5.15 8.76 
2.54 2.9 
1.39 2.27 
3.89 5.18 

2.87 2.96 

1.88 2.3 
16.52 17.22 

1.5 3.1 

2.51 3.01 
3.75 7.38 

8.63 10.74 

2.6 3.47 
5.31 5.33 
3.69 4.07 
1.42 1.94 
3.85 6.04 
2.12 1.94 

13.01 15.91 
6.72 7.54 
4.6 6.12 
1.68 2.44 

68.77 48.66 

5.52 5.36 
4.79 5.92 
6.93 7.72 
5.41 8.61 

-0.19 -0.47 

14.23 13.51 

1.48 2.81 

10.91 13.42 

2.84 4.25 

1.24 1.48 
1.93 1.54 



OO OO 

32. 72 


37. 29 


O A A 

i. 44 


1.3 


1 1 OO 

11. 38 


9.69 


163. 22 


127. 78 


6.89 


6.2 


11.34 


11.69 


13.84 


10.6 


2.6 


1.62 


1.88 


3.1 


2.77 


1.95 


5.79 


4. 18 


12.91 


11.21 


1.27 


1.26 


12.7 


7.79 


O C A 

2. 54 


1. 1 


3.61 


2.81 


4.03 


3. 16 


8.5 


8.07 


3.57 


3. 18 


1.52 


0.69 


5.98 


4.75 


4, 69 


3. 13 


1.82 


1.57 


12.9 


13.09 


2.98 


2.21 


2. 83 


2.09 


8.78 


10.48 


7.37 


11.03 


2.68 


2.84 


6. 73 


5.48 


4.59 


3.07 


1.73 


0.86 


4.97 


4.39 


2.01 


1.81 


13. 63 


17.23 


8. 33 


6.22 


5.31 


7. 23 


1.85 


2.22 


65.39 


56.39 


4.93 


5.34 


5.19 


5.1 


10.7 


8.55 


6.9 


10.2 


0.24 


0.15 


14.82 


27.15 


2.67 


3.67 


14.01 


13.45 


2.66 


2.7 


2.89 


1.79 


2.56 


1.74 



(1163) ^2002-191363 
2323 2324 

0VARC1001636 1.09 3.75 1.05 2.39 2.05 2.15 

0VARC1001668 3.77 6.75 10.04 10.5 11.4 10.48 

0VARC1001702 1.18 2.21 2.42 3.86 2.07 2.25 

0VARC1001703 2.82 3.18 2.97 2.64 4.71 4.65 

0VARC1001710 3.58 7.03 8.67 8.01 6.28 9.55 

0VARC1001711 1.96 7.3 3.36 5.01 4.15 5.4 

0VARC1001713 9.17 11.54 44.65 36.47 51.48 43.79 

0VARC1001725 1.01 5.45 6.11 2.56 3.77 4.01 

OVARC1001726 1.64 4.48 3.23 4.97 5.6 5.18 

0VARC10O1727 1.4 2.41 1.52 1.43 2.35 1.14 

OVARC1001731 120.62 110.86 255.43 140.73 139.03 74.2 

0VARC1001735 1.29 3.44 3.54 3.75 3.25 2.89 

0VARC1001741 3.3 4.73 15.28 13.09 12.93 13.17 

0VARC1001745 2.72 5.39 6.83 9.17 10.23 8.89 * + 

0VARC1001759 3.31 9.01 6.31 7.61 7.61 11.95 

0VARC1001762 3.96 7.78 6.38 10.3 11.01 13.4 * + 

0VARC1001766 5.33 7.8 11.99 15.56 16.86 15.33 * + 

0VARC1001767 0.94 3.76 1.18 1.97 1.96 2.41 

0VARC1001768 3.31 3.86 3.76 5.35 4.59 3.54 

0VARC1001770 3.04 6.58 9.98 11.46 9.08 9.46 

0VARC1001776 2.11 4.7 3.5 4.72 3.64 2.92 

0VARC1001791 1.13 4.77 3.54 3.07 3.12 3.42 

0VARC1001795 0.89 6.19 1.24 2.31 2.87 2.11 

0VARC1001798 2.81 12.11 7.57 9.72 11,93 9.04 

0VARC1001802 1.73 11.64 4.9 5.6 5.93 4.01 

0VARC1001805 1.92 6.96 2.58 3.62 4.59 3.51 

0VARC1001807 1.9 2.53 4.18 3.06 3.12 2.46 

0VARC1001809 12.38 14.06 76.32 55.87 81.41 52.83 

0VARC1001812 1.44 3.39 3.15 3.23 4.63 3.71 

0VARC1001813 1.61 4.29 2.33 2.93 3.98 2.51 

0VARC1001820 1.67 7.15 3.21 3.47 3.76 3.22 

0VARC1001828 0.78 6.85 2.36 1.91 3.23 2.2 

0VARC1001833 1.07 8.12 2.02 2.4 2.1 1.92 

0VARC1001839 1.56 8.43 2.98 2.91 3.59 1.15 

0VARC1001846 1.91 1.38 2.9 2.15 2.11 1.8 

0VARC1001849 1.21 2.52 2.42 5.79 3.69 4.03 * + 

0VARC1001861 1.46 3.56 2.73 2.78 2.5 2.09 

0VARC1001873 3.09 3.78 4.68 5.47 4.42 4.73 

0VARC1OO1879 1.44 6.08 3.48 2.35 2.93 2.22 

0VARC1001880 0.91 7.84 2.94 3.63 5.78 3.8 

0VARC1001883 0.99 7.61 3.12 2.61 3.42 2.52 

0VARC1001900 1.11 7.07 4.03 2.57 3.61 2.89 

0VARC1001901 0.54 1.84 1.21 2.42 1.37 2.43 

0VARC1001911 0.59 1.57 1.66 1.51 1.39 1.55 

0VARC1001916 1.86 3.13 3.35 4.16 4.61 3.51 

0VARC1001928 1.45 3.53 1.55 1.58 1.62 1.72 

0VARC1001937 5.12 11.69 8.13 17.41 11.63 15.16 

0VARC1001940 1.1 4.51 3.13 3.72 3.14 2.78 

0VARC1001942 3.85 7.4 8.03 11.47 13.91 12.77 * + 

0VARC1001943 7.16 10.07 11.08 9.62 13.85 11.87 



(1164) »BB 20 02-191363 

2325 2326 

0VARC1001949 1.69 3.34 4.15 5.35 4.01 5.55 

0VARC1001950 1.53 2.41 3.79 6.3 4.35 3.98 

0VARC1001952 11.3 11.38 53.57 52.33 78.84 38.05 

0VARC1001954 1.12 2.99 2.2 3.09 2.67 2.05 

0VARC1001963 1 4.91 2.89 4.5 3.39 3.21 

0VARC1001983 3.62 14.16 14.25 20.96 19.21 21.67 

0VARC1001987 3.12 6.54 5.94 6.08 8.39 8.02 

0VARC1001989 1.41 5.2 4.96 4.54 5.59 5.26 

0VARC1001991 1.74 3.27 4.08 4.57 3.86 3.27 

0VARC1002005 4.14 3.55 7.66 10.01 9.06 8.2 * + 

0VARC1002044 3.73 3.94 6.17 6.57 8.32 6.99 * + 

0VARC1002046 10.28 16.21 20.07 29.4 37.78 37.02 ** + 

0VARC1002050 1.7 5.6 2.43 3.96 3.82 2.53 

0VARC1002058 4.23 6.11 4.02 4.69 5.55 5.43 

0VARC1002066 11.47 13.5 25.49 26.02 28.69 22.63 

0VARC1002082 3.6 8.55 8.81 9.6 8.89 6.49 

0VARC1002091 3.17 5.67 8.37 9.49 5.49 7.64 

0VARC1002092 1.38 2.72 2.2 4 3.97 1.88 

0VARC1002093 1.79 3.1 4.51 5.01 4.44 3.88 

0VARC1002094 1.55 6.24 4.17 36.42 27.25 28.35 ** + 

0VARC1002107 1.42 4.63 2.69 4.86 5.48 3.6 

0VARC1002112 6.17 11.59 8.5 13.47 17.48 11.92 

0VARC1002126 2.66 6.35 6.68 7.95 6.44 8.79 

0VARC1002127 0.73 5.04 1.86 1.92 2.61 1.52 

0VARC1002138 1.4 1.79 1.86 3.16 4.82 2.75 * + 

0VARC1002143 0.73 1.51 1.55 1.29 3.03 2.09 

OVARC1002156 2.42 3.87 4.19 4.43 3.9 3.65 

0VARC1002158 0.88 2.63 1.6 2.36 1.57 1.51 

0VARC1002165 4.85 6.3 9.83 10.73 14.03 10.87 

0VARC1002176 0.86 5.08 3.59 2.01 3.46 2.64 

0VARC1002178 0.83 5.35 3.12 3.8 5.02 4.25 

OVARC1002182 1.29 2.89 3.77 2.45 4.64 3.12 

0VARC1002185 11.45 13.19 62.79 43.91 53.43 55.56 

PUCE1000004 1.42 3.23 2.35 3.87 4.25 4.05 * + 

PLACE1000005 1.18 3.06 3.3 5.27 5.31 4.83 * + 

PLACE1000006 2.01 8.33 3.23 4.2 5.44 4.67 

PLACE1000007 0.97 5.13 2.89 3.03 2.47 2.56 

PLACE1000014 2.9 8.06 6.26 6.67 8.18 6.55 

PUCE1000031 0.88 4.81 0.45 2.61 2.71 2.79 

PLACE1000033 1.23 2.15 2.75 2.42 3.17 2.56 

PUCE1000040 3.08 4.43 6.18 7.11 5.54 7.37 

PLACE1000048 1.83 3.24 2.14 3.32 3.96 3.74 

PLACE1000050 2.12 5.36 9.1 9 6.55 8.25 

PUCE1000061 138.29 147.36 249.77 165.55 233.98 230.37 

PLACE1000066 14.23 15 19.46 15.86 15.62 18.52 

PUCE1000075 3.03 6.24 9.08 4.98 6.93 7.11 

PLACE1000078 2.1 5.75 5 6.07 6.93 5.19 

PLACE1000081 1.08 1.88 1.52 1.13 1.89 1.27 

PLACE1000086 4.97 6.55 11.25 8.1 9.16 7.75 

PLACE1000094 0.7 4.18 1.72 1 3.44 2.96 



(1165) mm 2002-191363 

2327 2328 

PUCE1000101 4.67 8.44 7.7 11.69 10.38 13.65 * + 

PLACE1000121 0.87 6.29 2.02 1.95 2.85 2.39 

PLACE1000133 6.65 11.93 17.66 15.19 17.59 21.71 

PLACE1000142 1.79 6.03 5.66 2.64 4.77 4.24 

PLACE1000146 1.95 4.51 2.89 3.71 5.02 2.82 

PLACE1000163 4.52 5.99 10.71 16.27 10.95 13.78 

PLACE1000172 1.12 2.63 1.48 1.81 3.21 2.29 

PLACE1000181 1.06 3 2.98 2.63 3.75 2.86 

PLACE1000184 1.17 3.08 1.48 1.87 3.28 2.27 

PLACE1000185 2.99 6.52 8.47 9.53 9.99 12.03 

PLACE1000198 0.78 4.09 2.49 2.19 2.17 1.93 

PLACE1000213 3.3 5.87 7.36 4.35 5.38 8.09 

PLACE1000214 1.37 4.29 4.54 5.22 6.72 4.22 

PUCE1000220 9.61 7.84 16.78 7.48 5.77 4.1 

PLACE1000231 2.48 4.1 4.92 4.57 4.65 3.91 

PLACE1000236 0.66 3.33 2.43 2.8 3.63 2.37 

PLACE1000245 2.92 5.88 6.34 9.34 11.24 10.55 * + 

PLACE1000246 5.15 8.27 9.95 3.29 2.55 2.86 * 

PLACE1000258 5.4 12.61 13.52 14.88 16.7 14.95 

PLACE1000288 1.68 7.22 2.96 2.83 4.02 2.48 

PLACE1000292 3.72 9.02 8.85 10.23 20.58 9.21 

PLACE1000302 0.56 1.01 1.39 1.07 0.92 0.62 

PLACE1000304 1.13 3.26 3.17 3.75 2.32 3.05 

PLACE1000308 2.54 4.35 4.17 4.42 3.87 1.34 

PLACE1000309 2.29 4.02 4 6.72 5.23 7.88 * + 

PLACE1000312 1.33 3.44 2.48 2.74 3.99 2.5 

PUCE1000330 0.46 5.76 3.02 1.32 1.93 1.35 

PLACE1000332 1.02 8.82 2.01 3.01 3.78 1.68 

PIACE1000347 2.3 9.48 3.89 2.59 5.81 3.22 

PLACE1000351 1.2 1.5 2.87 2.2 2.4 2 

PLACE1000374 2.01 3.03 7.02 8.89 6.55 6.85 

PLACE1000380 2.39 4.27 3.95 4.9 2.12 2.38 

PLACE1000383 1.03 2.62 1.9 2.53 3.64 2.4 

PUCE1000397 0.63 4.06 1.89 2.82 3.34 3.47 

PLACE1000401 1.22 6.39 2.24 2.23 3.05 2.36 

PLACE1000406 1.08 8.76 3.4 3.72 4.08 3.64 

PLACE1000412 1.61 6.38 1.56 1.62 3.45 1.46 

PUCE1000420 2.59 3.51 4.6 8.95 7.28 5.6 * + 

PLACE1000421 0.99 1.3 2.32 2.97 2 1.7 

PLACE1000423 16.6 23.29 32.85 10.67 8.02 8.09 * 

PUCE1000424 1.36 3.09 2.12 3.35 2.65 1.97 

PLACE1000430 0.77 4.36 1.95 3.51 2.94 3.77 

PLACE1000433 1.06 5.9 1.65 1.89 2.6 1.8 

PLACE1000435 1.39 7.21 4.77 6.22 6.29 4.22 

PLACE1000437 6.06 10.65 10.14 17.29 20.07 18.79 ** + 

PLACE1000442 3.75 3.85 6.27 7.81 5.7 6.7 

PLACE1000444 2.14 3.94 8.96 11.14 11.55 9.8 

PLACE1000453 5.57 11.03 14.16 10.42 7.4 2.99 

PLACE1000456 1.25 2.21 1.97 1.33 2.18 1.07 

PLACE1000465 2.09 5.63 6.62 12.97 11.8 10.69 ** + 



(1166) MR 2002-191363 

2329 2330 

PLACE1000481 2.32 8.1 3.73 6.89 6.64 6.45 

PLACE1000492 1.15 4.45 2.95 3.27 3.06 2.81 

PLACE1000508 1.36 4.64 4 3.91 4.24 3.71 

PLACE1000512 4.91 4.29 6.39 8.12 7.8 4.6 

PLACE1000540 5.18 3.93 7.84 5.44 6.9 5.57 

PLACE1000541 13.59 15.07 48.84 60.62 81.24 41.96 

PLACE1000546 0.86 3.61 2.82 4.72 4.63 2.5 

PLACE1000547 2.16 4.61 3.83 6.31 5.64 5.92 * + 

PLACE1000560 2.08 5.97 2.1 1.62 2.8 1.72 

PLACE1000562 2.8 6.23 6.04 8.86 11.26 8.61 * + 

PLACE1000564 1.54 6.4 3.07 3.16 4.41 3.43 

PLACE1000583 3.75 3.28 6.32 6.78 11.53 6.8 

PLACE1000587 8.52 9.32 12.99 13.64 14.69 9.43 

PLACE1000588 1.92 4.36 3.99 8.79 8.15 4.48 

PLACE1000596 1.99 5.34 4.39 7.8 6.74 4.51 

PLACE1000599 2.39 5.51 7.05 7.92 7.79 6.46 

PLACE1000605 5.12 11.43 7.06 14.2 15.1 12.67 * + 

PLACE1000610 2.01 6.08 3.54 5.26 4.48 2.94 

PUCE1000611 13.18 19.13 24.68 16.45 20.37 22.79 

PLACE1000626 3.19 4.04 8.04 5.71 9.93 8.12 

PLACE1000633 1.32 2.12 3.95 4.8 6.06 3.59 

PLACE1000636 1.15 2.54 1.43 2,72 4.25 2.94 

PLACE1000653 5.07 8.56 9.29 11.07 11.87 14.08 * + 

PUCE1000656 4.2 12.9 25.22 16.66 16.71 12.92 

PLACE1000663 2 6.43 3.59 2.39 6.61 4.03 

PLACE1000706 2 6.3 5.04 5.37 7.27 6.26 

PLACE1000712 3.9 9.52 10.82 10.49 10.07 9.11 

PLACE1000716 0.98 2.75 3.44 2.44 3.2 2.82 

PLACE1000740 2.74 5.28 6.24 8.83 8.13 9.69 * + 

PLACE1000748 3.35 3.51 6.81 3.12 5.02 4.23 

PLACE1000749 3.49 6.35 5.94 4.61 4.65 6.02 

PUCE1000751 2.71 5.34 4.07 7.81 8.32 8.36 ** + 

PLACE1000755 1.39 6.14 1.93 2.55 5.1 2.96 

PLACE1000769 2.29 6.8 3.45 3.33 4.58 2.6 

PLACE1000778 0.87 1.48 1.99 2.05 2.94 2.38 

PLACE1000785 9.56 12.21 27.18 28 24.34 29.54 

PLACE1000786 2.68 4.22 3.63 3.09 3.77 3.7 

PLACE1000793 4.05 7.21 6.7 6.06 7.6 9.1 

PLACE1000795 2.15 5.5 3.99 4.44 5.29 4.31 

PLACE1000798 0.88 8.44 3.24 3.13 3.8 3.72 

PUCE1000812 2.13 5.08 4.46 5.06 5.16 6.03 

PLACE1000823 1.71 5.2 4.89 5.67 7.28 4.84 

PLACE1000825 1.6 2.86 2.02 3.77 3.96 3.76 * + 

PLACE1000838 16 15.77 23.73 13.88 15.6 15.65 

PLACE1000841 1.22 3.78 3.31 3.97 10.65 3.77 

PLACE1000843 2.14 6.2 5.68 5.79 7.7 5.38 

PLACE1000849 2.79 8.82 6.72 7.24 6.78 10.02 

PUCE1000856 2.01 5.3 3.59 3.42 4.79 4.19 

PLACE1000863 5.2 7.58 9.56 8.97 12.34 11.53 

PLACE1000876 3.65 7.6 6.02 6.7 9.95 9.06 



(1167) #M 2002-191363 

2331 2332 

PLACE1000899 1.36 2.24 3.12 4.12 5.14 4.22 * + 

PLACE1000907 4.82 5.53 9.59 6.77 8.44 5.83 

PLACE1000909 1.18 3.31 2.45 3.65 3.88 3.44 

PLACE1000912 0.42 4.55 1.77 1.76 2.72 1.46 

PLACE1000914 1.05 4.41 3.5 3 6.09 4.22 

PLACE1000918 0.54 4.49 1.61 1.82 3.13 1.98 

PLACE1000927 10.48 12.41 16.9 20.91 23.21 25.47 * + 

PLACE1000931 0.69 3.44 2.12 2.44 3.94 3.3 

PLACE1000944 2.55 2.24 4.78 3.84 3.32 2.09 

PLACE1000948 0.52 2.31 2.96 2.21 2.72 1.72 

PLACE1000958 0.12 2.2 1.73 1.11 1.77 2.27 

PLACE1000972 1.01 3.43 2.89 4.49 5.33 3.75 

PLACE1000977 2.33 5.67 4.42 2.71 5.33 5.25 

PLACE1000979 1.63 8.01 3.93 4.24 5.92 4.57 

PLACE1000986 3.37 16.51 6.63 6.97 8.75 7.69 

PLACE1000987 1.76 10.13 4.79 4.17 4.74 5.11 

PLACE1001000 4.85 4.62 7.76 6.02 4.25 3.02 

PLACE1001007 7 6.94 14.66 5.39 3.76 3.47 

PLACE1001010 0.61 2.04 2.45 2.56 2.73 2.84 

PLACE1001015 0.88 2.55 1.84 2.36 1.72 2.42 

PLACE1001016 1.79 4.54 4.29 6.37 9 6.57 * + 

PLACE1001022 0.68 6.5 2.45 1.9 2.39 1.29 

PLACE1001024 1.05 8.89 1.83 1.34 2.49 2.35 

PLACE1001036 2.63 10.55 5.42 3.62 5.49 5.43 

PLACE1001038 50.16 49.81 118.83 82.67 64.83 52.8 

PUCE1001048 1.07 1.82 0.92 2.39 2.09 1.21 

PLACE1001054 9.95 10.74 63.88 62.96 79.44 66.71 

PLACE1001062 1.45 4.19 3.71 3.12 4.17 3.05 

PLACE1001063 1.35 3.74 2.2 4.06 3.65 2.74 

PLACE1001076 0.46 6.48 1 1.86 2.18 1.62 

PLACE1001081 1.53 7.95 3.33 3.65 5.24 4.8 

PLACE1001088 1.32 5.24 1.22 1.42 2.81 1.37 

PLACE1001092 2.31 2.47 4.68 5.8 4.18 3.9 

PUCE1001098 0.93 2.62 4.53 5.49 4.05 3.17 

PLACE1001100 ,1.31 2.58 2.48 4.27 4.17 3.37 * + 

PLACE1001104 1.95 4.09 4.54 3.39 3.42 4.47 

PLACE1001114 1.56 6.54 4.33 5.17 3.78 3.27 

PLACE1001118 2.52 5.77 6.12 6.21 6.14 5.1 

PLACE1001123 2.86 5.3 7.53 7.08 8.51 7.63 

PLACE1001136 1.58 4.39 5.13 5.29 5.95 5.85 

PLACE1001144 6.27 5.67 13.43 10.34 11 10.08 

PLACE1001147 2.11 2.98 6.03 6.13 5.15 4.83 

PLACE1001148 1.72 1.31 1.89 1.76 2.39 2.31 

PUCE1001159 0.86 2.37 2.05 2.27 3.73 1.43 

PIACE1001168 8.87 14.52 15.09 25.46 23.18 30.79 * + 

PUCE1001171 0.69 3.89 1.23 2.53 1.42 1.53 

PLACE1001183 0.24 3.61 1.81 1.57 2.78 1.38 

PLACE1001185 3.13 7.43 3.76 5 6.4 5.64 

PLACE1001201 1.77 2.8 3.29 6.32 6.94 6.32 ** + 

PLACE1001229 7.51 8.56 12.64 15.24 11.45 10.42 



(1168) $M 2002-191363 

2333 2334 

PLACE1001231 1.83 2.73 3.07 4.09 5.1 2.3 

PLACE1001238 1.52 4.35 3.74 3.65 4.52 4.57 

PLACE1001241 1.63 5.58 2.92 5.73 8.13 7.04 

PLACE1001242 22.28 29.54 30.28 46.43 48.89 62.65 * + 

PLACE1001247 2.43 7.02 4.07 5.03 5.91 4.52 

PLACE1001250 1.01 5.36 3.61 4.68 4.39 4.81 

PLACE1001257 2.99 3.06 7.06 7.89 9.21 7.69 

PLACE1001272 3.19 4.27 5.68 7.13 6.43 5.14 

PLACE1001279 0.96 3.12 2.74 3.08 3.81 3.29 

PLACE1001280 1.08 4.75 2.68 4.98 4.45 2.86 

PLACE1001294 1.91 7.23 6.91 4.88 5.57 6.18 

PLACE1001295 4.16 9.94 7.53 8.55 11.85 8.43 

PLACE1001300 2.46 7.9 4.31 4.65 14.73 4.95 

PLACE1001304 3 8.27 10.47 8.57 10.81 10.64 

PLACE1001311 3.95 3.34 5.67 6.85 9.14 7.6 * + 

PLACE1001323 2.17 2.95 5.12 5.66 8.43 5.5 

PLACE1001325 0.88 1.95 3.71 2.84 3.56 3.27 

PLACE1001340 5.18 6.99 9.8 8.69 12.02 10.48 

PLACE1001344 1.52 3.49 1.77 2.34 2.06 1.75 

PLACE1001351 3.23 6.39 8.39 6.4 8.62 6.1 

PLACE1001366 1 4.49 4.02 4.19 4.6 3.72 

PLACE1001377 3.02 4.97 5.1 7.91 7.28 5.83 * + 

PLACE1001383 2.31 4.13 3.53 2.62 5.5 5.72 

PLACE1001384 1.81 3.23 2.89 2.05 3.43 3.15 

PLACE1001387 1.65 3.64 3.7 3.03 4.83 3 

PLACE1001395 3.72 6.64 6.54 7.01 7.61 7.73 

PLACE1001399 3.71 6.58 9.31 7.37 8.61 9.22 

PLACE1001401 0.83 5.25 2.33 1.55 1.76 0.87 

P1ACE1001407 11.65 21.8 24.47 22.63 18.09 26.24 

PLACE1001412 1.6 4.98 4.53 4.08 4.42 3.83 

PLACE1001414 2.3 3.02 5.86 7.57 5.13 6.83 

PUCE1001416 2.99 4.71 3.29 5.62 4.04 7.08 

PLACE1001433 33.62 33.05 51.64 49.1 58.33 55.88 

PIACE1001440 1.95 3.99 3.96 3.6 3.53 2.1 

PUCE1001456 1.64 5.5 4.26 4.15 4.87 4.49 

PLACE1001464 32.76 28.05 47.41 53.22 68.42 61.32 * + 

PLACE1001468 0.85 5.04 1.17 1.56 2.55 2.27 

PLACE1001484 1.31 4.85 2.96 4.25 5.8 3.04 

PLACE1001500 0.92 2.22 2.14 2.72 3.34 3.26 * + 

PLACE1001502 1.36 3.6 3.9 3.54 5.9 4.54 

PLACE1001503 1.7 4.58 6.72 7.47 8.2 8.05 

PLACE1001505 6.34 14.13 16.16 39.97 27.14 46.65 * + 

PLACE1001513 4.09 10.82 8.17 5.87 8.53 14.61 

PLACE1001516 0.61 4.33 1.33 1.71 3.49 1.99 

PLACE1001517 5.56 8.58 14.77 14.14 14.96 14.28 

PLACE1001523 12.83 14.09 20.42 22.79 19.74 32.9 

PUCE1001526 5.12 4.89 8.42 9.51 9.11 6.89 

PLACE1001534 2.12 5.12 3.58 3.62 5.55 3.99 

PLACE1001536 0.61 2.5 1.52 2.11 3.2 1.9 

PLACE1001545 17.97 23.9 38.46 33.78 45.13 66.08 



(1169) $$Hfl2 0 0 2-l 9 1363 

2335 2336 

PLACE1001551 2.55 6.26 6.15 4.72 6.59 6.71 

PLACE1001564 1.37 4.87 2.88 4.01 3.57 3.7 

PLACE1001570 2.62 5.95 4.18 2.19 3.82 4.32 

PLACE1001571 2.04 4.51 6.07 5.69 6.27 5.81 

PLACE1001595 4.73 4.64 10.04 11.6 8.27 5.28 

PLACE1001602 7.23 8.39 18.65 20.38 18.68 19.71 

PLACE1001603 2.01 3.83 5.37 6.86 5.86 4.56 

PLACE1001608 3.44 7.22 5.9 5.82 7.73 8.7 

PLACE1001610 3.77 8.4 8.22 9.26 9.49 9.85 

PLACE1001611 1.94 7.34 3.65 2.28 3.85 1.88 

PLACE1001629 0.78 6.77 2.24 3.62 3.36 3.52 

PLACE1001632 1.66 8.26 4.04 4.3 4.14 4.37 

PLACE1001634 7.4 9.92 39.12 23.85 32.41 18.38 

PLACE1001637 0.84 2.16 1.25 1.41 2.4 1.1 

PLACE1001640 1.33 3.27 4.66 2.68 4.85 4.49 

PLACE1001655 0.83 2.93 2.06 2.82 2.14 2.02 

PLACE1001672 1.84 7.04 4.01 3.3 4.41 4.09 

PLACE1001676 1.38 8.49 3.54 4.63 4.77 3.85 

PLACE1001683 12.79 23.62 24.61 25.33 30.22 27.13 

PLACE1001691 3.41 12.29 6.72 9.03 8.96 9.83 

PLACE1001692 1.47 2.96 5.25 5.87 5.6 5.13 

PLACE1001705 3.02 3.75 9.88 10.06 9.21 8.32 

PLACE1001716 1.68 3 2.61 2.24 3.79 3.58 

PLACE1001720 1.49 2.62 2.21 1.56 2.45 1.71 

PLACE1001728 1.43 6.19 4.24 1.96 2.04 2.51 

PLACE1G01729 2.12 8.13 4.44 3.8 4.52 4.36 

PLACE1001739 2.61 9.55 4.04 4.95 7.24 6.16 

PLACE1001740 0.92 5.36 2.09 1.92 2.1 1.69 

PLACE1001745 1.15 0.98 3.22 1.87 2.48 2.31 

PLACE1001746 1.04 2.25 2.55 4.64 3.4 2.82 

PLACE1001748 4.74 7.01 8.18 8.19 6.58 5.96 

PLACE1001753 2.06 3.54 3.29 7.44 5.57 5.82 * + 

PLACE1001756 5.6 11.31 38.07 31.78 44.99 35.99 

PLACE1001760 6.54 12.23 12.85 16.36 16.96 16.66 * + 

PLACE1001767 11.26 14.98 59.72 45.37 61.46 45.39 

PLACE1001771 1.96 6.64 4.03 4.32 5.22 4.54 

PLACE1001775 2. 23 2. 81 6. 72 5. 1 3. 11 4. 79 

PLACE1001777 83.34 145.9 190.82 142.92 71.27 59.69 

PUCE1001781 1.9 3.86 4.91 8.72 3.39 2.3 

PUCE1001783 0.76 3.21 2.06 4.84 2.09 1.54 

PLACE1001786 1.77 6.61 2.72 3.7 3.32 2.6 

PLACE1001788 5.16 9.07 7.14 10.52 8.74 9.32 

PLACE1001795 1.92 4.4 4.82 5.42 4.61 5.42 

PLACE1001799 0.69 3.62 2.11 1.86 2.83 1.97 

PLACE1001810 0.89 1.52 1.76 2.73 3.91 1.73 

PLACE1001817 5.53 6.12 10.88 10.56 9.4 6.38 

PLACE1001821 4.68 6.07 7.11 8.37 9.92 4.99 

PUCE1001836 0.91 3.12 2.38 2.69 4.12 2.63 

PLACE1001844 1.55 5.1 3.48 4.42 4.36 4.09 

PIACE1001845 3.62 8.38 7.39 7.88 7.55 9.93 



(1170) ftffl 2002-191363 

2337 2338 

PLACE1001858 2.56 6.58 3.52 

PLACE1001869 3.13 7.15 4.85 

PLACE1001890 11.74 11.92 21.45 

PLACE1001897 9.19 13.85 16.44 

PLACE1001902 10.13 12.6 21.53 

PLACE1001904 1.38 3.72 1.51 

PLACE1001907 3 : 36 6.76 5.71 

PLACE1001910 83.6 82.16 135.34 

PLACE1001912 1.53 6.6 3.36 

PLACE1001918 17.31 22.95 30.16 

PLACE1001920 2.07 3.51 5.43 

PLACE1001928 3.06 2.96 4.67 

PLACE1001930 1.17 3.92 2.2 

PLACE1001949 1.16 3.67 1.78 

PIACE1001959 1.36 4.7 3.16 

PLACE1001969 2.09 7.83 7.21 

PIACE1001974 7.39 11.98 11.87 

PUCE1001981 0.77 4.38 3.22 

PLACE1001983 3.81 4.12 5.32 

PLACE1001989 2.34 4.15 5.02 

PUCE1002004 3.07 4.06 8.05 

PLACE1002008 8.4 11.76 17 

PLACE1002015 26.96 30.92 67.62 

PLACE1002044 3.79 8.07 5.86 

PUCE1002046 1.78 5.68 1.9 

PLACE1002052 1.09 4.98 2.26 

PLACE1002066 4.79 6.3 8.29 

PLACE1002072 2.55 3.91 4.86 

PLACE1002073 0.51 2.83 2.29 

PLACE1002080 1.81 6.49 6.13 

PUCE1002081 1.66 6.13 4.06 

PLACE1002090 7.74 16.55 13.87 

PLACE1002095 2.97 6.22 8.45 

PLACE1002102 4.26 8.56 8.81 

PLACE1002109 2.57 5.08 3.81 

PLACE1002115 1.75 3.57 2.48 

PLACE1002119 15.65 15.3 35.78 

PLACE1002140 5.25 8.45 14.05 

PLACE1002150 1.54 8.26 4.25 

PLACE1002153 1.6 5.75 2.58 

PLACE1002157 0.87 2.96 1.72 

PLACE1002163 2.13 4.67 4.55 

PUCE1002168 2.39 4.04 4.42 

PLACE1002170 2.73 3.53 7.35 

PUCE1002171 3.09 6.11 10.02 

PLACE1002180 3.16 6.23 6.77 

PLACE1002184 9.2 15.58 18.42 

PLACE1002200 1.35 5.67 2.38 

PLACE1002205 3.3 6.47 18.07 

PLACE1002213 2.2 4.16 4.93 
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(1171) 2002-191363 
2339 2340 

PUCE1002219 1.05 1.91 2.23 3.33 3.53 1.96 

PLACE1002227 0. 68 2. 65 1.7 1.5 3. 03 1. 67 

PLACE1002253 0.32 2,67 1.28 1.47 0.76 0.43 

PLACE1002256 1.16 4.78 3.31 3.54 3.01 4.79 

PLACE1002259 1.46 5.69 4.48 3.22 2.98 2.31 

PLACE1002285 1.16 10.74 2.29 1.55 2.38 1.24 

PLACE1002301 9.42 17.5 14.68 12.7 10.48 11.7 

PLACE1002310 ' 4.28 10.16 9.86 8.82 7.87 9.94 

PLACE1002311 1.84 2.94 3.87 2.96 2.87 2.03 

PLACE1002319 2.31 2.64 2.94 3.21 3.23 3.92 * + 

PLACE1002329 0.56 2.54 2.5 4.07 3.58 3.07 

PLACE1002333 1.34 3.1 1.96 1.22 2.44 2 

PLACE1002342 4.19 9.04 9.44 5.06 8.52 8.17 

PLACE1002343 0.49 6.98 2.94 2.08 1.9 2.52 

PLACE1002355 1.31 9.39 2.36 3.33 4.35 2.63 

PLACE1002358 1.15 7.94 3.3 2.6 2.65 2.13 

PLACE1002359 1.91 2.17 3.47 4.7 3.91 3.42 

PLACE1002374 29.69 28.18 54.19 53.9 34.73 36.14 

PLACE1002376 3.58 5.91 7.86 6.23 6.82 6.56 

PLACE1002379 6.24 7.66 6.63 10.13 9.68 10.9 ** + 

PLACE1002386 0.86 5.32 1.35 1.87 2.05 1.51 

PLACE1002395 3.69 9.97 17.13 16.43 20.62 16.16 

PLACE1002399 2.38 11.09 3.42 5.31 10.38 7.39 

PLACE1002407 1.09 5.22 2.31 2.3 4.01 3.66 

PLACE1002433 1.63 2.17 2.97 2.96 4.35 3.66 

PLACE1002437 0.79 1.4 1.47 1.41 3.28 1.35 

PLACE1002438 0.74 2.38 1.96 1.8 2.43 3.38 

PLACE1002446 4.64 8.42 5.95 10.27 8.88 11.99 * + 

PLACE1002447 1.26 6.06 2.05 3.92 3.14 4.32 

PLACE1002450 1.19 5.92 3.24 4.32 4.21 5.05 

PLACE1002462 0.81 4.02 2.94 3.51 2.99 3.13 

PLACE1002465 0.96 4.69 2.2 2.69 4.31 2.24 

PLACE1002474 1.61 2.26 3.23 3.85 4.41 3.6 * + 

PLACE1002477 11.11 14.51 32.39 44.06 41.42 26.68 

PLACE1002493 3.39 4.1 10.1 14.39 16.66 9.49 

PLACE1002497 0.68 2.81 0.67 1.45 0.93 0.99 

PLACE1002499 2.12 4.73 3 5.98 6.44 5.28 * + 

PLACE1002500 2.61 6.52 7.36 7.58 10.45 7.25 

PLACE1002514 0.3 4.49 1.84 1.74 2.47 1.75 

PLACE1002518 2.86 7.65 6.9 5.62 7.55 4.67 

PLACE1002529 1.14 1.56 2.21 3.19 3.4 1.44 

PLACE1002532 1.31 1.82 3.18 5.75 4.94 5.59 ** + 

PUCE1002536 3.59 3.75 3.44 5.84 6.07 3.85 

PLACE1002537 1.63 4.06 2.7 2.69 4.07 3.08 

PLACE1002539 1.86 5.68 2.75 4.53 5.29 4.78 

PLACE1002547 6.09 8.06 7.3 12.32 11.02 11.26 ** + 

PLACE1002571 2.84 6.85 5.19 6.84 8.65 6.23 

PLACE1002578 3.57 8.34 8.35 11.11 12.19 8.11 

PLACE1002583 1.33 1.61 2.32 3.18 4.02 2.46 

PLACE1002591 0.82 1.62 2.34 3.25 4.43 1.92 



(1172) #l» 2002-191363 

2341 2342 

PLACE1002598 6.56 10.95 12.39 11.93 9.04 7.74 

PLACE1002604 1.73 3.57 2.69 3.75 5.38 3.51 

PLACE1002612 2.89 8.47 5.95 11.25 10.88 8.06 

PLACE1002625 1.25 4.79 3.18 2.7 3.25 1.82 

PLACE1002638 2.94 8.01 6.66 7.78 6.81 7.29 

PLACE1002655 1.39 6.51 5.57 7.19 7.62 6.46 

PUCE1002665 4.57 3.88 5.4 7.47 12.16 10.75 * + 

P1ACE1002685 0.58 1.12 1.3 0.67 2.43 0.98 

PLACE1002692 7.42 8.56 16.7 19.27 22.67 16.29 

PLACE1002714 1.8 3 2.11 2.43 3.14 2.24 

PLACE1002721 2.94 4.37 3.88 5.88 7.1 4.28 

PLACE1002722 0.92 5.42 1.97 1.37 3.28 1.85 

PLACE1002726 1.6 6.24 3.66 4.6 5.7 5.26 

PLACE1002756 1.57 4.5 7.04 5.92 9.63 7.78 

PUCE1002768 1.05 3.72 2.16 2.1 2.34 1.71 

PLACE1002772 0.54 2.15 1.32 2.49 2.86 2.3 

PUCE1002775 4.33 4.71 9.15 7.05 7.08 8.67 

PLACE1002780 185.63 218.72 325.36 272.21 244.38 305.38 

PLACE1002782 0.4 3.76 1.1 1.62 1.69 1.14 

PLACE1002794 1.5 6.71 3.27 2.26 4.59 4.36 

PUCE1002795 1.92 6.45 0.81 2.37 3.63 2.77 

PUCE1002811 0.6 1.57 1.34 1.9 1.46 1.16 

PUCE1002815 6.39 7 10.49 7.24 3.16 9.21 

PLACE1002816 8.5 9.72 9.05 7.22 8.2 7.97 * 

PUCE1002822 0.58 2.51 2.06 2.2 2.87 1.94 

PLACE1002833 9.98 15.11 16.78 15.42 15.99 16.56 

PLACE1002834 3.2 8.08 6.57 6.23 6.79 8.41 

PLACE1002835 0.62 4.14 1.72 0.85 1.83 1.79 

PUCE1002839 1.13 5.75 2.72 2.89 4.72 2.81 

PLACE1002851 1.52 1.87 1.41 1.98 2.15 2.7 

PUCE1002853 4.18 6.23 9.15 6.26 5.6 7 

PLACE1002881 3.42 5.2 11.04 8.35 11.57 10.26 

PLACE1002901 9.66 12.66 20.09 24.14 25.51 30.67 * + 

PLACE1002904 0.89 7.35 1.41 1.98 1.95 3.09 

PLACE1002905 1.36 5.46 3.26 4.04 4.46 3.4 

PUCE1002908 1.6 5. 19 3. 18 3. 84 5. 27 3. 81 

PLACE1002911 3.91 6.96 6.9 4.66 7.89 6.75 

PUCE1002941 1.57 2.2 2.48 3.94 2.02 2.31 

PLACE1002950 9.59 9.15 14.74 5.31 8.02 14.51 

PLACE1002955 47.83 40.69 72.7 82.17 62.5 84.64 

PLACE1002958 19.36 26.92 35.27 35.6 35.35 59.02 

PLACE1002962 1.03 4.03 2.2 1.41 2.63 1.67 

PLACE1002967 1.34 4.83 3.19 4.37 3.52 2.81 

PLACE1002968 1.2 5.14 2.7 2.55 3.05 1.81 

PLACE1002976 8.94 12.08 24.23 24.5 36.89 30.05 

PLACE1002991 2.68 3.05 6.66 3.49 4.56 3.6 

PUCE1002993 2.72 3.86 5.52 8.21 6.92 5.56 

PLACE1002996 2.02 3.03 3.43 5.54 3.52 3.01 

PLACE1003010 1.91 3.69 4.27 4.31 3.86 3.32 

PLACE1003025 2.85 7.01 6.1 8.57 11.37 10.11 * + 



2343 

PLACE1003027 
PLACE1003044 
PLACE1003045 
PLACE1003052 
PLACE1003083 
PLACE1003085 
PLACE1003092 
PLACE1003097 
PLACE1003100 
PLACE1003108 
PLACE1003115 
PLACE1003120 
PLACE1003135 
PLACE1003136 
PLACE1003141 
PLACE1003145 
PLACE1003147 
PLACE1003153 
PLACE1003163 
PLACE1003172 
PLACE1003174 
PLACE1003176 
PLACE1003181 
PLACE1003184 
PLACE1003190 
PLACE1003200 
PLACE1003205 
PLACE1003209 
PLACE1003214 
PLACE1003229 
PLACE1003238 
PLACE1003249 
PLACE1003256 
PUCE1003258 
PLACE1003279 
PLACE1003294 
PLACE1003296 
PLACE1003297 
PUCE1003302 
PLACE1003334 
PLACE1003337 
PLACE1003342 
PLACE1003343 
PLACE1003344 
PLACE1003353 
PLACE1003361 
PLACE1003366 
PLACE1003369 
PLACE1003372 
PUCE1003373 
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9.31 8.55 

2.61 3.64 
1.77 1.88 

5.74 4.44 

3.23 3.06 

5.6 9.46 
6.25 7 

1.44 2.12 
4.2 3.88 

2.91 3.32 

58.59 73.64 

9.71 11.34 
1.09 1.56 
6.05 9.03 
2.1 1.97 

2.52 6.24 

5.71 5.02 
2.14 1.66 
8.19 8.39 

44.19 47.78 

3.75 4.3 
1.89 2.88 

2.72 2.5 

1.53 1.91 

8.67 10.73 
1.84 0.72 

9.68 6.82 

2.62 2.28 
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2.9 2.78 

1.24 1.35 

4.7 7.33 
7.94 8.82 

3.48 2.42 
9.02 11.15 
1.59 1.57 

2.45 2.59 
31.88 23.01 

6.99 5.8 
1.91 2.4 

29.83 28.53 
1.89 2.15 

1.61 2.02 
12.83 11.18 
40.09 37.78 

3.72 5.85 

3.63 3.22 

3. 49 3. 29 
2.68 5.45 

6.62 8.8 
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2345 2346 

PUCE1003375 1.42 4.91 1.92 2.59 2.95 3.21 

PLACE1003378 0.94 0.94 0.98 0.7 1.66 1.08 

PIACE1003383 0.87 1.55 2.33 1.59 3.15 1.57 

PLACE1003394 10.55 12.49 24.08 11.75 22.99 17.27 

PLACE1003401 0.79 3.91 1.34 1.03 2.13 1.04 

PLACE1003405 1.5 3.97 2.22 2.54 2.46 2.04 

PLACE1003407 2.39 6.06 5.16 3.96 6.3 4.02 

PLACE1003420 3.26 7.69 6.19 6.8 10.92 8.7 

PLACE1003428 0.63 3.3 2.62 2.07 2.94 1.96 

PLACE1003432 6.14 5.81 8.2 6.64 7.05 5.42 

PLACE1003438 0.45 2.66 0.93 2.41 2.34 1.99 

PLACE1003452 1.87 5.02 5.08 4.53 3.43 3.84 

PLACE1003454 2.49 5.59 7.34 7.31 6.95 5.61 

PLACE1003455 2.58 4.26 2.35 2.97 3.01 3.17 

PLACE1003456 3.22 7.74 8.62 6.9 7.2 7.79 

PLACE1003460 6.39 13.35 14.87 13.02 16.76 12.86 

PLACE1003478 1.15 1.71 0.86 2.33 2.07 1.24 

PLACE1003484 12.06 12.21 45.33 28.12 31.5 34.2 

PLACE1003493 1.61 4.72 4.9 3.84 5.96 5.08 

PLACE1003503 85.45 87.35 107.79 115.17 111.85 172.81 

PLACE1003505 1.99 6.77 4.78 7.44 6.63 8.87 

PLACE1003516 0.86 6.78 2.7 2.8 3.95 2.39 

PLACE1003519 17.58 26.29 50.41 45.77 36.97 58.75 

PLACE1003520 14.18 25.48 35.96 25.73 31.4 32.19 

PLACE1003521 2.71 3.64 4.93 5.97 4.71 7.4 

PLACE1003525 8.45 11.81 45.05 33.94 43.71 36.88 

PLACE1003528 39.18 44.68 136.4 106.04 122.76 127.22 

PLACE1003529 1.46 4.26 3.29 2.4 3.94 3.83 

PLACE1003537 4.41 9.05 11.05 11.36 13.77 13.3 

PLACE1003549 1.1 5.02 4.59 5.61 6.01 5.93 

PLACE1003553 1.6 5.89 3.88 4.02 4.17 4.23 

PUCE1003566 5.93 9.8 17.51 13.03 19.09 14.58 

PLACE1003568 3.01 2.71 5.76 5.69 4.43 4.04 

PLACE1003573 0.98 2.43 1.19 2.16 1.87 1.48 

PLACE1003575 2.16 3.09 3.44 3.34 3.5 4.15 

PLACE1003583 0.97 3.45 3.34 2.29 4.16 2.23 

PLACE1003584 1.23 4.46 4.01 3.56 3.8 2.65 

PLACE1003592 4.4 8.48 9.48 7.11 10.48 9.53 

PLACE1003593 0.84 5.55 2.4 2.23 3.02 1.55 

PLACE1003594 4.24 6.76 6.01 5.78 6.68 7.36 

PLACE1003596 13.77 11.31 22.53 15.68 17.69 8.25 

PLACE1003598 2.83 3.63 5.02 4.89 3.7 2.95 

P1ACE1003602 1.8 4.24 6.36 4.37 3.54 2.68 

PLACE1003605 17.43 21.72 45.86 94.65 95.6 91.55 .** + 

PLACE1003611 2.34 5.18 6.07 5.65 7.14 6 

PLACE1003618 0.67 7.39 2.09 1.58 2.4 1.32 

PLACE1003625 1.78 10.41 2.75 3.33 5.48 2.8 

PUCE1003626 8.77 15.99 17.14 10.87 14.46 13.19 

PLACE1003630 1.8 2.57 5.8 7.05 4.67 5.86 

PLACE1003635 2. 15 1. 83 3. 19 2. 96 2. 82 2. 44 
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5.21 4.19 3.13 
7.81 9.13 8.76 * + 
3.54 6.96 6.4 

6.54 5.63 4.77 

3.08 4.92 4.11 
2.59 4.26 3.08 

11.01 8.26 8.76 
3.11 2.57 1.57 
8.23 6.06 6.42 
5.96 7.25 5.97 * + 
1.19 1.24 2.44 

1.87 1.8 1.39 
4.2 5.31 4.16 

9.11 11.79 10.49 
3.35 3.1 3.29 
3.96 3.92 3.41 
6.81 6.18 2.85 

16.21 17.96 19.13 * + 

2 1.46 1.16 

31.82 20.52 22.79 
3.77 3.78 3.49 
2.01 3.1 2.11 
1.45 2.75 1.07 

1.84 3.13 1.43 
62.42 64.06 52.43 
18.65 19.53 16.61 ** + 

2.09 2.19 2.68 

1.85 1.71 0.32 
4.73 4.38 3.54 

22.48 30.84 25.92 

3.65 4.33 3.31 

50.39 56.11 43.86 

24.98 19.99 10.6 

5.45 5.95 6.39 
0.99 1.58 1.05 

2.04 1.85 2.92 
2.98 2.78 1.73 

2.88 3.86 2.69 
10.71 16.12 12.03 

3.07 3.76 2.38 * + 

9.27 6.87 4.3 

2.87 3.42 2.68 

17.21 22.33 14.87 

6.34 9.75 6.6 

5.43 8.07 6.29 

2.55 3.5 2.59 
8.31 9.79 9.84 
3.47 6.26 3.75 

2.7 5.54 3.32 

4.06 7.58 5.09 
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PLACE1003936 
PLACE1003966 
PLACE1003968 
PLACE1004018 
PLACE1004020 
PLACE1004028 
PLACE1004034 
PLACE1004042 
PLACE1004078 
PLACE1004103 
PLACE1004104 
PLACE1004113 
PLACE1004114 
PLACE10041 18 
PLACE1004128 
PLACE1004130 
PLACE1004149 
PLACE1004156 
PLACE100416O 
PLACE1004161 
PLACE1004166 
PLACE1004168 
PLACE1004170 
PLACE1004178 
PLACE1004183 
PIACE1004197 
PLACE1004199 
PLACE1004203 
PUCE1004242 
PLACE1004249 
PLACE1004255 
PLACE1004256 
PLACE1004257 
PLACE1004258 
PLACE1004270 
PLACE1004272 
PLACE1004273 
PLACE1004274 
PLACE1004277 
PLACE1004279 
PLACE1004282 
PLACE1004284 
PLACE1004289 
PLACE1004299 
PLACE1004302 
PLACE1004305 
PLACE1004316 
PLACE1004322 
PLACE1004325 
PLACE1004332 



1.02 3.82 

3.11 7.43 
1.68 5.68 

25.49 33.73 

8.91 10.18 
0.41 2.55 
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17.25 20.19 
1.14 4.1 

5.54 10.93 

5.94 12.29 
1.37 3.7 
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1.58 3.52 
4.4 6.84 

2.25 4.83 

3.59 7.3 
3.61 7.91 
5.45 9.54 

2.2 4.86 
5.61 5.81 
3.35 4.97 
0.78 3.28 
0.83 5.23 
0.89 7.99 
0.64 5.14 
1.66 4.52 

1.8 3.57 
3.8 5.64 

31.4 56.31 
0.79 2.65 

9.06 11.68 
2.63 7.95 
1.87 5.21 
0.72 3.8 
1.34 3.68 

92.91 89.59 
2.09 3.61 

2.3 4.4 
0.54 3.39 
2.43 8.25 
4.59 11.31 
1.28 7.85 
0.33 6.41 
1.01 2.98 
1.11 2.09 

2.3 4.48 
2.49 3.41 
2.43 6.38 
1.21 7.18 
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2.81 3.63 

7.76 4.89 
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48.16 32.56 
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27.78 24.18 
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PLACE1004336 2.87 9.6 5.36 6.88 9.21 6.71 

PLACE1004346 0.47 7.22 2.58 1.87 2.54 1.69 

PLACE1004358 1.3 2.41 2.41 2.46 2.09 2.03 

PLACE1004376 11.07 10.15 23.35 19.16 17.04 16.46 

PLACE1004384 0.65 3.46 1.46 1.92 2.48 2,1 

PLACE1004385 1.4 2.89 1.69 3.52 1.88 2.67 

PLACE1004388 1.79 5.73 4.27 3.44 4.87 3.04 

PLACE1004405 2.16 8.39 4.42 13.36 14.48 16.74 ** + 

PLACE1004407- 5.05 13.12 13.37 11.2 16.24 11.85 

PLACE1004424 0.37 5.78 0.85 1.7 1.81 1.58 

PLACE1004425 1.14 1.94 3.57 3.28 3.27 3.44 

PLACE1004427 1.96 3.31 4.56 4.67 4.22 3.24 

PLACE1004428 0.88 2.05 2.17 2.66 2.08 2.62 

PLACE1004433 5.7 8.3 10.82 12.94 15.67 12.05 * + 

PLACE1004435 0.72 4.17 1.43 1.95 1.9 2.15 

PLACE1004437 4.05 7.68 14.2 11.07 13.01 12.37 

PLACE1004441 7.82 11.68 34.06 30.75 43.19 26.41 

PLACE1004446 1.5 4.36 0.9 1.03 1.35 1.39 

PLACE1004450 0.33 1.46 1.34 2.57 1.71 0.7 

PLACE1004451 0.51 1.45 2.14 1.89 2.69 0.88 

PLACE1004456 8.22 9.7 10.97 16.68 10.4 4.18 

PLACE1004458 3.39 4.81 3.66 7.77 7.05 8.24 •* + 

PLACE1004460 0.84 4.58 2.1 2.91 2.69 1.75 

PUCE1004467 5.31 6.81 10.65 7.67 10.14 10.48 

PUCE1004471 2.65 5.93 6.64 6.79 7.34 6.14 

PLACE1004473 1.16 4.66 3.5 3.18 3.23 3.21 

PLACE1004475 14.03 16.41 32.49 31.09 32.51 18.17 

PLACE1004482 8.37 6.7 10.79 10.04 9.76 9.15 

PLACE1004491 0.39 2.51 1.49 1.19 2.68 1.3 

PLACE1004492 61.52 74.8 127.94 129.92 127.64 123.82 

PLACE1004506 10.71 14.35 14.4 8.45 11.13 10.03 

PLACE1004507 2.9 7.37 5.09 7.15 6.87 6.18 

PLACE1004510 2.51 6.23 6.33 6.59 7.8 8.16 

PLACE1004516 0.98 7.36 2.12 2.79 3.78 2.22 

PLACE1004518 1.64 1.78 3.03 2.41 3.88 2.83 

PLACE1004519 0.17 0.82 0.62 1.43 2.79 1.51 * + 

PLACE1004520 6.08 8.09 10.06 7.44 9.11 2.52 

PLACE1004530 33.19 43.86 68.13 41.86 27.72 38.09 

PLACE1004545 1.13 . 3.83 2.12 3.03 3.31 3.65 

PLACE1004547 5 7.61 7.82 8.66 11.2 10.28 

PLACE1004548 1.69 6.73 4.43 6.93 8.48 6.5 

PUCE1004550 2.27 6.24 6.67 5.92 6.78 6.15 

PUCE1004551 0.8 2.16 1.62 2.14 2.21 1.95 

PLACE1004559 2.9 2.89 5.11 4.45 6.75 4.82 

PUCE1004562 8.67 11.27 16.07 13.01 14.38 13.34 

PLACE1004564 1.84 5.19 4.36 4.64 5.98 4.49 

PLACE1004604 1.69 4.21 9.88 2.49 4.34 1.97 

PLACE1004611 2.73 5.87 4.89 3.86 4.17 3.99 

PLACE1004629 9.42 15.75 19.92 23.93 30.49 29.01 * + 

P1ACE1004630 16.66 20.82 35.1 16.76 23.04 19.17 
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PLACE1004637 
PLACE1004645 
PLACE1004646 
PLACE1004648 
PLACE1004655 
PLACE1004658 
PLACE1004664 
PLACE1004672 
PLACE1004674 
PLACE1004681 
PLACE1004686 
PIACE1004690 
PIACE1004691 
PLACE1004693 
PLACE1004701 
PLACE1004705 
PLACE1004708 
PLACE1004716 
PIACE1004722 
PLACE1004736 
PLACE1004737 
PIACE1004740 
PLACE1004743 
PUCE1004751 
PLACE1004757 
PLACE1004761 
PLACE1004773 
PLACE1004775 
PLACE1004777 
PLACE1004793 
PLACE1004796 
PLACE1004804 
PLACE1004813 
PLACE1004814 
PLACE1004815 
PUCE1004816 
PLACE1004824 
PUCE1004827 
PLACE1004836 
PLACE1004838 
PLACE1004840 
PLACE1004842 
PLACE1004850 
PLACE1004868 
PLACE10Q4885 
PLACE1004886 
PLACE1004887 
PLACE1004896 
PLACE1004900 
PLACE1004902 



5.03 8.82 

36.5 39.28 
1.07 2.91 

0.8 3.42 

45.95 58.09 

2.4 7.34 
1.26 4.83 
2.32 6.79 

9.4 11.97 
1.97 3.84 

2.74 4.33 
10.64 13.43 

1.14 6.71 

1.34 7.54 
13.01 18.45 

1.29 3.33 

37.69 46.37 
6.37 8.81 
1.31 3.05 
5.25 7.71 

5.42 12.71 
4.88 9.06 
1.31 4.04 
0.98 2.89 
3.45 4.34 

6.41 7.32 
1.05 2.34 
0.35 3.26 

2. 1 7. 57 
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9.17 8.29 

87.94 74.59 

2.19 2.28 

3.15 1.22 

126.25 99.01 

8.37 6 
2.65 1.89 
7.51 7.14 

9.75 15.25 
5.69 4.39 

10.77 8.59 * + 

19.21 31.72 

4.13 2.75 
4.59 5.97 

24.46 25.1 

1.96 1.47 

39.66 50.98 

12. 55 14. 26 

3.28 2.51 
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11.23 13.78 

7.93 8.2 

4 3.55 
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9.6 7.22 
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2.14 1.07 
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2.06 1.25 
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2.38 3.22 
5.19 5.45 

11.39 10.1 

2.61 3.44 

2.26 1.84 
9.13 8.85 
3.05 1.3 
7.99 4.49 
2.34 1.68 
2.08 1.37 
1.78 2.33 

2.76 2.36 
2.23 2 
6.03 4.77 
5.12 4.93 

38.66 30.33 

11.14 14.03 

5.74 4.44 
4.2 3.6 
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2.52 6.49 4.78 3.03 

1.12 5.95 4.82 6.09 ** + 

7.38 4.49 5.45 4.79 

2.05 2.39 3.24 2.64 

5.93 10.63 16.57 14.71 * + 

3.34 2.97 2.03 2.5 

4.91 2.74 3.59 2.36 

7.67 8.53 8.48 6.04 

1.99 1.39 2.34 1.4 

1.2 1.43 1.31 1.01 

2.69 5.66 3.17 4.76 

4.2 5.6 5.7 5.62 

1.11 1.94 1.98 1.24 

4.26 4.91 5.69 4.75 

9.74 10.03 10.67 5.65 

1.46 2.5 2.17 1.2 

6 6.05 6.37 5.78 

0.92 - 1.5 0.73 0.85 

5.32 6.67 9.65 7.17 

35.8 37.66 56.97 36.62 

2.29 2.44 2.49 2.16 

6.69 5.36 6.92 5.68 

3.69 5.72 7.1 4.6 * + 

6.83 9.08 8.91 7.53 * + 

2.84 5.05 4.41 3.25 * + 
4.56 6:04 3.92 4.33 

2.6 1.43 1.23 2.1 

6.36 8.08 8.15 8.1 

4.66 7.2 6.45 5.62 

7.58 12.9 14.14 16.49 •* + 

1.2 2.1 2.43 1.54 * + 

3.06 3.34 4.14 3.45 

5.17 5.62 7.78 4.79 
46.03 43.45 31.47 27.46 

3.15 2.52 3.67 3.14 

5.46 6.11 8.96 6.39 

5.01 4.11 5.51 3.8 

5.87 6.58 6.19 5.09 

3.08 1.75 2.75 2.15 

1.23 1.45 2.17 1.54 

47.58 34.26 49.34 34.98 

4.18 4.2 6.91 5.44 
18.22 16.37 16.36 16.13 

5.54 2.84 4.98 3.58 

11.25 16.15 20.75 18.95 ** + 

3.03 2.17 2.53 2.29 

4.56 4.13 4.23 4.79 

5.3 4.38 4.09 7.01 
9.31 6.57 7.45 7.1 

29.76 21.38 18.18 23.73 
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PLACE1005176 0.57 5.6 1.7 2.33 2.47 1.94 

PLACE1005181 0.53 5.14 0.96 0.89 1.36 0.37 

PUCE1005184 4.06 9.09 10.4 8.97 12.82 11.26 

PLACE1005186 3.5 3.41 8.56 8.05 5.79 5.73 

PLACE1005187 2.85 4 4.13 6.1 4.99 4.25 

PLACE1005189 6.12 7.71 5.34 10.84 10.65 12.22 ** + 

PLACE1005193 1.48 3.78 1.71 3.84 2.91 2.61 

PLACE1005200 1.35 4.68 2.61 2.47 3.75 3.1 

PLACE1005206 2.43 6.48 4.26 3.35 3.95 2.95 

PLACE1005216 1.53 5.46 4.44 5.6 6.51 4.12 

PLACE1005223 1.43 6.21 5 4.38 5.66 3.27 

PLACE1005225 1.36 3.01 3.49 3.33 3.32 4.65 

PLACE1005232 1.86 3.31 4.87 5.63 6.19 3.88 

PUCE1005239 1.06 4.3 2.32 2.84 2.86 2.41 

PLACE1005243 4.35 7.32 5.41 8.48 7.49 10.75 

PLACE1005250 4.24 10.31 7.98 4.38 5.9 8.88 

PLACE1005261 3.21- 7.43 4.74 4.78 5.82 3.51 

PLACE1005266 1.05 4.47 2.82 2.28 4.43 2.76 

PLACE1005271 4.66 5.31 8.79 5.87 11.16 7.95 

PLACE1005277 2.06 3.48 2.35 2.62 1.98 2.64 

PLACE1005287 3.63 4.31 5.87 2.98 5.06 6.91 

PUCE1005299 24.16 22.75 48.29 35.17 24.24 41.06 

PLACE1005305 6.81 8.46 11.13 10.67 11.85 16.25 

PLACE1005307 1.59 5.44 4.14 3.15 5.42 4.84 

PLACE1005308 2.41 4.96 3.95 5.32 5.99 5.79 

PLACE1005313 1.08 3.83 1.6 1.8 2.05 1.8 

PLACE1005320 1.36 3.65 3.34 3.39 4.05 2.26 

PLACE1005327 10.78 8.74 16.8 10.36 7.95 4.43 

PLACE1005331 2.28 4.92 5.28 4.66 4.97 3.33 

PLACE1005335 1.53 3.8 2.24 2.03 3.22 2.42 

PLACE1005336 9.12 12.58 16.58 16.39 16.99 20.15 

PLACE1005351 2.62 8.18 10.17 9.28 8.66 9.52 

PLACE1005366 2.04 6.93 3 2.99 3.71 4.23 

PLACE1005373 1.77 6.34 4.44 3.91 5.36 3.37 

PLACE1005374 3.29 9.47 11.4 7.35 10.22 12.41 

PLACE1005383 8.16 7.54 12.81 7.21 5.93 4.03 

PLACE1005388 0.33 2.04 1.56 1.92 3.67 2.2 

PLACE1005409 2.97 5.02 4.99 3.9 4.23 2.97 

PUCE1005410 12.41 16.44 18.89 24.38 20.98 27.1 * + 

PLACE1005426 5.16 7.48 9.06 5.51 7.67 5.45 

PLACE1005431 12.6 15.65 22.53 19.64 26.25 23.75 

PLACE1005453 1.4 10.38 3.93 4.85 4.45 3.28 

PLACE1005467 3.09 11.87 7 5.57 11.63 7.28 

PLACE1005471 1.6 1.94 1.66 2.29 1.52 1.28 

PLACE1005476 0.42 1.73 1.24 1.6 1.57 1.46 

PLACE1005477 1.58 2.26 2.51 3 2.93 2.74 

PLACE1005480 0.77 2.01 1.86 1.93 1.4 0.53 

PLACE1005481 0.44 4.81 2.3 2.77 3.62 2.44 

PUCE1005494 0.27 6.66 1.68 1.21 1.73 1.06 

PLACE1005495 3.86 12.83 8.31 6.85 9.25 7.62 
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PLACE1005497 2.27 7.72 3.95 4.24 5.68 5.91 

PLACE1005499 5.71 5.86 11.07 10.82 7.9 6.49 

PUCE1005502 1.59 2.87 3.43 4.07 3.45 1.49 

PLACE1005513 1.77 4.14 3.35 1.86 2.85 1.98 

PLACE1005515 2.89 4.76 4.22 4.58 5.29 3.78 

PLACE1005519 1.04 4.53 3.29 2.85 2.85 2.83 

PLACE1005526 0.58 5.55 1.38 1.3 1.59 0.71 

PLACE1005528 2.08 7.71 5.57 5.94 7.12 5.33 

PLACE1005530 2.16 7.09 4.32 5.17 8.23 4.67 

PLACE1005536 1.74 1 2.74 3.12 2.43 2.88 

PLACE1005539 10.1 11.64 23.77 8.65 8.66 5.22 

PLACE1005543 1.7 3.57 5.62 3.54 4.32 2.57 

PUCE1005544 0.86 3.26 3.15 2.49 2.68 2.27 

PUCE1005550 4.32 7.61 7.85 10.16 7.25 6.86 

PLACE1005554 1.15 5.47 2.67 2.17 2.17 1.17 

PLACE1005557 1.76 7.21 4.95 8.22 7.64 7.7 

PLACE1005563 0.51 4 1.89 1.45 2.07 1.06 

PLACE1005569 0.6 0.5 1.56 1.59 1.81 1.09 

PLACE1005574 1.07 1.88 2.49 2.48 4.43 2.22 

PLACE1005584 1.3 2.68 3.91 3.91 5.58 3.03 

PLACE1005590 4.28 5.14 8.4 9.87 10.73 8.02 

PUCE1005595 3.08 4.03 2.89 3.65 3.81 3.89 

PLACE1005601 2 5.66 4.22 3.77 4 4.02 

PUCE1005603 1.08 4.9 1.04 2.49 0.95 1.94 

PLACE1005604 1.2 6.71 2.42 3.6 4.2 3.46 

PLACE1005611 2.22 2.3 3.98 5.15 5.65 2.89 

PLACE1005622 0.65 1.71 1.98 2.94 3.88 1.26 

PLACE1005623 1.42 3.08 3.27 3.71 3.65 1.61 

PLACE1005630 3.31 5.81 7.75 87.83 72.15 89.12 ** + 

P1ACE1005639 0.75 4.36 1.28 1.66 2.02 1.18 

PLACE1005646 2.13 5.41 4.31 5.4 5.08 2.55 

PLACE1005647 2.77 9.69 6.72 7.34 9.11 6.25 

PLACE1005648 3 8.11 9.21 8.34 10.59 8.22 

PLACE1005653 1.99 1.43 2.74 2.74 2.13 2.67 

PLACE1005656 0.92 2.48 2.24 1.68 2.78 1.58 

PLACE1005659 0.87 2.64 1.01 1.62 1.84 1.32 

PLACE1005660 3.91 8.03 5.77 8.87 8.88 8.34 

PLACE1005664 2.69 6.57 6.14 3.39 4.27 3.19 

PLACE1005666 0.89 5.91 3.55 4.63 4.93 3.97 

PLACE1005669 4.46 10.41 11.39 11.64 13.9 14.6 

PLACE1005682 1.94 5.27 4.49 6.2 5.2 5.47 

PLACE1005698 0.6 2.7 2.92 2.01 2.67 2.38 

PLACE1005708 25.32 34.08 53.46 53.89 59.98 53.76 

PLACE1005725 3.25 3.75 6.41 5.64 5.82 7.29 

PLACE1005727 2.97 4.54 4.15 3.9 3.49 4 

PLACE1005730 0.77 4.29 3.26 1.1 1.54 1.28 

PLACE1005736 5.37 7.55 5.73 9.25 12.55 10.19 * + 

PUCE1005739 0.81 4.96 1.38 2.46 3.17 1.74 

PLACE1005745 8.03 7.11 11.52 11.98 6.97 11.44 

PLACE1005752 1.31 3.15 2.96 2.55 2.24 1.25 
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PLACE1005755 0.8 2.79 3.02 1.72 3.28 2.27 

PLACE1005756 10.79 12.06 17.2 18.22 19.3 21.47 * + 

PLACE1005760 10.22 15.24 68.06 49.69 68.81 53.09 

PLACE1005763 1.47 7.04 3.58 3.79 4.63 3.02 

PLACE1005768 1.25 5.63 3.69 4.58 5.13 4.19 

PLACE1005771 5.71 13.63 13.7 11.28 17.49 17.27 

PLACE1005783 1.82 2.44 3.64 3.05 3.71 3.47 

PLACE1005799 4.79 5.25 8.37 6.12 8.78 8.62 

PLACE1005802 1.07 3.78 3.64 2.7 3.64 1.96 

PLACE1005803 3.06 6.15 4.78 5.6 4.94 7.36 

PLACE1005804 0.92 8.41 1.33 2 1.91 2.44 

PLACE1005813 17.23 18.71 78.06 70.01 94.17 74.89 

PLACE1005815 1.43 5.6 4.38 3.8 5.01 4.1 

PLACE1005828 2. 11 3. 62 4. 42 5. 34 6. 24 3. 56 

PLACE1005833 119.17 92.82 182.22 122 114.37 107.96 

PIACE1005834 2.04 4.33 3.95 3.55 3.56 2.56 

PLACE1005835 22.7 19.1 51.52 72.32 60.34 68.56 * + 

PLACE1005836 2.39 4.21 4.97 2.61 3.83 2.55 

PLACE1005845 0.97 5.42 2.66 2.67 3.05 3.65 

PLACE1005850 1.82 3.91 3.04 2.84 2.85 2.15 

PLACE1005851 1.03 3.44 1.46 1.2 2.01 1.11 

PLACE1005856 0. 92 4. 01 2. 42 2. 24 3. 37 3. 37 

PLACE1005875 1.78 3.89 4.77 3.3 3.48 3.17 

PLACE1005876 1.33 3.99 4.76 6.87 6.34 6.9 * + 

PLACE1005878 1.3 2.67 2.08 3.54 4.46 2.79 

PLACE1005880 2.36 4.09 4.31 4.16 3,07 3.45 

PLACE1005884 1.6 4.87 1.89 2.48 2.21 2.73 

PLACE1005890 1.9 9.57 3.7 2.26 3.09 1.88 

PLACE1005898 3.29 10.87 5.34 7.36 8.12 6.36 

PLACE1005913 1.46 9.31 8.05 4.99 6.47 4.33 

PLACE1005921 0.99 1.92 2.03 1.49 2.22 0.79 

PLACE1005923 0.74 1.61 1.17 1.47 2.42 1.43 

PLACE1005925 0.83 2.67 3.18 2.19 2.14 1.68 

PUCE1005927 1.26 2.49 1.93 1.95 2.56 2.3 

PLACE1005932 2.04 5.66 2.44 2.53 2.32 2.52 

PLACE1005934 0.88 7.91 3.16 3.9 5.61 4.19 

PLACE1005936 1.31 8.96 3.02 2.02 2.84 2.3 

PLACE1005939 54.61 68.58 111.22 157.61 194.58 212.18 ** + 

PUCE1005951 2.36 3.39 4.98 5.56 4.48 2.35 

PLACE1005953 1.5 1.64 2.64 2.59 2.43 3.03 

PLACE1005955 1.64 2.01 3.8 4.07 3.43 2.55 , 

PLACE1005966 0.76 3.42 1.69 1.75 2 2.19 

PLACE1005968 1.52 4.96 3.2 4.71 5.15 6.12 

PLACE1005975 2.58 7.11 5.42 6.18 7.01 6.49 

PLACE1005990 0.7 7.7 1.54 2.1 1.87 0.88 

PLACE1005997 88.15 118.52 196.48 189.6 226.97 172.1 

PLACE1006002 3.38 3.97 8.87 8.4 7.71 9.18 

PLACE1006003 1. 55 3. 02 4. 83 5. 09 4. 44 5. 33 

PLACE1006011 1.85 3.63 3.46 4.48 2.68 1.91 

PLACE1006017 0. 84 2. 74 2. 81 3. 4 3. 4 3. 58 
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2.48 6.14 3.64 4.29 
3.97 6.64 6.9 7.77 
2.59 2.11 3.15 2.25 

4.97 5.36 4.03 4.47 
6.43 7.19 6.81 6.93 
3.34 2.62 3.23 1.69 

2.98 3.15 2.47 2.75 

1.78 2.1 1.1 1.11 
1 3.56 3.85 1.83 

4.04 5.28 5.01 4.91 

7.07 9.22 10.4 8.03 

3.98 6.59 7.62 5.65 
6.03 7.77 8.85 5.58 

1.87 3.18 4.13 3.17 * + 

4.82 2.96 3.9 2.44 

0.94 2.68 1.98 1.04 

1.37 1.73 1.85 1.21 

3.37 3.95 4.52 3.13 

6.09 4.34 5.31 3.68 

2.84 5.8 5.51 5.22 

2.15 2.01 2.41 1.48 

1.73 1.93 1.93 0.87 

4.15 4.32 5.77 2.19 

5.24 4 3.47 3.39 

1.21 0.84 1.63 0.5 

0.99 2.43 2.18 1.28 

13.46 14.09 14.99 12.5 

7.92 6.07 9.08 9.35 

8.94 14.88 22.25 15.35 * + 

3.19 1.39 3 1.64 

1.3 1.04 2.3 0.99 
2.92 3.06 5.01 2.29 
1.97 2.61 3.66 3.41 
5.45 4.43 7.44 3.28 
6.19 5.59 7.66 6.33 

5.6 2.77 3.1 2.82 

1.49 2.08 1.61 1.4 
3.42 2.06 2.47 2.33 
3.37 4.12 3.68 3.53 

1.4 1.79 3.01 0.88 
22.49 26.85 18.4 25.21 

5.99 8.87 7.56 9.13 
2.47 3.87 5.08 4.55 

1.75 225.97 161.43 251.12 ** + 

4.17 4.04 3.17 4.01 

6.31 8.09 8.38 8.08 ** + 

3.21 4.44 3.59 2.56 

2.55 4.45 2.98 2.92 

1.59 1.7 1.49 1.2 

1.79 2.46 2.74 2.62 
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PLACE1006364 4.51 8.06 7.29 7.37 9.19 5.75 

PLACE1006365 1.68 4.65 1.97 1.8 2.12 0.97 

PLACE1006368 1.53 3.11 2.57 3.01 3.04 4.27 

PLACE1006371 1.38 3.2 1.46 1.68 3.01 1.67 

PLACE1006373 2.21 5.21 5.75 7.83 8.02 7.56 * + 

PLACE1006382 0.9 4.67 2.81 3.3 1.92 2.95 

PLACE1006385 1.59 6.33 1.86 2.68 2.59 2.71 

PLACE1006391 1.19 5 1 . 95 1 . 96 2. 79 1 . 63 

PLACE1006412 1.88 5.53 5.92 7.07 9.93 5.27 

PLACE1006414 0.63 3.42 0.95 1.22 1.87 1.6 

PLACE1006419 7.79 9.8 11.93 5.19 7.29 5.32 * 

PLACE1006438 0.99 6.07 3.42 3.29 4.56 5.14 

PLACE1006443 2.05 5.01 5.12 5.01 5.31 6.44 

PLACE1006445 0.84 5.76 3.65 3.53 3.27 3.55 

PLACE1006447 1.34 5.81 3.28 2.95 3.26 3.96 

PLACE1006466 0.75 4.38 1.35 1.49 1.66 1.08 

PLACE1006469 0.67 4.66 2.31 1.65 2.26 1.67 

PLACE1006470 2.47 3.71 3.74 5.25 7.02 4.35 

PLACE1006472 24.4 23.44 52.17 26.23 28.52 9.36 

PLACE1006476 2.52 4.31 8.67 6.21 7.23 5.93 

PLACE1006482 1.64 3.35 4.43 4.25 4.67 4.98 

PLACE1006488 14.12 19.42 32.69 40.76 34.77 41.4 * + 

PLACE1006492 2.03 6.41 4.38 4.04 4.98 3.02 

PLACE1006506 1.78 6.67 4.04 4.41 5.71 4.17 

PLACE1006515 1.65 5.7 3.08 3.19 2.84 4.08 

PLACE1006516 1.1 7.32 7.05 4.89 5.69 7.28 

PLACE1006520 1.02 2.74 2.12 1.19 3 1.54 

PLACE1006521 2.4 3.54 6.38 6.49 6.86 5.08 

PLACE1006529 5.96 7.35 6.96 10.56 8.2 7.93 

PLACE1006531 1.01 4.31 3.33 1.84 2.05 2.43 

PUCE1006534 1.68 6.04 2.59 3.01 3.86 3.19 

PLACE1006540 2.68 9.7 7.77 8.71 11.21 4.46 

PLACE1006549 0.6 9.45 2.09 1.6 2.28 1.65 

PLACE1006550 1.76 8.82 4.07 2.77 2.94 4.14 

PLACE1006552 1.3 2.48 2.14 1.97 1.3 0.81 

PLACE1006557 2.38 4.01 3.79 2.84 2.51 2.45 

PLACE1006563 2.49 3.44 5.7 4.23 4.15 4.3 

PLACE1006579 1.53 7.5 4.82 4,88 5.38 5.78 

PLACE1006594 236.53 241.11 397.64 122.37 278.58 324.29 

PLACE1006598 0.72 8.53 2.4 1.53 1.58 2.07 

PLACE1006607 1.47 7.69 4.18 3.45 5.86 4.29 

PLACE1006610 9.46 13.73 38.26 27.65 32.76 22.64 

PLACE1006615 6.22 9.09 18.78 20.25 15.74 15.86 

PLACE1006617 0.91 1.54 2.66 1.87 2.49 2.09 

PLACE1006618 5.42 8.01 9.24 5.33 8.59 5.76 

PLACE1006626 1.53 4.11 1.3 2.47 2.78 1.16 

PLACE1006629 0.99 5.05 1.36 2.22 2.56 1.76 

PLACE1006637 1.29 6.54 3.97 3.77 4.23 4.87 

PLACE1006640 0.59 5.14 1.17 0.85 2.54 0.94 

PLACE1006644 1.66 4.46 2.12 2.79 2.49 2.39 
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2.09 2.31 4.55 3.09 2.19 

4.73 10.34 11.06 10.89 6.45 

2.98 1.44 1.37 1.96 1.39 

5.93 2.58 15.44 20.96 23.99 ** + 
4.8 1.81 1.64 2.54 1.65 

5.86 4.52 2.15 3.57 1.9 

5.41 2.71 2.93 2.92 2.97 

5.07 3.49 3.46 4.11 3.7 
16.18 29.77 24.34 26.25 22.42 

3.26 4.74 4.57 5.23 3.53 

2.75 3.7 6 7.05 3.99 

3.77 2.83 2.71 4 3.09 

3.94 1.73 1.8 1.81 0.99 
10.98 10.08 8.58 8.89 11.31 

4.12 2.88 3.19 3.79 2.97 
5.17 2.42 2.95 1.57 1.15 

11.46 18.65 157.98 223.05 66.46 * + 

4.08 6.07 5.9 6.24 3.34 
3.31 5.38 5.66 3.33 4.18 

2.43 0.74 0.81 1.27 1.01 
4.94 2.53 4.7 4.56 3.93 

7.79 5.5 10.83 9.8 8.79 * + 

5.7 5.94 9.58 10.61 8.97 ** + 

7.57 4.1 5.12 5.23 5.8 

0.88 0.95 0.89 1.76 0.63 

2.01 4.91 4.84 6.72 4.18 

6.22 4.84 7.68 7.62 5.58 

5.51 6.54 9.49 8.66 8.69 * + 

4.21 1.97 2.25 2.93 2.88 

4.29 1.62 1.61 2.1 1 

9.36 11.34 7.04 8.33 7.63 

6.19 5.66 4.84 4.53 4.63 

2.84 3.09 2.99 3.22 2.39 
5.08 6.78 6.83 7.38 6.19 

4.23 3.67 3.54 4.77 4.59 
4.75 4.03 3.71 3.28 4.14 
3.59 2.7 3.26 2.92 2.04 

7.13 6.1 5.8 7.21 7.03 

5.85 1.29 0.92 1.34 1.19 
5.46 2.54 1.59 4.03 1.6 
2.55 3.4 2.55 2.41 2.09 
2.41 1.35 1.76 4.2 3.39 
8.48 9.98 11.46 9.58 13.62 
9.85 14.42 13.73 11.57 14.2 

7.44 6.56 5.04 7.26 6.22 
6.94 3.46 3.15 3.89 2.89 
4.44 2.03 1.46 2.64 1.77 
5.05 3.02 3.27 3.9 5.06 
6.79 10.71 4.03 7.43 7.38 
3.03 3.45 1.79 2.18 2.2 
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PLACE1007021 0.74 3.03 2.11 0.75 2.2 1.73 

PUCE1007026 2.1 9.23 3.93 4.15 4.27 5.42 

PLACE1007028 4.12 8.5 10.56 7.89 8.34 9.35 

PLACE1007038 237.33 267.91 446.14 406.27 622.67 671.17 

PUCE1007040 1.55 3.14 2.85 1.57 3.31 2.45 

PUCE1007045 1.08 3.74 2.85 2.9 5.03 2.74 

PUCE1007048 147.06 149.67 259.53 121.61 211.26 109.43 

PLACE1007053 4.9 6.69 10 3.59 4.91 4.71 

PLACE1007068 7.56 10.33 62.76 39.52 45.9 36.69 

PLACE1007070 5.97 10.85 10.28 8.65 9.6 14.3 

PLACE1007076 8.22 14.4 14.19 16.53 23.62 24.67 * + 

PLACE1007077 2.65 6.45 4.01 5.2 5.28 5.43 

PLACE1007081 0.36 4.47 1.94 1.92 1.92 1.37 

PLACE1007082 1.23 4.66 4.95 4.32 4.5 3.99 

PLACE1007092 2.49 4.12 7.26 4.77 5.22 4.34 

PLACE1007096 0.72 2.19 0.74 1.35 1.63 0.97 

PLACE1007097 0.54 2.49 1.35 1.61 1.28 1.04 

PLACE1007099 1.58 4.66 2.56 2.77 3.64 3.72 

PUCE1007105 1.18 6.51 3.44 2.65 4.13 2.21 

PLACE1007108 3.55 13.02 7.41 5.03 6.87 5.75 

PLACE1007111 1.33 9.51 1.52 1.74 2.37 1.52 

PLACE1007112 1.23 7.26 1.79 2.09 3.12 2.36 

PLACE1007130 0.54 2.02 1.92 0.87 1.47 0.33 

PLACE1007132 1.46 3.32 4.63 3.58 3.38 2.88 

PLACE1007140 0.61 2.58 2.41 1.98 1.98 1.32 

PLACE1007143 2.79 6.32 4.62 4.9 5.34 5.33 

PLACE1007169 2.21 8.59 3.46 5.44 8.46 7.99 

PLACE1007178 0.82 8.66 2.48 3.28 6.28 4.1 

PUCE1007190 3.31 10.9 6.7 10.51 13.57 11.14 

PUCE1007201 0.81 5.82 1.41 1.72 3.04 2.51 

PLACE1007202 37.76 34.95 76.28 58.23 34.42 37.86 

PLACE1007226 2.01 2.39 2.73 1.89 3.14 2.29 

PLACE1007238 1.64 3.07 1.83 2.39 2.73 2.2 

PLACE1007239 1.81 3.68 2.99 1.76 2.72 2.44 

PLACE1007242 0.61 5.18 1.87 1.54 1.14 1.67 

PLACE1007243 2.21 7.36 2129 2.24 3.27 3.31 

PLACE1007247 0.36 6.17 1.71 1.11 1.36 1.34 

PLACE1007257 1.67 5.33 3.34 3.3 5.27 4.25 

PLACE1007274 1.46 2.18 4.43 4.38 4.03 4.06 

PLACE1007276 0.93 2.02 1.1 2.13 2.1 1.74 

PLACE1007282 2.51 4.2 5.72 4.28 3.62 4.66 

PLACE1007286 2.97 4.8 7.85 10.14 12.47 8.79 * + 

PLACE1007296 10.55 19.45 24.46 31.43 17.57 27.05 

PLACE1007301 0.65 5.17 1.55 1.19 1.54 1.11 

PLACE1007314 3.11 6.61 8.64 7.98 8.96 10.24 

PLACE1007317 1.19 3.34 1.27 1.88 1.62 1.79 

PLACE1007329 0.89 0.73 1.78 2.38 2.35 2.09 * + 

PUCE1007338 3.96 6.47 9.58 11.59 8.93 2.32 

PIACE1007342 0.71 1.8 1.3 1.1 1.1 0.7 

PLACE1007345 1.72 4.57 2.54 2.72 3.6 3.29 
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3.89 5.77 4.53 4.1 

2.16 2.59 2.44 3.53 

15.16 12.49 13.49 11.75 

2.02 1.75 2.56 1.59 

3.18 3.29 3.96 2.36 

1.47 2.37 1.68 1.36 

2.49 2.79 4.48 3.51 

3.08 1.52 2.91 1.8 

1.04 2.51 2.68 2.02 

6.5 7.05 9.14 6.52 

20.8 25.26 23.9 22.88 * + 

5.51 7.17 5.28 5.91 
2.65 3 2.99 2.39 
1.76 2.09 2.98 1.45 

76.56 59.97 75.95 46.61 
2.35 2.34 1.93 2.58 
1.33 1.35 2.18 1.92 
2.57 2.56 1.45 1.69 
1.64 1.74 2.61 1.46 
4.49 5.31 8.29 8.11 

1.06 1.06 1.29 0.42 

24.05 12.24 16.88 16.9 
3.53 3.96 4.72 2.96 

3.14 2.38 2.85 2.24 
49.88 43.78 63.66 40.1 

4.97 3.2 3.92 4.61 

4.15 2.37 2.84 2.4 
3.14 3.07 3.9 3.41 

12.57 11.03 9.62 17.59 
1 1 1.16 0.91 

3.06 10.8 11.15 13.74 ** + 

1.78 2.51 2.37 1.09 

1.7 2.2 2.53 2.07 

3.86 2.71 3.46 4.71 

1.28 1.33 3.18 1.5 

2.01 1.75 2.2 2.41 

3.64 3.33 3.57 4.38 

32.78 30.53 30.94 13.53 

2.52 2.65 3.81 4.63 

6.42 2,8 4.19 3.37 

15.06 9.99 11.58 11.95 
3.47 2.78 4.95 3.13 
3.61 4.88 6.22 4.9 
3.74 2.97 4.63 4.4 
2.81 2.68 3.07 2.91 

5.43 1.98 4.53 4.98 
2.12 3.74 3.37 4.61 
1.37 1.84 2.56 1.8 

5.7 4.03 3.91 4.08 
1.59 1.74 4.45 2.75 



(1188) #912 0 0 2- 1 9 1 3 6 3 

2373 2374 

PLACE1007706 3.11 6.08 4.69 5.25 8.84 7.49 

PLACE1007725 3.41 4.69 6.65 5.1 3.29 5.39 

PLACE1007729 0.98 2.65 1.8 2.7 3.11 1.99 

PLACE1007730 1.25 4.29 3.07 3.66 3.75 4.32 

PLACE1007737 1.43 4.79 3.39 3.79 4.7 4.17 

PLACE1007743 1.38 4.26 2.29 2.3 2.83 2.03 

PUCE1007746 6.56 9.02 10.42 9.65 13.29 12.97 

PLACE1007753 0.53 4.48 1.71 1.35 2.86 1.94 

PLACE1007769 1.31 4.31 3.5 3.27 4.51 4.58 

PLACE1007780 5.77 4.63 7.11 6.51 3.75 2.17 

PLACE1007791 1.82 3.29 3.38 3.16 3.69 2.87 

PLACE1007807 0.67 2.79 1.72 2.33 1.76 1.29 

PLACE1007810 0.39 4.45 2.63 4.11 4.08 3.27 

PLACE1007814 3.57 5.98 5.04 4.2 4.62 6.3 

PLACE1007828 2.01 7.64 3.34 2.69 4.64 3.44 

PLACE1007829 1.32 6.9 2.88 2.87 4.87 3.06 

PLACE1007841 1.64 7.26 1.87 2.25 3.14 3.39 

PLACE1007842 1.1 3.32 2.44 2.09 3.96 1.39 

PLACE1007843 1.2 1.92 1.43 2.13 1.48 1.86 

PLACE1007845 1.76 3 4.11 3.45 3.42 2.36 

PLACE1007846 0.99 3.26 1.64 2.02 2.73 1.5 

PLACE1007848 1.09 3.51 2.23 2.39 2.62 2.25 

PLACE1007852 2.26 7.88 3.82 2.94 4.61 3.24 

PLACE1007858 3.65 11.57 5.81 61.71 80.46 57.09 ** + 

PLACE1007866 19.42 25.98 40.48 43 80.39 56.73 

PLACE1007871 8.1 7.9 15.45 16.17 12.35 11.08 

PLACE1007877 1.09 2.09 1.45 1.4 2.39 1.53 

PLACE1007878 5.98 9.75 14.61 13.65 7.49 8.9 

PLACE1007881 0.43 2.66 1.34 1.59 1.94 1.93 

PLACE1007885 4.35 7.85 6.76 5,57 6.53 7.01 

PLACE1007897 0.27 6.51 1.85 1.72 1.53 1.41 

PLACE1007908 3.14 12.29 5.73 5,96 7.9 8.24 

PLACE1007922 6.08 11.75 8.75 5.24 7.15 4.54 

PLACE1007946 1.07 2.03 1.86 2.71 2.28 1.94 

PLACE1007950 6.98 7.6 18.21 16.17 19.34 12.63 

PLACE1007954 -0.03 2.45 1.15 2.46 1.57 1.51 

PLACE1007955 0.92 4.01 2.17 2.05 2.52 3.05 

PLACE1007956 0.6 3.61 2.91 2.35 2.1 2.22 

PLACE1007958 0.75 6.31 1.34 0.79 1.21 0.8 

PLACE1007965 0.64 5.88 3.25 3.38 2.91 2.17 

PLACE1007969 1.09 6.37 3.06 2.35 3.29 2.21 

PLACE1007971 2.73 4.17 5.21 6.1 4.41 5.92 

PLACE1007990 1.95 2.33 2.31 3.22 3.09 1.88 

PLACE1008000 0.32 2.16 1.98 1.85 1.27 0.66 

PLACE1008002 0.99 3.38 1.7 1.81 2.04 0.51 

PLACE1008037 0.57 4.19 1.7 4.59 2.86 2.02 

PLACE1008044 1.42 5.81 2.46 4.18 4.93 4.16 

PLACE1008045 0.4 4.07 1.54 1.75 2 1.65 

PLACE1008080 2.05 6.08 3.22 4.23 4.03 4.78 

PLACE1008092 1.56 1.56 1.48 1.48 2.98 1.86 
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2.38 2.73 1.23 

2.24 2.71 0.74 

1.72 1.44 1.68 

4.57 5.4 4.04 

16.57 20.29 19.24 * + 

1.61 1.57 1.5 

2.43 5.36 2.91 

6.61 11.2 7.63 
2.12 3.88 0.8 
5.12 4.39 2.46 
3.79 3.26 3.77 
2.06 2.43 1.43 
4.34 4.14 3.9 
2.55 3.31 1.54 
5.92 7.69 5.64 * + 
2.51 5.31 4.44 
4.72 5.68 7.08 
2.38 4.6 3.54 
1.05 1.83 0.78 

2.47 2 1.72 

1.68 3.2 1.56 

1.22 2.17 2.01 
60.04 82.48 59.04 * + 

3.53 3.8 4.47 

2.62 2.57 2.34 
2.42 2.48 2.36 
7.27 9.02 6.38 
2.89 3.42 3.21 
4.12 3.83 2.65 
1.77 1.5 1.29 
4.92 4.79 9.83 
2.32 2.8 2.49 

2.48 3.36 2.96 
4.5 2.17 2.91 

7.91 7.31 7.1 

2.86 4.16 3.35 

2 2.97 2.94 

5.72 7.33 6.95 

1.12 1.59 1.68 

2.44 3.22 3.24 
3.98 5.03 4.76 

11.36 11.3 12.33 

2.82 3.43 3.33 

7.23 10.15 9.26 
17.17 18.82 20.4 

4.97 5.41 5.65 

2.67 2.69 2.27 * + 

1.69 2.34 1.71 
1.7 2.66 2.32 

1.91 3.4 1.84 



(1190) ftffl 2002-191363 

2377 2378 

PIACE1008430 1.63 4.85 3.04 2.93 3.52 3 

PLACE1008437 0.87 3.64 3.01 2.83 1.82 1.57 

PLACE1008453 1.16 4.8 1.02 1.64 2.06 1.17 

PLACE1008454 2.14 6.46 9.23 5.46 9.02 5.92 

PLACE1008455 2.06 4.33 7.2 5.26 6.68 4.87 

PLACE1008457 0.51 2.6 2.01 2.28 2.43 2.47 

PLACE1008465 0.49 2.41 1.72 1.56 2.13 0.48 

PLACE1008469 2.42 4.36 5.32 5.16 4.75 7.1 

PLACE1008488 0.81 5.48 1.97 2.44 2.03 1.8 

PLACE1008519 1.48 10.85 6.17 4.41 4.99 4.51 

PLACE1008524 1.04 11.09 1.72 2 3.22 2.02 

PLACE1008531 0.64 8.37 1.92 1.33 2.05 1.72 

PIACE1008532 2.12 3 5.51 5.66 4.72 4.19 

PLACE1008533 2.01 4 4.07 5.53 5.18 3.77 

PLACE1008542 1.61 2.36 0.96 2.05 2.1 1.72 

PLACE1008549 0.96 3.06 0.67 1.45 2.1 1.53 

PLACE1008560 1.18 4.23 2.28 2.29 3.93 3.47 

PLACE1008567 0.87 7.26 1.85 2.33 3.67 2.38 

PLACE1008568 2.37 10.67 5.49 2.97 7.47 4.21 

PLACE1008569 3.94 10.32 6.74 6.1 8.6 7.6 

PLACE1008584 0.88 1.4 1.58 2.86 3.38 1.31 

PLACE1008585 4.96 4.8 7.56 11.08 4.84 3.57 

PLACE1008603 5.9 7.25 31 30.55 43.67 29.76 

PLACE1008621 0.55 2.28 0.95 0.72 1.89 1.16 

PLACE1008625 0.64 4.01 0.9 1.18 1.41 2.03 

PLACE1008626 0.55 6.06 0.9 1.03 0.83 0.95 

PUCE1008627 0.46 8.32 1.86 1.87 3.34 2.7 

PUCE1008629 3.22 9.18 5.84 5.44 6.75 4.41 

PLACE1008630 1.68 3.39 4.23 4.21 3.01 3.51 

PLACE1008643 1.31 0.93 1.98 1.72 2.34 1.94 

PLACE1008650 0.25 3.05 1.62 2.23 1.63 1.24 

PUCE1008657 1.17 2.39 2.51 2.34 4.04 2.91 

PLACE1008664 0.91 5.93 2.37 2.91 2.51 1.13 

PLACE1008693 0.97 4.93 3.09 2^53 3.81 2.2 

PLACE1008696 0.88 3.84 2.21 2.26 2.11 1.47 

PLACE1008715 1.05 4.71 2.11 1.34 2.65 2.65 

PLACE1008716 2.48 3.94 4.19 5.75 6.9 7.07 * + 

PLACE1008722 3.85 4.34 7.37 7.64 7.19 3.45 

PLACE1008738 5.17 9.13 12.7 9.49 5.83 4.8 

PLACE1008742 6.57 6.87 14.66 14.94 15.06 12.41 

PLACE1008744 3.52 6.98 5.61 5.83 4.55 2.74 

PLACE1008748 0.63 4.39 2.75 2.44 1.67 1.61 

PLACE1008757 0.99 4.74 4.51 2.77 5.74 2.17 

PLACE1008766 2.66 6.75 3.77 3.51 6.47 4.06 

PLACE1008785 1.39 1.68 2.6 3.26 3.8 3.89 * + 

PUCE1008790 1.57 1.8 2.29 3.5 5.39 2.96 

PLACE1008798 1.71 3.82 4.45 6 5.93 3.32 

PLACE1008807 1.34 3.95 1.61 2.54 2.62 1.8 

PLACE1008808 1.6 4.53 3.01 4.24 3.69 5.04 

PUCE1008813 1.38 4.85 1.97 1.9 1.95 2.3 
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5.81 3.68 3.89 6.17 4.1 
6.65 3.94 4.85 10.04 4.54 
0.48 1.14 1.16 1.41 1.6 
1.92 2.96 2.73 2.65 2.49 
6.57 6.22 6.43 5.71 4.82 
16.5 27.29 26.74 20.94 23.24 

4.31 1.44 3.26 2.07 3.28 
5.62 2.93 3.17 4.58 2.06 
8.56 10.48 11.31 13.99 15.66 

4.53 2.72 1.7 2.9 1.71 
0.77 0.87 0.61 1.58 1.44 

0.9 1.04 0.94 1.91 0.84 

7.32 9.83 5.11 10.36 7.17 
3.42 2.9 2.89 2.28 1.7 
4.14 2.8 2.06 2.59 4.05 
5.41 5.51 3.96 5.84 5.16 
6.31 3.25 3.1 3.93 3.19 
2.75 2.74 2.84 2.43 2.7 
1.72 0.65 1.11 0.78 0.68 
3.49 2.42 2.49 3.1 2.16 

2.7 1.59 2.24 L75 2.09 

3.31 3.42 2.39 1.59 1.49 

6.33 6.05 23.13 20.76 22.2 ** + 
5.97 2.3 0.61 1.04 0.54 

4.9 1.68 1.07 1.47 1.55 

8.4 9.51 10.74 8.55 11.96 

2.8 2.03 1.6 2.34 3.4 

4.05 3.9 3.79 7.24 9.82 
6.46 2.35 3.11 4.73 2.86 

10.22 38.11 38.77 49.35 36.29 

5.68 1.88 1.67 5.04 1.71 

5.52 3.47 3.49 3.36 3.84 

5.82 1.16 1.68 4.3 4.39 
5.24 2.65 3.95 3.77 2.88 

3.52 3.62 6.14 4.87 7.29 * + 

6.8 7.84 6.68 9.36 10.47 

3.54 1.95 3.23 3.3 3.01 

5.06 2.98 4.46 4.43 3.87 
5.77 1.95 1.77 2.35 2.88 

4.8 1.53 1.59 2.16 1.3 

3.96 2.45 2.26 5.85 2.61 

3.45 2.42 1.67 3.02 2.38 

3.54 4.47 4.1 6.33 8.06 

5.07 2.3 2.46 2.86 2.91 

2.32 1.44 1.53 1.9 1.65 
4.01 2.73 2.24 2.38 1.99 
4.44 2.94 2.84 4.39 2.91 
4.91 3.43 4.46 7.29 7.23 

5.55 6.63 5.63 9.16 9.46 
7.07 12.6 8.21 10.79 7.13 



99Q1 

cool 








DT APT71 AAQ9AA 
rLAUilUUy£40 


1 1 71 


1 1 AC 

11. 9b 


OA 7C 

Z4. 75 


DT atei aao9cc 


R OR 

o. yo 


7 09 
(. OC 


1 A A1 

14. 01 


DT APTJI AA0970 


a C7 


9 A7 
C. [)l 


9 AC 

2. 4b 


Df APT71 AAQ9QQ 


C RA 

0. 34 


A A9 
9. 91 


A C9 

9. oc 


pt An<iflnQ9.nfi 

rLAttlUUyoUo 


1. la 


A 09 

o. oc 


9 AA 

C. U4 


pt AfFinnQ^iQ 

rLrtV/ClUUyoiy 


9 aa 

C. U4 


0 9R 

y. co 


9 1 R 
0. 13 


PT Ari7inAQ39ft 


1 A/1 
1. U4 


C 70 


1 01 

l.ol 


PT APl?infiQ99R 


1 QQ 
1. 00 


P. RR 

0. DD 


A oo 

4. fc 


pt APFinnoQQR 


9 RR 
6. Do 


A 1 A 
4. 14 


R 1 

3. 1 


PT APFi nfiQQAA 


A 79 
U. 10 


9 AR 
C. 4D 


1 AO 

1. Uo 


pt An?i aaqqrr 
rLAuuuuy odd 


R ill 
J. 41 


7 97 
l.ol 


A AC 
9. 93 


PT APTJ1 AAQQCQ 


1 9 

1.0 


9 RC 
2. DO 


9 A 1 

c. 41 


pt attji aaqq7r 


1 91 
1. ci 


c a i 
o. 41 


9 AC 

o. 05 


PT AfT? 1 nnoiQQ 


1 10 

1. lo 


0 CO 

o. bo 


9 A1 

o. 01 


PT APTJ1 AAQQQQ 


1 1 0 

1. 19 


A 9 
9. 6 


9 7A 

o. 74 


PT APU1 AAQAAA 
iTAUilUU94U4 


9 70 
C. 10 


A 10 

9. lo 


A CI 

4. 51 


dt AmnAOAi a 
rLAl£lUU941U 


1 97 

1. 27 


9 OC 

2. 6o 


o oo 

2. 33 


DT ATTJ1 AAA A 1 7 

rLAl£lUlJ941 f 


U. 95 


0 OC 

2. ZD 


/I Oil 

4. 34 


DT AfTJI AAAA9A 


1 oo 

1. 00 


O CI 

3.61 


O ID 

3. 18 


DT ATUI AAAA9/1 

rLAthlUUy4o4 


A OA 

0. o4 


0 AjI 

o.94 


O A1 

2.91 


DT ATTJ1 AAAA AO 

rLAtclUUy44o 


1 91 

1. 21 


7 9 
/. 2 


O CC 

2. 55 


dt apciaaaaaa 
rLAlfclUU9444 


1 oo 
1. 00 


1 OI 

7. 71 


i AC 

4.05 


dt Arn r\(\ciA ca 
rLAUUU09439 


n oo 
0. £0 


7 AA 

7. 99 


1 CC 

1. 55 


Dt Arn aaa ac a 
rLAlhl0094bO 


1 oc 

1. 75 


6. 84 


3.26 


DT AT171AAAACO 

rUllE10094bo 


A AA 

0.99 


o oo 

2. 83 


O iO 

3. 42 


DT AfE 1 AAAA 7ft 


A 91 

U. ci 


1 91 

1. 21 


A 70 
0. 16 


DT AfTJl finOil77 

rUUxlUU94/ / 


1 9C 


O 1 o 
0. Id 


O CO 

2. bi 


dt Arn aaa a aq 
rLAUUuU949o 


A 07 

U. 0/ 


9 OC 

o. 35 


A AA 

0. 94 


DT ATT71 AAQRA9 


A 7C 

U. io 


i CA 

4. b4 


9 19 
C. IS 


DT APT? 1 AAQR9A 


1 99 

1. oi 


A 99 
4. CC 


1 CO 
1. 00 


pt aptji aaqr97 


A OR 

U. 93 


A R1 
4. 31 


9 11 
C. 11 


PT aptji aaa R9i 
rLALt 1 UUy Do 1 


9A 09 
C\J, OC 


90 9A 
CO. 24 


A 1 C9 

41. 32 


pt apt7iaaarqc 


1. 1 


1 CC 

1. 5b 


9 CO 

2. bo 


pt apitiaaqcqq 


9 1 R 
6. ID 


9 A1 
0. 41 


A 10 

4. lo 


pt Arn aaacaa 
rLAlblU09340 


R OA 

5. 89 


a 
0 


1 1 CC 

11. bb 


dt APFinnnc/to 
rLAlblU0954Z 


i ii 

1. 11 


o OO 

o. 37 


1 A O 

1.42 


rLAUilUU9D4b 


n eo 
U. be 


c oo 

5. 27 


A AO 

0. 97 


Df Artri nnnccc 

PLAlhl 00955b 


A OC 

0. 35 


4.46 


o if 

3. 46 


FLAlhlUu95o9 


A AC 

0. 05 


O AO 

3.93 


O if 

2.46 


di Arnnnnc7i 

PLACE1009571 


1 C7 

1.67 


i OO 

4. 27 


O CO 

2.52 


PLACE1 009573 


3.81 


2.97 


6.73 


DT A Pf? i nnn c of 

PLACE1009576 


1 AO 

1. 92 


O C 1 

2. 51 


4.3 


ni irrmnncon 

PLACE 1009580 


1 A O 

1.42 


1.81 


1.74 


PLACE1009581 


0.89 


4.25 


2.03 


PLACE1009587 


0.96 


4.91 


2.29 


PLACE1009593 


2.71 


6.73 


4.37 


PUCE1009595 


1.81 


5.44 


2.66 


PLACE1009596 


1.57 


6.83 


2.6 


PLACE1009600 


3.03 


4.27 


4.48 


P1ACE1009604 


2.32 


4.64 


5.02 



(1192) 4*M 2002-191363 

2382 

14.59 16.36 9.05 

15.61 5.19 12.17 

1.93 2.54 1.63 
10.21 11.25 17.55 

2.48 2.48 2.34 

2.92 3.54 2.5 

2.98 3.39 2.17 

2.24 3.21 3.01 

3.24 4.3 1.57 

1.31 1.55 0.84 

13.44 10.76 13.55 * + 

2.43 2.32 2.19 

3.04 4.46 2.53 
3.46 4.53 2.72 
3.17 4.28 3.96 

5.33 6.73 6.94 
2.51 2.31 1.44 
2.55 3.08 1.71 
2.85 3.24 3.93 
1.29 1.82 2.19 

2.42 3.43 3.17 
2.51 3.17 3.79 
1.71 1.83 0.86 
5.15 4.31 4.08 

4.43 4.42 2.97 

1.05 0.67 1.33 

3.06 2.35 2.2 
1 1.87 1.41 

1.19 1.89 1.66 

0.94 2.14 1.6 

1.64 2.55 1.28 

46.25 43.25 49.96 

2.42 2.15 1.11 
3.88 2.65 2.57 
14.8 4.47 3.84 
1.51 2.06 1.44 
2.24 1.64 1.25 
3.36 2.86 3.16 

3.34 2.7 3.11 
3.04 2.85 2.67 
6.92 8.12 6.49 
2.73 3.66 2.08 
2.73 3.47 2.33 * + 
2.91 4.38 2.74 

2.43 3.2 1.99 

4.94 6.85 5.03 
2.67 5 2.79 

3.44 3.97 2.7 
5.48 9.14 4.42 
4.22 6.11 3.23 



(1193) ftffi 2002-191363 

2383 2384 

PLACE1009607 1.29 2.48 3.18 3.19 4.17 3.18 

PLACE1009613 1.94 5.23 2.94 2.65 3.08 2.23 

PLACE1009621 1.66 6.72 3.32 8.21 8.67 8.06 * + 

PLACE1009622 1.78 5.93 3.78 3.9 4.1 3.9 

PLACE1009624 1.16 5.77 3.42 3.2 3.65 3.5 

PLACE1009637 2 6.88 3.36 3.07 4.59 3.91 

PLACE1009639 1.94 1.76 4.15 3.44 3.67 4.99 

PLACE1009654 20.88 17.13 34.95 14.94 24.53 20.64 

PLACE1009659 2.77 6.78 7.45 6.38 8.38 6.55 

PLACE1009665 1.04 4.21 1.93 1.19 2.72 1.93 

PLACE1009669 7.73 9.64 14.54 9.85 16.89 8.82 

PLACE1009670 1.76 5.36 2.54 2.77 4.47 4.01 

PLACE1009708 2.1 5.57 5.09 3.64 6.54 5.84 

PLACE1009721 1.34 4.28 3.56 5.78 5.81 3.01 

PUCE1009731 1.36 3.59 3 3.58 6.53 5 

PLACE1009735 1.94 3.94 3.21 5.16 7.52 4.78 

PLACE1009737 1.89 4.29 2.95 4.83 5.61 5.47 * + 

PLACE1009741 1.3 4.32 3.45 2.09 5.03 3.07 

PLACE1009752 1.34 5.64 2.65 2.3 3.33 1.68 

PLACE1009763 3.95 9.73 6.82 7.13 7.44 8.39 

PLACE1009766 1.46 6.98 3.32 3.07 5.19 3.75 

PLACE1009772 0.48 5.19 0.6 1.01 2.46 0.89 

PLACE1009782 0.91 2.39 2.03 2.88 2.91 3.74 

PLACE1009794 2.58 4.45 5.11 3.54 3.66 5.03 

PLACE1009798 1.59 5.37 4 6.26 5.57 5.67 

PLACE1009845 1.05 6.02 2,92 2.79 3.39 3.92 

PLACE1009849 0.96 6.61 2.35 1.79 3.41 2.59 

PLACE1009857 0.79 4.86 1.45 1.19 1.27 1.56 

PLACE1009861 1.43 4.67 3.87 4.1 3.47 3.11 

PLACE1009872 53.53 52.43 88.5 74.95 49.47 81.73 

PLACE1009877 5.45 7.59 12.08 10.03 10.3 12.32 

PLACE1009879 0.82 3.28 1.59 1.55 2.99 1.34 

PLACE1009886 0.68 4.04 1.53 1.62 3.04 1.72 

PLACE1009888 1.03 7.4 3.23 5.34 5.84 7.94 

PLACE1009908 1.56 7.63 8.64 3.37 6.71 5.9 

PLACE1009919 4.5 7.53 8.26 5.84 10.72 10.15 

PLACE1009921 0.96 3.94 3.32 1.63 4.28 2.47 

PLACE1009923 3.82 5.56 6.85 6.32 8.13 5.57 

P1ACE1009924 3.01 2.49 4.53 4.43 4.31 1.04 

PLACE1009925 0.61 2.77 1.84 2.51 2.2 2.5 

PLACE1009931 2.78 5.21 9 8.71 6.93 8.09 

PLACE1009935 0.74 3.71 2.1 1.19 1.08 1.5 

PLACE1009947 0.47 3.83 1.64 1.51 2.46 2.03 

PLACE1009961 0.43 4.08 1.39 1.69 2.18 1.9 

PLACE1009971 0.92 4.9 1.98 1.35 1.74 1.45 

PLACE1009982 40.34 48.71 89.8 53.8 57.87 66.96 

PLACE1009992 0.94 1.9 2.59 1.47 2.52 0.68 

PUCE1009995 6.47 10.83 15.72 7.79 9.03 11.23 

PUCE1009997 0.55 3.7 3.03 2.76 3.2 2.64 

PLACE1010002 1.4 4.14 2.82 2.89 3.04 3.46 



(1194) ^12002-191363 
2385 2386 

PLACE1010011 2.09 8.13 3.85 4.4 5.21 4.68 

PLACE1010013 0.18 12.85 1.74 0.92 1.81 0.68 

PLACE1010021 3.18 11.98 5.42 4.12 4.13 6.06 

PLACE1010023 2.15 8.45 5.16 5.62 6.52 6.14 

PLACE1010031 4.6 4.35 7.23 6.79 4.91 1.82 

PIACE1010039 1.17 3.3 1.45 1.28 1.23 1.19 

PLACE1010045 1.1 2.83 3.66 2.52 3.55 2.64 

PUCE1010053 1.42 3.56 1.65 2.21 2.76 2.37 

PLACE1010060 1.63 6.1 4.13 4.11 4.6 4.05 

PLACE1010069 0.41 7.96 2.32 1.48 2.91 1.3 

PLACE1010070 0.92 8.04 1.5 0.45 1.78 1.09 

PLACE1010074 5.25 11.67 11.8 12.32 9.51 11.22 

PLACE1010076 12.75 11.95 29.01 19.58 15.88 16.82 

PLACE1010078 2.96 2.42 4.36 4.64 4.39 3.85 

PLACE1010081 2.74 4.1 3.7 6.85 7.81 4.59 * + 

PIACE1010083 0.69 2.53 1.51 1.22 1.86 2.26 

PLACE1010089 1.86 4.89 3.35 3.45 3.47 3.48 

PLACE1010096 2.17 7.73 2.91 3.43 4.19 3.2 

PUCE1010102 3.89 10.9 5.33 7.1 9.64 7.57 

PLACE1010105 2.98 7.46 4.93 7.31 9.04 9.82 

PLACE1010106 2.46 2.95 4.48 5.47 4.88 5.8 * + 

PLACE1010130 0.53 1.79 1.17 2.27 2.55 1.23 

PLACE1010132 2.49 4.65 5.3 5.07 4.39 4.19 

PLACE1010134 0.8 3.32 1.15 1.97 2.31 1.67 

PLACE1010139 6.67 10.51 12.98 14.99 16.1 14.58 

PLACE1010148 0.96 5.07 1.62 1.48 1.9 1.97 

PLACE1010152 3.11 5.68 5.16 6.33 6.64 5.76 

PLACE1010155 3.8 6.17 6.52 16.85 20.56 20.32 ** + 

PLACE1010156 13.71 15.43 32.21 132.45 85.59 134.99 ** + 

PLACE1010161 1.9 2.81 5.05 3.29 2.92 1.97 

PLACE1010181 0.73 2.22 1.51 2.58 1.99 2.53 

PLACE1010194 0.64 3.35 1.03 2.26 2.14 1.64 

PLACE1010202 0.4 4.14 1.2 2.91 1.65 2.16 

PUCE1010231 1.1 3.78 2.39 1.31 2.99 2.73 

PLACE1010235 1.26 4.24 1.94 2.68 2.42 3.16 

PLACE1010237 1.01 3.4 2.1 1.14 1.97 0.87 

PLACE1010251 0.59 0.98 1.95 2.57 3.18 1.62 

PLACE1010261 0.97 2.63 2.07 2.69 1.69 1.55 

PLACE1010270 0.76 2.7 1.3 1.39 2.33 1.42 

PLACE1010273 0.97 3.27 0.46 1.48 2.25 1.5 

PLACE1010274 6.28 9.23 9.66 10.49 12.18 14.28 

PLACE1010277 6.03 10.14 12.68 14.6 16.06 15.84 * + 

PLACE1010293 1.8 5.68 3.55 3.65 3.37 3.96 

PLACE1010297 5.17 11.37 21 24.84 32.59 22.06 

PLACE1010300 4.18 4.78 8.22 8 9.95 6.87 

PUCE1010310 16.52 14.75 49.45 70.74 71 77.01 * + 

PLACE1010321 2.03 4.92 2.46 3.37 4.99 2.73 

PLACE1010324 0.88 3.49 1.56 1.12 1.54 1.2 

PLACE1010329 0.73 4.64 1.95 2.56 3.37 1.96 

PUCE1010330 3.78 9.09 7.29 2.42 10.45 7.67 



(1195) 2002-191363 
2387 2388 

PUCE1010335 6.43 11.15 7.43 13.15 17.89 19.1 * + 

PLACE1010341 0.19 4.81 1.24 1.07 3.13 1.54 

PLACE1010342 0.77 0.9 0.75 0.48 2.12 0.8 

PLACE1010346 1.47 1.73 3.61 2.96 4.47 1.71 

PLACE1010362 1.31 2.69 2.22 2.18 3.49 3.31 

PLACE1010364 0.78 2.56 1.65 1.19 2.32 1.49 

PLACE1010368 1.66 5.44 3.51 3.41 3.87 4.48 

PLACE1010373 9.05 10.48 16.82 12.13 15.45 12.28 

PLACE1010383 1.91 5.52 5.13 5.58 6.39 4.9 

PLACE1010385 0.3 3.01 1.07 0.04 0.6 0.9 

PLACE1010389 6.28 7.98 13.24 22.3 13.64 22.94 * + 

PLACE1010401 0.73 2.72 1.32 1.99 2.87 2.21 

PLACE1010410 3.15 4.83 6.71 4.78 7.55 7.32 

PLACE1010418 1.88 4.73 4.2 4.71 5.14 4.66 

PLACE1010425 0.93 4.78 1.43 1.78 1.96 2.15 

PLACE1010443 6.98 13.83 51.39 36.22 63.67 48.93 

PLACE1010445 0.95 5.02 0.68 2.69 3.81 2.44 

PLACE1010481 1.19 2.06 2.46 1.75 2 1.85 

PLACE1010482 28.99 29.39 53.06 31.75 19.63 40.44 

PLACE1010491 3.36 6.4 5.38 4.96 5.98 3.26 

PLACE1010492 4 4.75 5.95 5.57 8.15 7.77 

PLACE1010509 0.8 4.32 3.15 3.09 3.01 2.99 

PUCE1010518 3.33 6.72 6.58 7.3 8.25 8.24 

PLACE1010522 2.3 5.96 4.35 1.87 3.52 2.64 

PLACE1010529 1.8 6.5 3.84 5.43 8.44 7.2 

PLACE1010547 0.79 1.57 1.76 1.51 1.93 2.45 

PLACE1010560 0.63 2.51 2.06 3.31 2.2 2.51 

PLACE1010562 0.74 2.68 1.65 1.64 2.1 1.63 

PLACE1010579 1.11 7.13 2.63 3.45 4.67 3.26 

PLACE1010580 1.35 9.12 3.79 3.27 2.49 4.52 

PLACE1010599 3.56 6.07 7.94 8.32 9.26 8.13 

PLACE1010606 1.17 4.42 1.64 3.39 4.17 3.51 

PLACE1010616 1.84 3.72 5.49 4.09 8.09 6.81 

PLACE1010622 2.1 3.43 3.91 5.07 4.74 4.69 * + 

PLACE1010624 1.43 3.35 3.98 4.21 6 17 5.22 

PLACE1010628 1.37 3.97 2.83 2.14 3.63 4.22 

PLACE1010629 1.08 4.64 2.24 3.01 3.3 3.5 

PLACE1010630 1.64 4.77 3.69 4.22 4.78 5.29 

PLACE1010631 0.5 5.35 2.64 1.55 1.66 2.67 

PLACE1010651 14.24 15.75 24.44 37.62 40.09 52.12 * + 

PLACE1010661 1.62 4.09 2.28 3.56 6.43 3.22 

PUCE1010662 1.32 2.48 1.6 2.98 2.3 1.61 

PLACE1010668 12.87 15.91 27.82 37.63 30.53 28.75 

PLACE1010702 1.46 2.34 4.24 3.59 3.6 3.2 

PLACE1010709 79.16 78.33 115.91 107.07 96.3 133.25 

PUCE1010713 7 10.81 14.7 9.14 8.16 15.14 

PLVCE1010714 0.82 7.41 1.58 1.75 2.04 1.47 

PLACE1010716 0.71 6.19 4.31 2.08 2.3 1.93 

PLACE1010717 0.9 6.49 2.13 2.17 3.9 2.61 

PUCE1010720 14.03 17.05 53.79 46.72 50.7 41.49 



(1196) 2002-191363 
2389 2390 

PLACE1010739 0.9 1.2 1.11 1.73 1.21 1.93 

PLACE1010743 1.09 2.3 1.99 2.63 2.05 2.21 

PLACE1010752 0.87 2.92 1.85 1.76 2.05 1.53 

PLACE1010761 3.6 8.83 13.51 12.07 16.4 17.08 

PLACE1010771 1.41 6.89 5.03 6.13 10.3 5.42 

PLACE1010784 0.9 9.66 1.97 2.07 1.72 1.34 

PLACE1010786 1.21 8.77 2.83 2.91 3.68 2.21 

PLACE1010789 0.6 1.16 1.52 1.8 1.89 1.17 

PLACE1010800 2.18 2.86 3.25 3.95 3.24 2.93 

PLACE1010802 2.97 4.63 5.31 5.72 4.27 3.3 

PLACE1010811 0.89 2.19 1.96 1.83 1.75 2.18 

PLACE1010813 8.89 13.3 55.85 48.82 72.26 46.7 

PLACE1010827 1.54 6.43 3.94 4.3 5.52 4.81 

PLACE1010833 0.93 8.13 2.63 2.68 3.64 2.09 

PLACE1010839 1.57 6.22 3.21 4.22 6.72 4.13 

PLACE1010856 7.58 8.94 12.34 8.02 6.53 8.59 

PLACE1010857 3.41 3.81 7.63 8.24 5.98 4.56 

PLACE1010870 1.3 2.24 2.05 1.62 2.38 1.94 

PLACE1010877 1.67 4.66 2.69 2.77 3.92 2.62 

PLACE1010882 0.49 4.8 0.99 1.74 1.27 0.51 

PLACE1010891 1.1 7.73 1.12 1.85 1.73 0.95 

PLACE1010896 1.19 5.29 3.18 3.98 3.05 3.47 

PLACE1010900 7.41 13.29 27.9 23.88 20.99 18.85 

PLACE1010916 1.55 1.18 2.06 1.89 1.9 2.2 

PLACE1010917 -0.04 0.82 0.36 1.05 2.25 0.56 

PLACE1010924 1.15 2.31 1.55 1.11 1.88 0.92 

PLACE1010925 2.76 5.36 2.17 4.92 6.32 4.16 

PLACE1010926 1.8 5.73 4.31 5.37 4.35 4.45 

PLACE1010942 1.7 6.25 5.63 5.53 7.88 7.69 

PLACE1010943 7.38 10.43 17.12 24.62 29.5 31.96 ** + 

PLACE1010944 4.33 7.39 9.3 13.11 11.44 15.58 * + 

PLACE1010947 1.43 0.9 2.41 2.57 2.8 2.25 

PLACE1010954 3.56 2.92 7.4 7.92 8.55 7.64 

PLACE1010960 2.06 3.44 6.07 4.23 7.89 2.6 

PLACE1010965 2.33 3.81 3.54 6.09 4.92 5.03 * + 

PLACE1010968 1.55 4.69 1.38 4.95 6.51 3.68 

PLACE1010978 3.63 6.12 7.05 9 8.94 6.45 

PLACE1010982 2.23 5.77 5.6 4.74 5.66 4.88 

PLACE1010990 0.88 5.4 2.04 3.11 3.03 2.19 

PLACE1011017 5.6 3.78 22.57 25.64 35.47 20.97 

PLACE1011019 1.1 1.5 2.48 3.78 4.42 0.88 

PLACE1011026 4.17 4.93 6.23 6 5.19 2.74 

PLACE1011032 0.89 3.95 2.03 1.44 1.58 0.56 

PLACE1011041 1.07 4.13 1.03 1.69 1.22 1.43 

PLACE1011045 1.49 5.62 2.36 3.26 3.67 4.45 

PLACE1011046 0.83 5.25 1.79 2.57 3.17 1.87 

PLACE1011054 2.33 5.33 6.64 5.26 7.29 5.05 

PLACE1011056 5.78 5.43 16.22 14.56 19.78 15.67 

PLACE1011057 2 2.18 3.5 3.29 5.68 3.9 

PLACE1011059 0.93 1.37 1.56 1.74 2.96 1.79 



(1197) WW 2002-191363 

2391 2392 

PLACE1011066 4.49 5.74 6.76 5.38 7.72 5.49 

PUCE1011087 7.6 7.04 16.48 12.43 17.42 9.79 

PLACE1011090 2.98 6.14 6.74 3.36 4.13 3.26 

PLACE1011109 1.99 7.29 4.29 4.08 7.96 3.83 

PLACE1011114 1.62 4.4 3.13 3.33 4.68 3.29 

PLACE1011116 4.89 5.94 6.66 7.43 6.81 8.98 

PLACE1011122 0.93 2.52 1.84 2.1 1.61 1.64 

PLACE1011133 0.83 2.22 3.03 3.48 3.52 2.77 

PLACE1011134 12.47 15.29 66.86 44.95 68.68 51.65 

PLACE1011143 0.68 4.53 1.48 1.84 2.62 1.41 

PLACE1011146 0.91 5.93 1.74 1.97 3.23 2.36 

PLACE1011160 1.67 7.36 3.81 3.42 4.53 4.24 

PLACE1011165 1.77 2.34 3.39 2.15 3.39 3.8 

PUCE1011181 5.25 8.31 37.21 29.38 38.44 30.55 

PLACE1011185 2.47 4 3.57 4.66 5.15 4.8 * + 

PLACE1011186 13.16 12.8 16.45 21.18 25.69 28.83 * + 

PUVCE1011203 1.08 4.64 2.19 1.75 2.94 1.96 

PLACE1011214 9.02 16.55 59.24 46.39 62.58 47.89 

PIACE1011219 1.41 4.91 3.6 3.26 4.96 2.9 

PLACE1011221 2.68 5.47 6.15 6.23 8.57 7.51 

PLACE1011229 1.38 4.2 2.69 2.43 2.43 3.09 

PLACE1011231 0.53 1.5 1.62 1.84 2.59 2.4 

PLACE1011236 5.69 7.9 43.53 33.48 56.77 44.25 

PLACE1011247 8.36 10.08 19.16 24.17 26.33 29.74 * + 

PLACE1011263 0.57 6.43 4.23 2.62 4.11 5.09 

PLACE1011273 0.72 3.62 1.17 2.01 1.64 1.72 

PLACE1011278 2.42 5 6.12 3.98 4.84 4.31 

PLACE1011289 2.73 5.84 7.57 6.34 6.13 6.08 

PLACE1011291 3.2 5.19 8.31 7.32 8.04 7.95 

PLACE1011296 0.93 2.45 1.94 1.76 2.63 2.05 

PLACE1011310 1.72 2.64 3.36 4.51 2.77 4.48 

PLACE1011311 1.8 3.97 6.33 7.8 9.34 6.73 

PLACE1011321 1.29 4.77 3.5 3.3 2.63 3.33 

PLACE1011325 0.63 4.2 1.84 2 2.74 1.59 

PLACE1011332 5.65 10.55 9.4 14.8 14.57 15.04 * + 

PLACE1011340 0.86 4.88 3.38 3.81 4.71 3.47 

PLACE1011353 5.39 5.53 8.39 10.06 8.58 4.43 

PLACE1011360 1.09 3.29 2.18 2.11 3.06 2.41 

PLACE1011364 4.88 5.69 7.92 6.34 4.57 4.57 

PLACE1011365 0.92 3.36 2.95 3.01 3.6 2.06 

PLACE1011371 9.37 10.69 63.06 56.51 87.51 64.33 

PLACE1011375 1.62 9.37 3.35 2.61 2.74 1.62 

PLACE1011386 3.91 12.96 4.18 6.88 5.51 5.93 

PLACE1011399 1.52 10.14 4.27 2.12 4.22 3.77 

PLACE1011406 1.25 2.05 1.81 5.03 3.26 2,38 

PLACE1011407 0.64 2.05 2.58 2.08 2.19 2.02 

PLACE1011419 2.83 3.2 6.02 6.23 4.18 3.72 

PLACE1011433 3.09 4.43 6.13 3.41 4.74 4.99 

PLACE1011440 0.77 5.81 2.48 2.1 2.24 2.27 

PLACE1011452 1.06 8.86 2.43 2.87 2.71 2.68 
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2395 2396 

PLACE1011858 5.83 7.44 9.37 6.88 6.25 8.35 

PLACE1011874 1.35 3.14 3.55 4.18 5.28 4.65 

PLACE1011875 0.57 2.29 1.11 2.66 2.48 2.64 

PLACE1011877 3.8 5.03 4.4 7.67 6.8 9.97 * + 

PLACE1011891 0.17 3.81 1.31 1.13 1.34 1.26 

PUCE1011896 -0.1 5.22 1.45 -0.19 1.07 0.32 

PLACE1011920 0.21 5.87 1.04 1.1 1.92 1.76 

PLACE1011922 2.4 4.18 4.72 3.72 2.88 3.98 

PLACE1011923 3.42 4.82 7.51 8.09 5.38 12.28 

PLACE1011937 3.16 2.24 3.76 3.81 5.58 4.64 

PLACE1011939 14.93 17.81 26.01 41.75 45.05 47.88 ** + 

PLACE1011940 6.13 7.58 12.68 5.73 7 7.23 

PLACE1011962 3.28 7.83 7.35 6.39 8.38 8.01 

PLACE1011964 0.39 5.05 1.66 1.04 1.95 1.46 

PLACE1011978 1.55 4.65 3.35 4.48 5.91 5.14 

PLACE1011980 2.1 4.62 6.07 3.95 4.91 5.35 

PLACE1011981 5.77 7.28 38.2 27.22 35.24 34.99 

PLACE1011982 0.83 3.1 2.23 1.82 2.59 1.57 

PLACE1011995 0.81 3.4 3.73 2.51 3.59 2.86 

PLACE1012023 1.38 5.37 1.87 2.09 2.46 1.91 

PLACE1012026 1.95 5.72 4.23 6.08 9.51 9.8 

PLACE1012031 2.49 5.81 4.54 4.34 6.35 4.03 

PLACE2000003 1.18 3.64 6.86 7.38 8.12 8.92 

PLACE2000005 1.16 2.41 2.16 2.76 2.03 1.89 

PLACE2000006 2.52 4.13 15.6 11.34 16.58 13.4 

PLACE2000007 0.96 4.85 4.24 3.94 5.13 3.33 

PLACE2000011 1.72 3.27 3.34 4.3 5.06 3.62 

PLACE2000014 4.04 5.93 23.94 27.19 30.87 30.97 * + 

PLACE2000015 1.27 4.79 3.52 2.77 3.31 2.69 

PLACE2000017 0.48 4.78 2.15 2.65 2.56 2.45 

PLACE2000021 1.99 5.06 4.09 3.72 6.24 5.61 

PLACE2000022 1.8 2.8 4.31 3.35 4.64 2.71 

PLACE2000030 9.37 11.08 71.38 55.43 60.32 35.97 

PLACE2000032 1.23 2.89 3.51 3.53 3.24 2.32 

PLACE2000033 3.29 6.3 12.11 12.49 14.25 9.37 

PLACE2000034 0.6 4.3 1.92 1.79 2.19 2.44 

PLACE2000039 2.75 8.06 3.92 6.27 8.01 4.81 

PLACE2000043 7 11.08 22.94 19.27 26.58 17.38 

PLACE2000044 0.63 6.92 1.12 1.8 1.71 1.29 

PLACE2000047 0.84 5.25 5.15 5.4 6.46 7.32 

PLACE2000050 1.48 2.68 4.78 2.92 2.98 1.2 

PUCE2000061 0.47 2.07 1.17 0.95 1.34 0.25 

PUCE2000062 1.99 2.83 4.12 4.89 4.4 3.09 

PLACE2000072 0.78 2.45 1.57 1.85 1.62 1.69 

PUCE2000073 0.89 5.86 2.86 2.8 2.61 3.07 

PLACE2000097 8.54 19.93 23.93 27.69 35.36 26.36 

PUCE2000100 1.87 7.79 3.53 4.23 6.29 4.22 

PLACE2000103 1.03 7.44 2.25 3.51 5.17 4.38 

PUCE2000106 1.53 2.42 4.19 5.71 3.29 4.01 

PUCE2000111 2.05 3.17 4.37 4.07 6.6 4.75 
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2397 2398 

PLACE2000115 0.3 2.06 0.75 0.31 1.29 0.97 

PLACE2000118 10.15 17.04 21.09 13.73 15.21 22.01 

PLACE2000124 10.14 17.83 62.13 53.2 98.37 62.96 

PLACE2000132 0.06 6.26 1.48 0.99 1.5 1.56 

PIACE2000136 0.55 7.94 0.91 1.47 1.37 1.02 

PLACE2000137 0.96 4.46 2.4 2.65 4.12 3.14 

PLACE2000140 2.91 5.24 14.34 13.2 12.08 9.43 

PLACE2000147 1.49 1.52 2.83 1.06 0.97 1.12 

PLACE2000153 0.3 3.44 2.15 1.69 2.45 1.95 

PLACE2000164 0.66 2.78 1.13 2.66 1.62 1.62 

PUCE2000170 1.54 6.18 4.69 5.26 9.09 6.24 

PLACE2000172 0.33 4.34 2.15 1.25 1.93 2.43 

PLACE2000173 0.92 4.97 3.37 3.33 3.71 2.74 

PLACE2000174 1.17 4.68 2.43 1.85 2.89 2.05 

PLACE2000176 1.22 1.57 2.58 3.28 2.27 1.42 

PLACE2000187 1.01 2.08 2.55 3.45 3.66 2.19 

PLACE2000216 7.03 9.28 11.47 14.09 9.13 3.68 

PLACE2000219 0.69 4.02 2.72 3.55 3.58 2.3 

PUCE2000221 2.49 6.81 6.53 7.22 9.33 8.56 

PLACE2000223 0.72 3.2 1.71 1.16 1.05 0.48 

PLACE2000231 1.02 3.97 3.11 3.43 2.61 2.47 

PLACE2000235 1.82 5.27 6.17 6.02 7.45 6.97 

PLACE2000246 1.93 2 6.06 4.58 5.09 3.93 

PUCE2000264 0.67 1.39 1.85 2.45 3.74 3 * + 

PLACE2000274 0.65 2.4 2.12 3.09 4.11 2.1 

PUCE2000287 0.81 4.44 1.49 2 2.59 1.34 

PLACE2000296 1.01 4.56 1.55 2.5 3.16 1.69 

PLACE2000302 1.34 4.67 2.86 3.52 3.35 3.45 

PLACE2000305 3.09 6.65 5.42 6.3 7.15 5.02 

PLACE2000317 0.92 6.34 2.26 3.15 2.95 2.4 

PLACE2000324 1.19 1.25 3.09 4.2 5.84 3.3 

PLACE2000334 3.52 5 6.6 7.33 8.12 5.88 

PLACE2000335 1.47 4.35 4.24 5.68 6.25 4.76 

PLACE2000340 0.64 3.47 1.63 1.58 1.52 1.65 

PLACE2000341 4.21 7.87 28.81 18.94 32.45 19.16 

PLACE2000342 2.07 5.11 4.32 4.84 5.82 4.49 

PLACE2000347 1.24 5.26 5.58 7.83 6.22 7.55 

PLACE2000357 8.49 13.56 15.35 17.83 18.98 21.24 * + 

PLACE2000358 2.87 3.65 8.67 4.88 7.63 4.37 

PLACE2000359 1.27 1.79 4.45 3.28 6.65 3.61 

PLACE2000366 1.93 3.14 3.22 3.99 5.6 4.17 

PLACE2000371 4.29 5.2 6.08 5.95 9.06 7.32 

PLACE2000373 1.91 4.8 5.98 5.69 6.29 4.19 

PLACE2000374 1.86 5.17 2.78 1.62 2.79 1.49 

PLACE2000379 0.34 4.85 1.32 1.28 0.92 0.04 

PLACE2000386 39.29 43.92 84.66 87.53 104.55 76.56 

PLACE2000388 1.96 3.35 3.89 2.78 3.48 3.49 

PLACE2000392 33.29 39.2 59.56 42.5 52.12 58.24 

PLACE2000394 1.26 3.27 3.01 5.69 4.35 4.34 * + 

PLACE2000398 0.73 3.88 2.36 2.03 3.59 1.35 
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PLACE2000399 3.7 6.82 7.01 7.15 7 6.79 

PLACE2Q00402 2.15 6.88 3.84 2.86 3.68 3.9 

PLACE2000404 5.2 9.96 10.67 10.03 11.04 6.47 

PLACE2000411 3.21 7.2 5.21 5.27 5.73 6.68 

PLACE2000418 0.73 2.28 2.41 2.22 3.07 2.37 

PLACE2000419 0.99 2.32 2.54 4.95 4.55 3.29 * + 

PLACE2000425 1.26 3.98 3.11 4.28 4.81 5.2 

PIACE2000427 0.7 5.13 3.27 2.54 3.04 2.47 

PLACE2000433 0.77 7.05 2.6 2.33 3.09 2.46 

PLACE2000435 0. 48 5. 19 1 . 49 1 . 69 1 . 63 1.5 

PLACE2000438 1.61 4.74 3.66 2.33 2.81 3.15 

PLACE2000450 3.01 4.38 5.67 6.51 7.39 5.63 

PLACE2000455 0. 24 2.62 1.24 1 . 65 2 1 . 82 

PLACE2000458 0.38 3.3 1.81 1.06 2.7 1.24 

PLACE2000464 2.15 4.91 5.3 7.43 9.68 8.83 * + 

PLACE2000465 1.43 6.72 6 6.51 8.27 6.31 

PLACE2000473 120.94 179.35 328.3 214.7 297.75 279.74 

PLACE2000477 0.43 3.87 1.34 1.13 2.22 0.97 

PLACE3000004 2.22 4.63 6.39 5.27 7.51 5.2 

PLACE3000009 19.91 19.71 105.63 77.3 140.99 92.95 

PLACE3000020 10.03 9.03 49.6 36.74 46.52 23.82 

PLACE3000029 6.59 9.63 24.88 14.88 18.47 20.04 

PLACE3000038 0.52 2.37 2.47 1.44 2.4 2.05 

PLACE3000052 5.13 7.95 23.92 25.01 29.61 24.94 

PLACE3000059 0.57 5 2.42 0.75 2.8 1.27 

PLACE3000067 2.51 5.79 7.44 5.66 8.53 7.75 

PLACE3000069 1.95 5.61 3.58 5.24 3.79 4.55 

PLACE3000070 2.57 5.57 9.04 9.5 10.42 10.57 

PLACE3000103 3.85 7.84 11.87 6.6 8.32 4.37 

PLACE3000119 1.59 2.74 3.15 3,24 3.67 2.95 

PLACE3000121 7.58 8.44 38.1 30.63 42.28 32.64 

PLACE3000124 1.53 4.54 5.95 6.35 7.75 7.18 

PLACE3000135 0.69 5.46 1.1 0.76 0.9 0.59 

PLACE3000136 0.77 10.46 4.46 2.12 2.77 2.01 

PLACE3000142 0.7 9.94 1.75 1.53 2.76 1.13 

PLACE3000145 8.69 17.55 55.33 42.85 49.12 39.96 

PLACE3000147 15.7 12.92 39.97 64.96 54.76 30.34 

P1ACE3000148 0.7 2.08 1.48 0.82 1.4 1.38 

PLACE3000154 0.48 1.86 0.67 1.5 0.87 0.44 

PLACE3000155 1.28 4.26 2.53 3.97 4.76 3.04 

PLACE3000156 1.11 7.96 2.07 1.96 3.4 2.81 

PLACE3000157 0.92 8.37 1.75 2.06 3.02 2.72 

PLACE3000158 1.73 8.82 5.05 3.81 5.63 4.77 

PLACE3000160 8.11 15.22 19.5 33.66 34.71 33.78 ** + 

PLACE3000169 2.15 2.65 6.87 4.3 5.11 5.12 

PLACE3000181 1.06 2.14 3.94 3.22 2.62 3 

PLACE3000194 0.31 2.83 1.77 1.89 2.58 2.42 

PLACE3000197 1.18 2.66 2.09 2.42 2.46 2.21 

PLACE3000199 0.22 4.8 1.63 0.55 0.86 0.43 

PLACE3000205 11.79 17.95 57.49 51.4 63.83 42.63 
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PLACE3000207 3.37 6.91 7.13 6.7 8.92 6.23 

PLACE3000208 2.26 4.96 2.66 5.28 5.97 5.84 

PLACE3000213 4.79 5.55 10.8 5.12 5.16 5.05 

PLACE3000215 1.88 5.02 5.71 4.74 5 3.03 

PLACE3000218 0 1.63 1.18 0.97 0.62 0.31 

PLACE3000220 1.96 3.55 4.58 6.74 7.52 6.69 * + 

PLACE3000221 14.42 25.34 40.15 43.8 51.16 36.99 

PLACE3000225 1.15 4.68 3.11 2.11 2.67 1.28 

PLACE3000226 1.37 5.65 5.16 3.78 7.42 3.68 

PLACE3000230 0.83 3.46 1.36 2 2.8 1.73 

PLACE3000231 1.31 1.97 2.37 4.86 3.95 4.12 ** + 

PLACE3000235 1.12 1.75 3.89 3.95 4.21 3.39 

PLACE3000242 2.6 5.11 9.24 9.46 10.97 8.29 

PLACE3000244 1.05 3.2 1.81 1.85 1.81 0.64 

PLACE3000253 0.7 3.75 1.64 2.67 2.11 1.27 

PLACE3000254 2.5 4.75 4.04 6.19 6.09 5.75 * + 

PLACE3000271 2.67 6.06 6.81 10.96 10.99 9.5 * + 

PLACE3000276 1.1 5.78 2.27 1.48 1.9 1.78 

PLACE3000304 5.55 4.69 10.81 11.19 11.49 10.5 

PLACE3000309 0.43 1.67 1.87 2.43 2.94 2.78 * + 

PLACE3000310 2.19 2.19 3.73 4.84 4.81 3.4 

PLACE3000320 1.02 3.65 1.8 2.54 2.37 2.32 

PUCE3000322 1.31 4.23 6.63 7.5 7.8 6.09 

PLACE3000330 24.05 24.44 41.08 31.87 35.83 29.17 

PLACE3000331 1.21 5.86 4.14 4.34 5.7 4.31 

PLACE3000336 2.61 6.99 4.42 4.24 5.72 5.11 

PLACE3000339 7.36 5.1 11.41 16.25 18.28 17.37 ** + 

PLACE3000341 1.65 1.32 2.41 4.08 4.35 3.65 ** + 

PLACE3000350 5.88 6.4 12.86 15.45 18.5 15.41 * + 

PLACE3000352 1.54 3.88 2.13 2.37 2.25 1.71 

PLACE3000353 5.38 9.72 11.8 19.12 22.98 15.5 * + 

PLACE3000362 0.62 4.92 4.72 3.61 5.33 3.39 

PLACE3000363 2.19 5.13 2.32 1.89 3.28 2.07 

PLACE3000365 1.34 6.11 3.37 3.34 4.05 2.12 

PLACE3000373 0.89 1.52 3.66 2.93 6.08 2.3 

PLACE3000374 1.07 1.85 2.91 2.72 2.99 2.15 

PLACE3000387 0.31 3.32 1.04 1.24 1.65 1.29 

PUCE3000388 1.18 3.22 1.94 2.76 3.49 2.22 

PLACE3000399 2.12 4.66 6.28 7.42 9.84 6.05 

PIACE3000400 3.08 5.44 11.87 7.97 10.77 7.82 

PLACE3000401 7.52 11.42 18.59 22.61 29.55 23.4 * + 

PLACE3000402 1.79 3.21 3.4 2.19 1.74 1.79 

PLACE3000405 3.37 3.74 5.82 5.54 7.22 6.01 

PLACE3000406 2.1 2.91 3.11 3.48 3.68 2.42 

PLACE3000413 1.18 2.72 2.69 1.71 2.06 1.52 

PLACE3000416 1.05 4.03 4.04 3.43 2.67 2.72 

PLACE3000425 1.21 6.27 4.33 3.98 6.36 3.92 

PLACE3000437 4.79 10.85 29.89 16.69 25.26 19.14 

PLACE3000455 2.97 8.07 10.62 8.97 10.39 7.91 

PUCE3000475 16.52 19.2 47.35 40.22 39.77 34.21 
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PLACE3000477 5.44 4.79 5.56 8.05 

PLACE4000003 0.38 2.97 1.61 3.14 

PLACE4000008 15.19 11.38 16.76 13.05 

PLACE4000009 1.17 6.19 3.39 3.93 

PLACE4000014 1.31 5.12 1.77 2.16 

PLACE4000029 6.33 8.48 35.37 23.93 

PUCE4000034 2.27 6.24 5.22 6.46 

PLACE4000049 3.39 3.35 5.21 3.85 

PLACE4000052 1.41 3.36 2.2 2.62 

PLACE4000062 1.6 4.94 5.06 4.25 

PIACE4000063 2.59 6.87 5.19 4.86 

PLACE4000089 1.52 6.31 3.35 2.81 

PLACE4000093 0.44 5.6 1.61 1.28 

PLACE4000100 2.72 6.13 4.75 4.33 

PUCE4000103 0.63 4.48 5.64 4.4 

PUCE4000106 3.2 5.33 6.63 7.1 

PLACE4000128 1.93 3.97 4.88 4.15 

PLACE4000129 0.74 3.26 1.64 1.57 

PLACE4000131 7.14 10.85 41.43 32.45 

PLACE4000147 0.34 3.65 0.54 0.45 

PLACE4000156 2.47 6.08 8.06 7.83 

PIACE4000175 0.72 4.08 1.48 0.98 

PLACE4000190 14.55 18.47 70.34 49.15 

PLACE4000192 1.3 2.27 3.6 2.36 

PLACE4000206 5.35 6.65 12.44 7.13 

PLACE4000211 3.34 4.64 22.23 11.68 

PLACE4000214 0.86 3.61 2.68 2.08 

PLACE4000222 0.93 5.28 4.36 4.13 

PUCE4000223 0.46 4.51 1.79 1.37 

PLACE4000229 1.9 5.79 2.11 2.81 

PLACE4000230 1.11 5.89 6.51 3.61 

PLACE4000233 1.26 3.02 5.66 2.92 

PLACE4000239 2.35 3.68 4.17 4.19 

PLACE4000247 0.52 2.37 3.38 2.64 

PLACE4000250 1.18 3.24 2.35 3.33 

PLACE4000252 1.06 4.99 2.25 1.92 

PLACE4000259 4.42 11.95 18.1 14.47 

PLACE4000261 0.87 10.29 1.07 2.03 

PLACE4000264 15.86 24.96 36.9 11.96 

PLACE4000269 3.48 3.71 7.95 4.62 

PLACE4000270 0.43 1.42 1.87 1.75 

PLACE4000281 17.84 20.97 44.05 32.93 

PLACE4000300 0.67 2.06 2.04 3.21 

PLACE4000320 1.33 5.86 3.1 2.84 

PLACE4000323 1.63 7.43 5.13 4.03 

PLACE4000326 1.8 10.98 5.67 5.72 

PLACE4000344 0.22 5.75 2.62 1.66 

PIACE4000347 4.7 3.82 13.93 16.83 

PLACE4000354 3.18 6.29 10.68 5.17 

PLACE4000367 0.79 2.97 1.71 0.87 
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3.97 2.36 1.99 1.96 0.82 

6.66 5.44 5.94 7.55 5.07 
5.86 2.11 1.28 0.84 1.12 

5.58 1.32 1.81 1.02 1.63 
17.08 75.17 59.11 80.22 58 

0.7 1.53 1.17 0.83 1.4 

4.13 8.51 5.29 6.38 5.87 

2.28 4 2.27 2.6 1.82 

3.55 2.8 1.16 1.86 0.78 

29.13 33.54 23.65 21.92 24.83 

5.59 3.33 3.27 3.92 2.51 
7.39 21.01 17.68 28.21 16.79 

4.33 2.15 1.52 2.83 1.14 

5.43 9.98 7.62 6.99 6.27 
3.65 23.28 15.51 24.53 16.04 
7.39 9.55 8 7.21 4.63 

4.34 3.26 4.15 6.07 4.34 
98.04 201.25 113.83 170.96 145.31 

9.6 10.17 10.92 13.21. 9.22 

7.83 16.5 14.66 16.62 15.05 

4.69 3.41 1.95 3.88 1.69 

1.6 4.07 2.74 3.1 2.08 
5.39 10.92 11.65 15.08 6.37 

3.44 16.06 12.78 20.63 11.2 
6.17 9.07 12.43 8.68 14.11 
4.28 1.27 1.67 1.61 1.22 
5.69 2.46 3.04 3.68 2.32 
6.72 1.97 3.15 2.41 2.15 
7.22 7.04 3.9 5.96 5.44 
0.61 0.15 0.4 0.81 -0.25 

2.98 5.22 4.44 5.82 3.83 
3.33 3.33 1.5 3.02 2.74 
4.24 0.84 1.2 1.44 1.58 

4.67 1.02 1.43 1.11 1.16 
6.4 7.48 5 7.01 6.07 

5.7 2.47 1.35 2.48 1.47 
4.06 2.92 0.76 1.29 0.67 

8.68 13.83 13.46 14.26 13.77 
3.02 1.11 2.2 1.4 1.12 
2.74 3.31 3.21 3.55 3.07 

16.53 27.36 24.54 24.57 24.76 

4.15 1.13 0.59 1.89 0.79 

4.59 1.61 0.39 0.93 0.32 

6.11 2.25 3.17 2.76 2.09 

2.58 2.27 2.92 3.39 3.84 * + 

3.24 3.11 2.41 3.19 2.84 

17.79 26.55 25.98 30.03 34.87 

3.61 2.22 4.04 3.96 2.54 

12.48 15.66 16.87 18.78 20.64 

6.45 2.11 1.67 2.85 2.73 
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PLACE5000152 0.42 4.49 1.23 1.61 1.95 1.57 

PLACE5000154 18.23 23.5 45.06 21.81 25.65 31.8 

PIACE5000155 3.35 2.81 5.51 3.94 2.78 4.87 

PLACE5000165 3.78 4.4 6.67 4.51 5.99 5.82 

SKNMC1000004 9.7 11.62 16.77 10.19 12.16 13.96 

SKNHC1000011 1.82 8.58 4.12 5.89 3.95 6.77 

SKNMC1000013 0.51 6.69 1.13 1.21 2.14 1.44 

SKNMC1000014 1.28 4.18 3.22 3.77 6.37 3.96 

SKN1C1000018 3.42 5.19 5.25 5.51 5.68 3.44 

SKNIC1000020 0.95 4.03 3.46 3.6 4.68 4.56 

SKNMC1000046 2 3.17 3.48 3.95 3.26 2.55 

SKNMC1000050 4.99 8.04 10.32 5.4 6.28 6.12 

SKNMC1000062 9.79 12.6 20.18 19.2 15.42 18.73 

SKNMC1000075 1.45 4.3 2.01 1.98 1.89 2.92 

SKNMC1000082 1.12 4.39 2.13 1.85 1.78 2.39 

SKNMC1000091 4.54 7.52 7.95 11.74 12.86 12.77 ** + 

SKNMC1000099 0.33 4.29 1.98 1.32 0.65 1.18 

SKNMC1000104 1.13 4.24 3.45 1.47 3.14 2.43 

SKNMC1000113 0.97 1.83 1.2 1.74 2.63 0.89 

SKNMC1000119 1.73 2.64 5.07 4.48 5.34 4.67 

SKNMC1000142 0.04 2.87 0.99. 1.27 0.75 1 

SKNMC1000170 0.91 4.75 2.34 1.71 1.49 1.11 

SKNMC1000178 3.02 8.39 7.08 5.77 9.65 9.02 

SKNMC1000194 0.63 9.82 1.51 0.61 1.73 1.3 

SKNMC1000198 1.35 11.01 3.33 2.65 2.1 2.88 

SKNMC1000225 1.35 6.44 2.97 2.39 3.4 3.26 

SKNHC1000249 0.49 2.14 0.75 0.57 0.51 0.52 

SPLEN1000007 0.74 2.15 2.11 1.7 2.26 1.99 

SPLEN1000012 0.39 1.9 1.72 1.19 0.8 0.84 

SPLEN1000014 1.78 4.4 4.9 5.75 4.33 3.99 

SPLEN1000036 4.95 11.64 24.32 20.56 27.73 21.68 

SPLEN1000059 0.04 6.69 1.06 0.91 1.79 1.47 

SPLEN1000068 1.68 10.81 5.71 5.79 5.17 5.64 

SPLEN1000072 1 8.5 4.7 2.82 3 2.21 

SPLEN1000101 20.01 18.4 45.64 29.93 25.24 12.63 

SPLEN1000108 0.56 1.54 0.98 0.75 1.11 0.76 

SPLEN1000113 1.33 2.27 3.04 2.72 4.13 3.04 

SPLEN1000114 2.97 4.19 6.03 3.59 4.76 6.32 

SPLEN1000132 0.85 4 1.72 2.25 2.67 1.99 

SPLEN1000135 3.13 8.76 14.93 11.12 15.28 10.52 

SPLEN1000136 12.41 21.47 15.14 20.24 27.48 21.8 

SPLEN1000141 2.26 7.07 10.79 4.03 5.41 4.51 

SPLEN1000164 2.49 3.79 8.58 3.98 5.88 7.61 

SPLEN1000166 0.4 2.9 2.96 1.67 1.19 1.68 

SPLEN1000175 2.16 4.48 6.1 5.65 4.12 4.15 

SPLEN1000182 0.98 2.66 0.23 0.83 6.6 0.67 

SPLEN1000185 3.41 8.49 8.54 11.38 10.43 11.95 

THYHU1000004 10.22 14.07 20.43 22.34 22.76 23.6 

THYMU1000009 9.48 10.13 14.9 13.48 23.86 22.1 

TDYMU1000015 8.87 10.42 16.18 19.25 22.21 20.8 * + 
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THYMU1000016 
THYHU1000023 
THYM01000034 
THYMU1000035 
TBYMU1000037 
THYMU1000042 
THYMU1000047 
THYMU1000080 
THYMU1000094 
THYMU1000109 
THYMU1000127 
THYMU1000130 
THYMU1000137 
THYHU1000146 
THYMD1000159 
THYMU1000163 
THYMD1000167 
THYID1000186 
THYR01000017 
THYR01000026 
THYR01000034 
THYR01000035 
THYR01000036 
THYR01000040 
THYR01000061 
THYR01000067 
THYR01000070 
THYR01000072 
THYR01000084 
THYR01000085 
THYR01000086 
THYR01000087 
THYR01000092 
THYR01000093 
THYR01000099 
THYR01000107 
THYR01000111 
THYR01000121 
THYR01000124 
THYR01000129 
THYR01000130 
THYR01000132 
THYR01000134 
THYR01000144 
THYR01000155 
THYR01000156 
THYR01000163 
THYR01000173 
THYR01000186 
THYR01000187 



6.24 5.96 

0.77 1.86 

0.16 1.77 

0.62 2.8 

1.53 4.15 

5.97 10.24 
2.72 6.03 
0.56 4.31 
2.77 3.47 

17.28 14.34 

2.75 5.95 

2.5 4.4 

3.53 7.18 

4.37 8.38 

5.43 9.51 
5.85 12.26 
2.39 3.02 
0.69 1.05 
0.94 3.45 
1.56 5.63 
0.49 4.16 
0.86 4.84 
0.93 8.32 
2.58 7.02 
2.01 1.91 

1.98 2.8 
1.26 2.09 
1.33 3.37 
8.07 12.69 

1.44 5.66 
-0.05 5.46 

0.72 3.86 

2.32 5.1 
0.35 3.24 
0.45 2.53 

0.5 2.95 

0.85 4.58 

1.33 5.72 
0.27 5.55 
0.36 2.1 
1.82 3.11 

2.4 3.62 

1.5 4.07 
1.72 4.78 

1.6 4.1 
1.13 6.53 
3.62 8.42 
1.19 4.45 
1.98 3.24 

2.7 3.58 
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13.03 10.3 

3.6 5.22 

1.8 0.79 

0.97 1.17 

2.11 2.06 
12.23 12.03 

6.72 6.04 

2.6 3.26 
7.91 9.17 

111.37 98.05 

10.76 8.18 

4.55 6.69 

10.26 12.67 

6.52 8.29 

16.37 12.4 

37.58 45.53 

4.73 4.89 
1.45 1.31 
2.54 2.02 
4.02 3.96 
1.59 1.99 
1.34 2.29 

4 3.08 

4.76 4.66 

3.07 3.53 

5.12 3.37 
3.59 2.65 
4.22 2.54 

22.39 2.99 

3.99 2.42 

1.74 0.89 
1.01 0 
4.66 3.75 
0.83 1.54 
2.73 2.8 

2.7 2.86 
1.78 1.4 
2.52 1.94 
0.64 0.86 
0.11 0.94 

3.13 3.85 
9.43 11.14 
3.22 4.06 
3.15 7.87 
1.45 1.77 
3.62 2.45 
5.28 4.76 
2.26 3.33 
7.86 6.91 

5.3 4.92 
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8.45 9.38 
3.68 3.6 
0.88 0.14 
0.95 1.31 

2.81 1.45 
13.98 13.28 

7.77 7.23 

1.85 2.11 

8.35 4.55 
142.29 93.04 

9.98 6.74 

6.07 4.94 

18.55 13.05 * + 

7.46 7.74 
15.15 13.27 
58.37 36.93 

6.79 3.97 

2.45 0.66 

3.54 2.11 

4.82 3.36 
2 1.82 

2.48 2.11 

4.36 5.59 

4.83 4.93 

3.8 2.61 
4.14 3.3 

3.85 3.45 

4.08 2.06 
5.61 4.42 

3.86 2.85 
1.18 1.15 
0.58 0.17 
4.43 4.5 
1.27 0.95 
1.67 2.39 
3.22 2 
2.06 2.36 

2.4 2.95 

0.89 0.64 

1.11 0.92 

3.01 2.39 

6.99 6.26 
3.65 3.73 

7.09 2.33 

1.9 2.23 
4.29 2.58 
6.63 2.24 
1.36 2.75 

6.84 6.35 
6.24 5.22 
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THYR01000190 1.12 3.32 2.94 3.73 4.55 2.71 

THYR01000196 0.3 5.28 0.81 0.66 1.21 0.52 

THYR01000197 2.05 7.28 4.69 4.08 6.24 3.89 

THYR01000199 0.76 6.28 4.13 1.93 2.08 1.98 

THYR01000206 8.47 6.92 9.25 8.44 11.6 7.5 

THYR01000221 1.9 3.17 4.42 4.02 5.87 4.54 

THYR01000222 3.65 4.26 4.23 4.68 4.96 4.93 * + 

THYR01000228 0.81 3.67 2.85 2.24 3.04 2.94 

THYR01000241 1.76 3.7 6.29 4.62 5.54 4.01 

THYR01000242 0.63 4.16 4.46 2.49 2.56 2.62 

THYR01000246 1.61 5.5 3.9 3.43 4.7 3.91 

THYR01000253 1.07 4.05 1.73 1.99 3.35 2.31 

THYR01000270 1.15 5.12 1.39 1.22 2.5 1.26 

THYR01000279 0.42 2.84 0.25 0.65 1.01 0.58 

THYR01000285 2.75 4.65 7.31 7.03 7.75 4.88 

THYR01000288 7.76 7.59 11.77 5.68 5.07 7.22 

THYR01000296 4.18 6.04 6.22 7.4 11.24 8.96 * + 

THYR01000320 1.54 5.83 4.97 3.65 4.45 3.34 

THYR01000322 1.1 5.48 2.48 1.76 3.93 1.76 

THYR01000327 1.75 7.69 4.77 6.21 5.23 4.41 

THYR01000343 2.5 6.12 5.35 5.06 5.04 6.13 

TBYR01000345 1.36 7.34 11.92 7.82 5.84 9.49 

THYR01000358 1.82 3.39 3.08 1.92 2.32 1.54 

THYR01000368 0.76 2.39 2.73 1.43 2.82 0.58 

THYR01000375 3.2 7.03 4.79 7.38 6.09 9.77 

TBYR01000381 0.92 2.88 2.19 3.87 3.11 2.74 

THYR01000387 0.98 6.66 3.22 2.53 3.56 2.51 

THYR01000394 1.31 9.88 4.59 4.29 5.19 2.61 

THYR01000395 0.8 10.44 2.26 1.97 2.07 2.02 

THYR01000400 0.57 8.1 2.82 2.35 2.96 2.52 

THYR01000401 0.86 1.94 2.5 1.87 1.16 1.57 

THYR01000407 1.97 2.3 1.36 1.37 1.58 0.55 

THYR01000420 1.8 2.67 4.46 3.52 3.53 3.39 

THYR01000438 1.78 4.37 3.26 2.94 3.33 3.15 

THYR01000452 2.62 7.99 6.45 3.71 5.75 4.38 

THYR01000455 0.32 6.67 2.31 0.25 0.97 0.87 

THYR01000471 0.99 8.03 2.05 1.11 2.08 1.02 

THYR01000481 1.33 6.23 4.68 3.79 3.45 4.55 

THYR01000484 1.2 1.42 2.41 2.35 3 2.21 

THYR01000488 1.18 2.64 2.44 1.49 2.02 1.7 

THYR01000501 1.12 4.01 2.78 3 1.92 1.82 

THYR01000502 0.34 3.7 1.69 1.79 1.44 1.2 

THYR01000505 0.13 4.64 1.19 1.14 1.02 0.6 

THYR01000535 11.1 20.54 39.24 54.13 69.59 62.96 * + 

THYR01000556 i.89 6.36 4.13 3.77 5.17 3.69 

THYR01000558 0.25 2.82 1.12 1.16 0.81 0.61 

THYR01000569 2.88 4.12 6.05 5.78 4.46 4.88 

THYR01000570 2.31 3.28 8.46 8.53 6.04 3.49 

THYR01000572 0.43 2.04 1.11 0.17 0.97 -0.42 

THYR01000573 0.69 4.02 1.73 2.02 2.2 1.78 
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9.03 15.1 10.07 * + 

10.01 11.47 8.95 

4.49 7.87 6.01 

15.65 26.64 29.58 * + 

1.75 1.48 1 
1.62 1.46 0.82 
2.43 3.13 2.29 

30.37 37.42 35.89 

1.76 1.57 0.82 
0.43 1.38 1.46 
2.33 2.11 1.9 
2.38 2.53 2.24 
1.16 1.5 0.87 

1.85 2.79 1.48 
4.73 5.26 4.64 
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4.02 3.68 3.68 
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THYK01001194 1.05 2.62 4.96 4.89 4.57 2.31 

THYR01001204 2.17 3.58 4.27 4.03 4.74 4 

THYR01001205 5.76 10.65 20.23 18.54 19.57 20.9 

THYR01001213 1.21 4.69 4.44 3.12 3.21 2.33 

THYR01001224 3.59 8.25 6.37 9.92 12.69 10.55 * + 

THYR01001237 2.82 6.25 4.99 3.61 4.53 4.46 

THYR01001242 9.74 11.65 19.04 20.02 19.98 20: 46 

THYR01001258 2.08 5.45 3.58 3.33 2.05 2.66 

THYR01001262 0.86 2.64 3.38 2.36 3.61 2.69 

TBYR01001266 0.15 2.39 1.02 0.97 1.64 0.66 

THYR01001271 1.85 4.12 4.12 2.46 2.77 2.97 

THYR01001287 7.3 8.3 39.26 30.14 43.68 26.2 

THYR01001290 0.38 3.25 1.14 1.15 1.35 0.36 

THYR01001291 0.96 7.17 4.38 4.31 4.97 3.5 

THYR01001297 3.05 8.04 6.14 6.85 7.47 9.18 

THYR01001302 1.72 5.59 5.17 3.8 3.71 3.5 

THYR01001313 1.61 2.33 2.91 2.91 2.62 1.48 

THYR01001320 1.76 2.52 5.31 5.07 5.74 4.83 

THYR01001321 2.25 2.65 4.3 2.48 4.23 4.23 

THYR01001322 1.34 3.93 3.34 1.75 2.67 2.01 

THYR01001327 1.29 6.01 4.18 1.4 3.89 2.49 

THYR01001336 1.89 6.84 6.72 4.62 4.43 4.18 

THYR01001347 0.43 4.12 3.35 1.85 2.81 0.65 

THYR01001358 2.57 5.74 4.52 4.3 5.75 5.1 

THYR01001363 0.8 2.15 1.52 2.09 2.24 2.28 

TBYR01001365 0.86 3 1.6 2.19 2.6 1.96 

THYR01001374 1.85 4.45 12.86 9.4 13.01 6.21 

THYR01001401 1.76 5.33 4.89 5.39 7.86 6.29 

THYR01001403 1.26 5.15 3.22 3.22 4.42 3.94 

THYR01001405 6.99 12.5 10.86 6.69 8.56 10.63 

THYR01001406 15.73 14.87 27.69 21.36 22.77 21.36 

THYR01001411 4.49 5.46 10.08 8.93 12.44 8.12 

THYR01001420 11.55 15.25 47.52 42.01 44.49 49.87 

TEYR01001426 3.42 5.56 8.83 9.32 12.77 11.18 

THYR01001430 6.97 6.54 10.84 11.13 11.7 13.81 

THYR01001434 0.68 5.19 2.11 2.08 4.23 1.73 

THYR01001456 1.74 6.05 2.63 2.89 2.66 2.4 

THYR01001457 1.71 4.72 2.04 2.95 4.7 2.67 

THYR01001458 0.95 5.44 6.11 6.13 9.17 7.23 

THYR01001459 4.54 5.07 9.42 7.18 9.87 14.21 

THYR01001471 0.91 2.07 1.93 2.36 2.91 1.64 

THYR01001478 0.58 3.09 1.34 0.95 2.61 2.75 

THYR01001480 5.4 10.53 13.62 14.79 15.94 15.57 

THYR01001481 2.95 8.64 7.24 4.91 7.76 7.13 

THYR01001487 1.36 5.51 3.52 4.1 2.67 3.48 

THYR01001495 2.06 5.57 5.43 5.06 9.4 7.55 

THYR01001498 5.39 8.08 13.42 11.59 16.38 19.6 

THYR01001510 1.67 2.88 1.59 1.65 2.57 3.35 

THYR01001512 26.7 26.97 110.28 56.03 90.95 68.54 

THYR01001519 5.92 7.77 11.05 8.91 5.75 10.38 
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(1212) #M 2002-191363 

2421 2422 

THYR01001817 8.69 18.33 24.88 22.11 22.77 25.27 

THYR01001819 4.68 8.46 9.01 7.84 10.46 6.77 

THYR01001828 21.89 24.53 104.32 106.68 121.95 68.55 

THYR01001854 6.67 6.12 12.45 13.43 15.86 13.31 

THYR01001895 0.85 1.31 2.52 3.54 4.31 1.28 

THYR01001907 2.16 3.08 3.37 3.9 4.53 2.74 

TRACH1000006 2.51 5.87 6.63 4.34 3.46 3.22 

TRACH1000013 1.53 4.65 3.68 2.55 3.33 2.65 

TRACH1000074 2.65 6.75 6.09 7.5 7.26 4.77 

TRACH1000095 0.28 5.66 2.23 2.46 1.48 1.11 

TRACH1000102 2.42 6.66 4.09 5.79 5.04 3.65 

TRACH1000108 1.1 1.01 2.05 1.75 2.49 1.09 

TRACH1000126 0.96 1.75 2.71 1.82 3.79 2.54 

TRACH1000146 1.3 2.67 2.31 3.02 5.18 3.75 

TRACH1000160 0.61 4.06 1.5 1.47 1.76 0.72 

TRACH1000184 4.45 7.16 10.16 7.47 8.73 5.69 

VESEN1000004 0.69 5.55 3.19 2.56 2.95 2.02 

VESEN1000007 0.93 5.32 2.94 2.38 3.45 2.94 

VESEN1000013 5.96 10.11 16.78 10.76 11.25 13.88 

VESEN1000028 5.2 7.5 9.88 13.18 11.71 14.08 * + 

VESEN1000059 1.55 2.88 2.1 3.38 2.82 2.27 

VESEN1000100 1.96 3.22 3.35 3.49 4.58 3.59 

VESEN1000107 0.88 4.84 2.88 3.12 2.9 2.48 

VESEN1000117 1.63 6.43 2.46 2.16 2.7 1.79 

VESEN1000122 1.52 5.34 1.24 4.79 4.51 4.5 

VESEN1000137 0.76 5.47 1.92 1.75 3.33 1.65 

VESEN1000195 7.79 7.93 11.67 8.42 7.51 10.27 

VESEN1000215 1.48 3.03 2.06 2.67 3.84 1.87 

VESEN1000279 8.71 11.32 18.49 22.93 23.38 34.68 * + 

VESEN1000363 3.52 6.07 9.99 7.2 9.06 4.59 

VESEN1000388 2.55 6.48 3.31 4.17 3.75 6.7 

VESEN1000394 0.44 7.11 2.33 2.37 2.55 2.36 

VESEN1000410 1.11 5 1.78 2.36 2.71 3.69 

VESEN1000411 2.37 4.95 5.08 6.76 7.55 9 * + 

VESEN1000415 1.54 2.64 4.03 5.57 3.92 5.29 

VESEN1000440 7 5.53 7.81 3.79 9.4 12.22 

VESEN1000452 1.22 3.65 2.33 2.91 3.97 4.11 

VESEN1000539 191.54 185.28 334.6 389.84 403.89 547.31 * + 

VESEN1000554 0.67 6.47 1.43 1.47 2.55 1.58 

VESEN1000557 4.22 7.94 7.73 6.55 9.07 10 

VESEN1000575 7.49 9.75 16.33 11.95 11.73 14.8 

VESEN1000585 1.69 4.49 3.37 2.53 . 2.93 3.08 

VESEN1000592 1.58 2.31 1.58 2.02 1.83 1.46 

VESEN1000658 1.96 3.56 4.45 5.86 3.91 4.91 

VESEN1000669 8.43 10.02 16.35 15.06 14.17 15.51 

VESEN1000743 0.97 3.3 2.52 1.99 3.37 3.21 

VESEN1000752 37.43 51.51 72.35 49.32 57.03 57.96 

VESEN1000761 13.48 18.17 19.37 24.6 33.21 31.28 * + 

VESEN2000039 10.45 15.98 15.56 13.56 18.3 20.1 

VESEN2000102 0.4 3.99 1.6 1.21 1.51 1.61 
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VESEN2000164 
VESEN2000175 
VESEN2000186 
VESEN2000199 
VESEN2000200 
VESEN2000204 
VESEN2000218 
VESEN2000230 
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VESEN2000299 
VESEN2000323 
VESEN2000327 
VESEN2000328 
VESEN2000330 
VESEN2000336 
VESEN2000354 
VESEN2000378 
VESEN2000379 
VESEN2000397 
VESEN2000416 
VESEN2000420 
VESEN2000430 
VESEN2000448 
VESEN2000449 
VESEN2000456 
VESEN2000562 
VESEN2000573 
VESEN2000604 
VESEN2000614 
VESEN2000638 
VESEN2000641 
VESEN2000645 
Y79AA1000013 
Y79AA1000030 
Y79AA1000033 
Y79AA1000037 
Y79AA1000041 
Y79AA1000059 
Y79AA1000065 
Y79AA1000081 
Y79AA1000127 
Y79AA1000130 
Y79AA1000131 
Y79AA1000134 
Y79AA1000143 
Y79AA1000144 
Y79AA1000150 
Y79AA1000153 
Y79AA1000166 
Y79AA1000179 



2.45 3.52 

0.57 2.64 

3.77 5.53 

8.94 13.26 

0.5 4.97 

0.48 12.7 

6.66 20.26 

0.84 7.4 

2.29 4 

1.99 2.97 

4.51 8.12 

3.16 5.8 
5.44 8.02 
6.39 15.42 
0.82 8.97 

1.56 8.24 

7.17 8.87 
19.87 23.02 

0.72 2.38 

2.83 3.88 

1.08 3.58 

0.51 6.68 

0.51 6.87 

2.43 8.07 

0.74 0.87 

4.07 3.42 
0.18 1.75 
1.73 3.44 
4.16 9.02 
0.48 5.92 
0.83 3.69 

2.18 5.29 

2.57 2.7 
1.79 4.06 
2.87 6 
1.38 3.36 
1.05 5.16 
1.69 5 

24.06 28.99 

39.47 49.78 

4.08 4.21 
2.24 2.48 

507.64 569.21 

1.99 4.93 

3.58 8.79 
4.63 10.79 

18.39 22.18 

183.67 191.4 

2.13 2.25 

2.58 3.76 
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4.8 5.55 

1.94 3.03 

6.53 6.68 
21.75 19.58 

2.78 3.03 
1.02 0.98 

19.48 21.37 

1.45 2.74 

8.92 7 

3.2 3.3 

8.37 8.91 
4.42 3.62 

11.88 8.73 

14.7 14.59 

2.54 3.46 
2.48 1.53 

14.57 13.23 

44.55 49.13 

1.24 1.36 

4.41 5.74 

1.94 0.95 

1.53 2.06 

1.73 2.12 

6.59 8.3 

2.11 1.54 

17.42 13.67 

1.75 1.04 
2.24 2.04 

14.64 13.54 

1.98 1.33 

1.34 1.95 

5.38 5.91 
4.33 3.45 
4.52 3.24 

8.4 8.37 

5.71 4.84 

3.79 4.73 
4.09 3.88 

52.25 82.48 

73.62 113.19 

5.8 8.42 

5.76 6.61 
946.04 769.75 

4.21 5.63 

4.83 9.98 

10.59 11.02 

84.69 93.5 

436.64 423.46 

4. 15 3. 52 

4.2 6.85 
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Y79AA1000962 
Y79AA1000963 
Y79AA1000966 
Y79AA1000967 
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Y79AA1000969 
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1.22 4.45 
18.6 26.86 

18.52 19.25 
8.62 8.82 

3.32 5.67 
0.91 3.18 
1.43 4.72 
1.99 5.6 
9.39 12.84 

21.59 22.49 

22.11 22.21 

59.2 62.64 
2.27 4.16 
3.37 5.89 

5.37 7.82 
0.83 6.11 

4.23 8.79 
0.19 2.88 
1.78 2.46 

11.65 12.62 
1.1 4.78 
4.56 7.82 
1.53 7.79 
2.62 6.14 
3.46 6.39 

8.19 13.08 
7.1 7.08 
3.11 8.34 
3.59 5.61 

27.75 38.61 
4.64 7.8 

1.38 4.15 
3.7 5.23 

8.53 13.38 
2.22 4.68 
2.27 2.91 
0.86 2.76 
0.57 3.33 
1.21 5.5 
6.81 8.66 

1.33 5.3 
5.69 11.3 
1.87 3.28 
1.64 4.75 
3.55 6.93 

52.59 51.46 

6.1 11.21 

0.68 11.46 

4.46 12.86 

4.62 13.93 
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3.18 2.9 

35.93 31.61 
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33.82 34.47 
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2.29 1.22 

10.87 11.14 
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17.46 24.14 
17.15 14.69 
11.07 5.01 
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9.94 11.53 
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Y79AA1001240 8.74 8.6 13.75 9.13 6.68 3.01 

Y79AA1001255 10.37 12.22 22.61 12.47 7.51 6.57 

Y79AA1001264 3.63 5.15 4.49 7.73 8.59 8.75 ** + 

Y79AA1001272 10.81 13.63 17.47 21.56 20.67 21.32 * + 

Y79AA1001281 0.45 4.95 1.89 1.42 1.81 0.95 

Y79AA1001299 2.49 11.34 9.06 9.9 9.26 9.81 

Y79AA1001312 2.49 10.36 5.17 2.15 4.77 4.14 

Y79AA1001319 3.34 11.88 5.27 7.23 6.05 7.15 

Y79AA1001323 1.22 1.16 2.09 1.11 1.55 0.89 

Y79AA1001328 2.04 3.18 3.62 4.66 4.48 4.05 * + 

Y79AA1001343 154.19 151.55 345.05 304.88 394.54 265.65 

Y79AA1001351 0.81 2.77 1.67 0.03 1.26 0.96 

Y79AA1001364 1.65 6.07 4.03 3.39 4.43 3.6 

Y79AA1001367 2.16 7.41 2.93 3.09 5.34 3.19 

Y79AA1001384 0.5 5.14 1.98 0.73 1.15 0.94 

Y79AA1001391 0.59 3.73 2.88 1.35 1.65 1.2 

Y79AA1001394 3.12 4.66 12.92 10.94 9.56 10.94 

Y79AA1001402 2.77 3.7 5.95 5.65 5.09 4.14 

Y79AA1001410 0.82 2.78 2.33 2.06 2.31 2.25 

Y79AA1001414 2.76 7.5 7.59 11.08 10.73 10.06 * + 

Y79AA1001426 0.61 4.36 2.61 1.5 1.43 1.82 

Y79AA1001427 14.22 13.44 86.36 59.92 88.36 63.53 

Y79AA1001430 11.28 16.98 20.98 29.04 34.03 34.38 ** + 

Y79AA1001439 16.22 21.53 33.42 45.02 43.74 43.1 * + 

Y79AA1001485 1.65 2.51 4.38 4.85 3.88 3.57 

Y79AA1001493 1.29 2.3 3.43 2.43 2.35 2.46 

Y79AA1001511 4.79 8.57 11.05 9.39 9.11 6.47 

Y79AA1001523 2.64 6.57 5.08 8.74 7.37 6.1 

Y79AA1001530 7.46 11.69 22 41.43 36.37 36.07 ** + 

Y79AA1001532 5.12 7.35 6.69 10.49 14.82 12.9 * + 

Y79AA1001533 1.84 4.89 2.53 4.15 4 4.19 

Y79AA1001541 2.82 5.89 7.54 7.23 5.08 7.34 

Y79AA1001548 4.25 4.84 9.82 10.46 7.37 7.1 

Y79AA1001555 2 2.55 3.65 4.7 5.28 4.25 * + 

Y79AA1001562 7.76 10.11 17.15 14.07 16.16 10.83 

Y79AA1001581 2 5.05 4.47 5.1 7.01 3.54 

Y79AA1001585 3.18 7.38 10.96 9.72 10.93 8.05 

Y79AA1001592 2.61 7.38 5.97 8.15 8 7.02 

Y79AA1001594 0.76 4.73 3.85 1.96 3.24 1.73 

Y79AA1001603 56.74 70.81 153.14 131.56 112.16 107.66 

Y79AA1001613 3.74 3.52 14.81 13.12 15.36 10.66 

Y79AA1001630 0.71 2.36 1.73 1.14 2.64 0.67 

Y79AA1001647 1.96 3.57 2.47 4.14 4.32 2.65 

Y79AA1001664 4.67 8.39 11.43 8.96 10.01 8.73 

Y79AA1001665 1.39 6.4 3.73 4.67 4.71 3.75 

Y79AA1001679 8.92 15.94 20.71 20.53 26.67 25.35 

Y79AA1001692 1.87 5.55 3.95 3.99 3.95 3.51 

Y79AA1001696 1.97 6.49 2.77 1.83 2.63 2.55 

Y79AA1001705 6.09 6.44 10.39 7.62 7.92 7.85 

Y79AA1001711 16.17 12.34 29.74 13.73 23.83 21 
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1.17 
0.31 
1 
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1.23 
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2.25 
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3.37 
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0.86 
1.38 
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2.29 
0.12 
9.33 
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19.1 
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9.6 
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2.53 
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6.38 
4.33 

33.54 

10.11 
0.97 

10.16 
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15.19 
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3.24 
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1.17 
11.05 
118.34 
1.92 
3.86 
42.46 
7.92 
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2.94 
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42.93 
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4.42 
23.72 
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7.32 
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1.42 
5. 15 

75.35 
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9.9 
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1.17 

11.15 

16.79 
2.52 
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179.6 165.55 282.48 224.96 

2.89 2.86 3.34 1.91 

2.03 2.73 1.75 2.06 
4.54 3.73 3.73 2.98 
1.71 2.77 1.88 1.43 

27.67 33.34 30.01 23.08 

2.13 1.46 2.92 3.26 

5.25 5.28 5.68 6.17 
2.98 6.54 5.58 6.6 
3.39 4.43 6.49 4.7 

7.37 7.45 7.03 6.95 
2.18 1.67 2.55 2.31 
9.29 8.81 6.4 7.6 

7.84 5.41 2.2 4.93 
0.78 0.77 1.29 1.15 

1.04 1.83 1.53 1.34 
51.01 42.61 51.16 43.17 

4.33 4.79 3.09 4.73 

17.69 27.61 29.67 28.92 ** + 

8.34 18.27 10.12 17.85 * + 
1.56 1.7 2.2 1.54 

7.28 4.35 2.95 1.49 

3.94 6.88 6.3 3.96 

2.88 4.38 3.74 4.57 
2.09 1.8 2.24 1.65 

3.85 5.71 5.3 4.5 
6.53 7.38 7.54 7.43 

26.61 17.72 15.59 9.62 

2.87 4.89 4.19 4.14 * + 

9.75 13.06 14.2 4.41 

3.38 2.95 2.79 2.67 

3.94 4.29 7.74 6.88 

6.43 8.78 9.74 9.47 * + 

2.41 3.94 2.54 4.27 
2.92 3.99 4.19 2.7 
27.8 16.52 19.13 11.5 
3.22 2.96 3.91 2.73 
1.32 2.03 2.77 1.06 
1.79 0.76 1.05 1.2 

2.3 2.21 1.78 2.55 

3.43 5.71 6.04 5.45 

2.95 4.77 4.19 3.35 

2.89 3.5 3.38 3.06 
28.96 22.94 22.07 21.02 

3.26 2.47 4.54 1.55 
2.26 1.97 3.51 2.25 

2.42 1.59 1.97 1.43 
249.8 205.99 213.25 191.69 

4.91 2.2 3.6 3 

19.19 18.84 21.52 17.97 
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2 

2.3 

11.76 
1.75 

13. 69 
3.92 
12.7 
2.51 
1.45 
5.95 
4.54 
4.83 
5. 28 
4. 79 
4.8 
1.76 
6.18 
94.6 
6.02 

17.63 
2.82 
2.6 
3.18 
4.23 
2.95 

23.72 
7.94 
1.45 

15.07 
6.43 
2.76 
7.19 
4.2 
1.45 
3.04 



14.84 
15.9 
15. 76 
17.68 
8.54 
4.78 
9.99 
15.05 
23. 74 
6.64 
7.69 
3.09 
2.95 
2.72 
3.99 
6 

2.51 
89. 57 

7.51 
10. 76 
15.08 
97.16 

8.09 
1 

9.69 
4.62 
5.66 
3.24 
2.6 
3.14 
1.66 
7.04 
7.5 
26.68 
12. 37 
12.86 
2.21 
1.18 
2.89 
3.4 
7.17 
6.04 
5.79 
5.33 
2.58 
10.1 
17.18 
2.46 
24.88 
6.77 
6.76 
3.24 
3.99 
3.62 
16.85 
2.92 
2.92 
28.31 
11.92 
9.96 
4.29 
5.02 
2.21 
5.45 



15.66 
29.09 
11.35 
15. 72 
6.35 
2.23 
11.08 
16.69 
23.38 
10.23 
18.07 
2.48 
1.76 
2.94 
9.79 
7.59 
2.5 
85. 16 
6.18 
12.11 
18.68 
31.64 
12.01 
0.91 
8.27 
2.98 
3.28 
2.13 
3.1 
1.89 
2. 85 
4.88 
4.02 
23.37 
8. 18 
9.93 
0.46 
1.68 
9.69 
2.81 
5.87 
7.68 
2.35 
5.99 
9. 57 
7.28 
10.04 
2.38 
21.39 
7.19 
2.45 
2.79 
1.7 
2.32 
27.4 
6.71 
1.26 
27.46 
6.57 
2.29 
4.16 
6.07 
9.81 
2.56 
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HTHP 10007801 II. OS 

vnmwom i.a 

ITIRP1000795 21.21 



WHRP10OO797 



imRpiooows 

*T2RP1C00m 



PTT1RP10003J4 IMS 



1.87 
4.76 



S.S1 
IS. 4 
5. SI 
10.17 
14.49 



NT2RP1000S3S 
RTIRP1C00337 
HTZRP1000S46 14. 34 
ITT2RP10O0847 17. S3 
RT2RP100MSI 
ITT2RP10OOIS6 
RT2RP10O08SO 
HT2RP 1000902 
MT2RP1000903 
N12RP10O09O5 11.82 
ITT2RP1Q00915 IMS 
NT2RP10OOS16 
NT2RP10O0S21 
NT2RP10O0M3 
ITT2RP1000944 
NT2RP1000S47 
RTZRP10O09S4 
NT2RP10O09S8 
NT2RP10OOSS9 
NT2RP1 000966 
1TT2RP1000974 
NT2RP1000960 
NT2RP1000I81 
JTT2RP1000SU 
RTZRP100IB02 
NT2RP100ID04 
RT2RP10O1BO7 
ITT2RP1OOI0I1 
NT2RP 1001 Oil 
NT2RP1OOI014 
RT2RPIOO102O 
niRPI 001021 
IT2RP10O1027 
KT2IP10O1031 
RT2RP100IOSI 
KT2RP100I042 
VT2RP 1001045 
R72RPIOO1073 
RT2RP10OI079 
RT2RP10O1080 
RT2RP 10OI1 II 
RT2RPI00I1S9 
RT2RP 1001 171 
ITT2RP100117S 
IT2BP1001177 
RT2RP100118S 
RT2RPI001199 
JTT2RP 1001 205 
NT2RP1001215 
872RP1001225 
I72RP10O1245 
RT2RP1001247 
IT2RP1001248 
RT2RP1001251 
IT2RP100128I 
RT2RP1001Z94 



1.11 
6. SO 
S.14 
S. 32 



II. 28 

71. IS 

s.ss 

IS .68 
229.13 
8.73 
It. 81 
SI. 88 
30.03 

15. SI 
8S.I1 
14.14 
21.00 
23.42 

3.32 
S.IS 
5.98 
158.04 
13.02 
12.13 

16. OS 
5.55 
5. 67 
7.93 

63. SB 
9.83 
12.41 
38.47 
21.61 
57.87 
7. SI 
4.39 
62. SS 
10.79 
14.18 
13.52 
63.58 
17.01 
11.8 
S.59 
6.32 
15.25 
64.68 
5,14 
57.17 



11.29 
1.98 
12.88 
7.21 
7.42 
10.58 
4. 62 
13.91 
3.86 
2.83 
10.47 
21.93 
1.71 
23.9 
4.82 
7.91 
11.84 
8.69 
60.31 
82.51 
52.08 
5.16 
41.79 
162.3 
6.6 
9.06 
27.73 
20.71 
13.63 
82.27 
15.8 
10.38 
12.11 
4.11 
4.19 
6.54 
170.77 
IS. 54 
15.72 
14.19 
8.55 
4.8 
6.3 
56.62 
10.21 
18.41 
46. SI 
6.66 
45.61 
4.7S 
5.23 
45.96 
9.96 
11.88 
13.24 
72.48 
15.57 
18.2 
5.31 
1.12 
12.77 
116.5 
8.32 
32.23 



17.88 
4.82 
16.72 
12.88 
6.4S 
8.77 
S.4S 
14.59 
10.29 
13.29 
22.36 
45.89 
7.21 
24.75 
11.39 
13.65 
18,42 
16.54 
85.78 
69.7 
72.49 
12.72 
53.16 
242.56 
11.31 
19.99 
29.26 
21.11 
23.36 
107.69 
18.22 
16.08 
26.95 
12.34 
9.57 
6.16 
232.56 
16.26 
12.22 
18.27 
17.95 
13.77 
11.72 
65.69 
13.29 
17.37 
52.14 
17.31 
82.08 
14.77 
11.13 
57.66 
12.22 
11.53 
12.28 
94.49 
25.94 
17.52 
9.93 
10.27 
20.45 
77.1 
6.96 
60.31 



2002-191363 
2574 



11.55 
5.26 

13.54 
6.28 
6.35 
8.66 
7.S 
8.48 
7.94 
5.43 

10.56 

20.33 
5 

12.69 
9.47 
15.09 
14.24 
6.96 
SS.83 
73.31 
27.75 
6.58 
29.61 
211.36 
9.14 
13.3 
17.4 
23.97 
13.15 
76.1 
12.59 
11.96 
15.71 
5.67 
6. 91 
6.28 
168.44 
8.7 
15. 74 
13. S3 
9.25 
S.12 
6.43 
59.83 
6.26 
9.19 
22.17 
12.32 
49. 33 
8.2 
7.48 
12. 33 
S.4 
9.31 
9.53 
51.42 
10.31 
11.07 
6.03 
4.35 
IS. 52 
46.16 
7.42 
62.38 



12.19 
2.11 
7.34 
1.88 
6.26 
2.44 
3.18 
3.38 
2.S2 
1.86 
7.41 
17.15 
2.22 
7.5 
4.26 
8.49 
5.67 
4.86 
55.49 
86.67 
31.76 
8.6 
24.87 
169,7$ 
2.72 
9.58 
13.14 
20.83 
11.64 
68.69 
10.09 
7.25 
9.49 
1.55 
2.92 
2.04 



16.36 
4.2 
8.03 
$.78 
4.56 
6.18 
3.17 
6.31 
4.67 
3.66 
9.61 
15.75 
2.83 
6.85 
7.06 
17.09 
14.31 
6.4 
63. 74 
61.76 
38.72 
3.97 
30.98 
208.5 
5.18 
12.08 
15.25 
19.14 
14.93 
99.97 
13.46 
9.77 
11.37 
2.51 
2.64 
2.66 



147.11 154.65 
6 7.08 



11.78 

16.55 
6.73 
2.4 
4.31 

59.66 
4. 99 
7.47 

29.03 
7.25 
42.6 
4.64 
3.15 

25.13 
2.87 
7. 59 
6.65 

53.76 

11.47 
6.07 
2.96 
3.87 
14.1 

37.13 
3.69 

43.54 



16.3 
17.02 
6.98 
2.14 
2.18 
45.94 
6.96 
7.07 
25.48 
12.68 
51.52 
7.14 
1.42 
21.71 
3.22 
S.91 
5.34 
86. 93 
12.47 
5.97 
4.57 
3.01 
11.96 
24.55 
3.62 
78. 24 



157 



7.6 
3.73 
3.16 
3.95 
5.14 
5. 33 
4.S7 
7.69 
5. 98 
3.47 

13.44 
21.4 
3.04 
6.97 
6.81 
4. 79 

12.21 
5.28 
77.2 

61.76 

21.98 
6.26 
38.1 
187. 13 
2.4S 
6.14 
9.21 
9.71 
7.2 
80 

13. 72 
8.BS 
4. 78 
2.12 
2.01 
2. 36 
176. 28 
6. 95 
13.8 
6.93 
2.42 
1.77 
2.63 

71.71 
3.06 
4.73 

25.23 
6. 59 

16. 27 
4.3 
1.19 

19.56 
4.03 
7.44 
4.8 

52.32 
9.75 
4.13 
2. 73 
8.42 

13.33 
27.4 
3. 74 

53.21 



12.92 
3.14 
6.05 
3.02 
4.53 
5.66 
14.3 
5.15 
4.8 
3.54 
9.9 
13.37 
2.47 
4,96 
5.9 
9.4 
14.45 
5.14 
80.56 
46.45 
23.9 
4. 45 
30.4 
230.69 
4.94 
10. 85 
12.74 
14.32 
7. 22 
57.54 
16.48 
10.68 
9.9 
2. 77 
1.93 
4.56 
171.79 
5. 62 
9.3 
11.56 
5.11 
3.34 
5.21 
63.48 
4.58 
4.66 
15. 77 
12.92 
50. 38 
5.24 
2. 31 
17.05 
4.39 
8. 55 
3.41 
7$. 19 
16.75 
11.34 
3.24 
3.7 
13. 26 
9.2 
2.33 
40.65 



8.98 
3.38 
3.72 
3.35 
6.09 
4.12 
3 

4.86 
8.86 
3.43 
11.55 
15.38 
2. 36 
5.2 
5. 93 
9.51 
21.36 
5.21 
84.89 
66.88 
25. 92 
3. 75 
32.9 
113.69 
9. 97 
19.7 
9.9 
8.82 
7.83 
87.02 
19.72 
7.42 
15.94 
2.26 
1.56 
2.02 
185.19 
4.04 
14.27 
12.91 
S.43 
2.2 
2.62 
74.44 
3. 65 
S.19 
15. 65 
8.31 
44.76 
3.99 
1.17 
21.12 
5.3 
7.67 
1.43 
64. 87 
14.31 
3.6 
2.91 
1.09 
15.08 
25.15 
2.6 
41.49 
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2575 

VT7RP1QO1302 11.32 
RT28P10O1310 78.58 

impiooim 12.6 

miPIOQIIlI 47. 33 
8T2RP10O1324 11.11 
ITItP10O1349 
RT2RP1Q01361 
IT2IP1D01379 
RT2RP100I285 

mRPisouio 

RT2I1P1W1424 

miipioauu 

8T2RP1801449 
IT2RP1W1457 
■T2RP1001459 
Jir2RP1fi01466 
IT2RP10O1475 
■T2RP1001482 
IT2RP10O1494 
RT2RP1M15O0 

mapiQoisi7 
mjiPtaoiMQ 

8T2RPI00I541 
OT2RPT00IS46 

HT2RP1001553 
HT2RP1001555 
MTMP1001563 
HT2RP1001569 
»T2RP1001584 
WnRP1001599 
OT7RP1001I16 

mt2rpiqois54 

*TCRP1C0liB5 

unRPioowo 

NT2RP1001881 
HT2RP1C01I94 
M12RP20OO001 
UT2RP2OOOO06 
KT2RP20000Q7 
RT2RP2000O0B 
IIT2RP20000IO 

irnRPzooooii 

RT2RP2000027 
HT2RP200OO28 
HT2RP2000032 
HT2RP2000040 
KT2RP20O0O42 
K72RF2OOO045 
JTT2RP20008S1 
VT2RP20000S4 
I72RP20000S6 
N72RP200O9S7 
RT2RP2000867 



RT2RP2000974 
8T2RP2000D77 
MT2RP2OO0079 
IT2RP2000888 
VT2RP2000391 
8T2RP20O0O92 
VTT2RP20OM97 
NT2RP2OOO0B8 



8.81 

9. $4 
19.14 
24.68 

MS 
13. 37 
28.73 

9.84 
19.34 

23.3 
13.65 

1.39 
11.69 
15.19 

9.9$ 

9.06 
16.13 
28.09 
28.19 
12. 99 

8.32 
5.3 
54.78 
39.08 

3.98 



15.35 
77.83 
10.19 
35.38 
11.52 
8.34 
13.7 
11.62 
22.66 
15.28 
15.22 
25.67 
7.98 
21.85 
38.81 
11.79 
4.23 
17.65 
20.93 
5.63 
4.79 
18.45 
31.89 
IE. 33 
15.88 
14.7 
7.23 
52.6 
33.85 
1.69 



172.18 220.01 
4.12 3.82 



4.03 
14.62 
6.76 
6.69 
16.99 
9. 52 
R. 24 
9.03 
10.8 
5.65 
6.64 
9.38 
3.47 
4.74 
3. 24 
15.29 
21.14 
5.63 
13.61 
16.51 
6.15 
7.7 
7.84 



1.77 
9.64 
6.54 
7. 12 

16.82 
3. 33 
4.74 
6.67 
6.31 
3.68 
5. S3 

13.46 
3.05 
6.32 
7.28 
8.48 

15.48 
3.94 
9.89 

12.88 
6.7 
5.49 

15.12 



RT2RP2000070 522.83 440.99 



6.99 

14.55 
9.19 
17.05 
33.24 
0.22 
10.19 
14.34 



4.98 

10.4 
8.49 
20.22 
19.21 
2.2 
11.77 
13.24 



23.89 
107.95 
20.17 

51.6 
14.26 

6.01 
11.61 
15.33 
28.03 
10.88 
16. 93 
34.05 
12.22 
20.51 

37.3 
16.02 

6.84 
12.88 
20.15 
10.16 
11.52 

18.1 
28.58 
24.14 
15.41 
14.21 
13.14 
55.46 
48.64 

1.05 
188.04 

5.18 

2.09 
12.33 

6.08 

7.86 
24.49 

5.68 

6.49 

13.4 
17.13 

9.46 
11.05 
17. 26 

7.32 

6.74 

8.03 
26.46 
35.04 
13.32 

23.1 
19.57 
14.22 

9.31 
15.54 
557.3 
10.04 
23.49 
12.44 
26.56 
38.37 

2. 32 
12.54 
18.96 



11.61 
40. 93 
13.97 
18.55 
8.91 
6.09 
11.62 
13.1 
6.27 
10. 51 
6.65 
32.08 
6.88 
10.44 
24.2 
12.39 
7.44 
11.05 
19.85 
5.63 
5.37 
8.4 
25.07 
16.6 
9.88 
7.95 
7.37 
31.67 
38.88 
5.34 
20.64 
7.25 
6.09 
11.97 
8.07 
9.21 
14.39 
7.17 
6.13 
11.26 
11.11 
7.12 
6.98 
10.79 
6.1 
6.08 
10.28 
11.5 
11.42 
7.43 
13.04 
11.13 
6. 37 
7. 13 
18.12 
484.06 
7.01 
9.32 
8.77 
22.32 
24.16 
4.37 
11.39 
13.26 



7.14 

36.67 
8.87 

17.75 
7.65 
3.88 
6. 33 
6.47 
7.17 
4.01 

10.09 

24.11 
4.28 
6. 36 

13.72 
4.68 
4.36 

10.38 

11.71 
2.65 
1.85 
4.89 
16.6 

10.69 
3.03 

15.62 
4.11 

21.44 

21.62 
1.73 

11.47 
3.63 
1.64 
7.7 
4.13 
3.08 
5.58 
2.61 
5.87 
7.14 
4.66 
2.64 
2.63 
6.33 
1.45 
2.13 
5.6 
6.66 
8.01 
3.18 
8.32 
8.66 
4.1 
5.41 

16.74 



10.86 
35.03 
11.71 
13.75 
4.66 
4.38 
6.68 
9.99 
9.45 
1.7 
5.26 
29.55 
6.48 
4.06 
10.77 
6.82 
4.01 
6.52 
18.03 
3.16 
1.77 
3. 69 
22.78 
13.4 
7.01 
5.57 
4.11 
34.31 
23.16 
1.84 
16.54 
4. 97 
4 

10.52 
4.71 
4.08 
9.2! 
3.23 
4.89 
6.78 
9.86 
3.88 
4.35 
9.26 
4.19 
4.67 
7.28 
9.38 
11.22 
3.46 
9.72 
11.02 
4.09 
5.64 
10.35 
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449.31 610.82 
1.06 1.43 
7.18 
6.26 
20.65 
20.9 
1.08 
5.79 
6.07 

69/157 



6.26 
7.56 
23.39 
17.89 
1 

6. 17 
9. 



5.3 
13.95 
8.61 
4.5 
7 

3.75 
6.92 
7.99 

13.37 
3. 74 
5.57 

22.65 
5.04 
8.88 

10.68 
6.08 
2.12 
5.05 
11.8 
2.73 
2.31 
7.15 

25,04 
7.07 
6.04 
6.4 
3.58 

43. 17 
31.1 
1.66 

31.72 
3. SI 
2.04 
5.54 
3.98 
4.04 

11.12 
4.87 
6.42 
7.62 
8. 74 
3.74 
3.2 
5.31 
3.16 
3.21 
3. 26 
4.66 

12.48 
3.62 

10.33 
9.64 
7.75 
12.9 
9.45 
418.05 
1.54 
8.55 
6. 72 

19. 38 

11.58 
2.25 
7.35 
5.46 



9.24 

16.52 
11.48 
6.14 
7.07 
1.67 
4.67 
14.61 
13.91 
3.38 
5. 88 
15.99 
7.62 
5.68 
7.09 
9.05 
6.63 
12.24 
14.09 
3.52 
4.4 
5.46 
22. 39 
16.07 
9.72 
9.76 
3.77 
41.32 
26.26 
1.23 
38.4 
3.84 
2.76 
7. 93 
9.32 
6.22 
13.68 
4.47 
5.79 
8.34 
8.3 
5.6 
3.54 
3.23 
3 

1.66 
3.13 
6.35 

11.99 
5.2 
13.1 
7.6S 
7.98 
3.34 
6.54 
662.99 
3.61 
8.84 
6.46 

14.35 
9.95 
1.86 
3.3 
9.38 



8.54 

15.88 
8.2 
3.62 
7.14 
3.49 
4.6 
8.34 

22.49 
2.71 
7.15 

24.46 
6.96 
6.23 

13.11 
6.34 
4.(4 
6.54 

12.75 
2.73 
3.24 
6.44 

21.45 
9.64 
7.53 
9.48 
9.88 
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7.99 
12.79 
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6.71 
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11.51 













- 








II 












1 




- 


t 




- 


44 


t 




M 






1 




- 




4 




1 




- 


t 


44 






* 


- 


4 

M 


49 




$ 






♦ 


44 




M 


4* 


_ 


* 


• 




* 


• 






4 






1 


_ 




4 


- 




f 




♦ 






44 


4 




* 




- " 




• 




1 




- 


4 


4* 




4 






* 






t 


I 




4* 


1 






1 




** 


44 






1 






14 






4* 




t 


t* 




44 






44 


41 




• 






* 







[0 9 7 8] 



[*5 0 7] 



(1375) 



7.97 
8. IS 
8,84 
74. 22 
70. SI 

s. as 

14. 1 
IS. 18 
8.87 
9.19 
40.47 
11.82 
12.99 
28. 13 
12. 51 
6.S4 
8. OS 



2747 

Y79AAID01211 21. IS 

Y79AA100121! 128.68 
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Y79AAI001194 24.73 
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5.25 
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16.79 
11.14 
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T7MA1QO160I 18.54 
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F-NT2RP2003101 


0.13 


NT2RP2003799 


F-NT2RP2003799 


0.24 


NT2RP2004095 


F-NT2RP2004095 


0. 16 


NT2RP2004732 


F-NT2RP2004732 


0.18 


NT2RP2004920 


F-NT2RP2004920 


0. 15 


NT2RP2005454 


F-NT2RP2005454 


0. 09 


NT2RP2005776 


F-NT2RP2005776 


0. 19 


NT2RP2005806 


F-NT2RP2005806 


0. 27 


NT2RP2005882 


F-NT2RP2005882 


0.11 


NT2RP3001282 


F-NT2RP3001282 


0. 39 


NT2RP3001723 


F-NT2RP3001723 


0.22 


NT2RP3002099 


F-NT2RP3002099 


0.20 


NT2RP3003155 


F-NT2RP3003155 


0.29 


NT2RP3004028 


F-NT2RP3004028 


0. 13 


OVARC1000008 


F-0VARC1000008 


0.23 


0VARC1000724 


F-0VARC1000724 


0.27 


0VARC1000751 


F-0VARC1000751 


0.28 


0VARC1001029 


F-0VARC1001029 


0. 25 
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PLACE1000814 
PLACE1003030 
PLACE1005549 
PLACE1007218 
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F-PLACE1000814 
F-PLACE1003030 
F-PLACE1005549 
F-PLACE1007218 
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0.21 
0. 26 
0. 16 
0.30 



[0 9 8 5] 
IS 5 1 1] 



5' 

EM* 



5' 



3' *48K?iJ 



3' *S 



HEHBA1000497 
HEHBA1001750 
HEHBA1003854 
HEHBA1004193 
HEMBA1004860 
HEMBA1005572 
HEMBA1006038 
HEHBA1006092 
HEHBA1006406 
HEMBA1006650 
HEHBA1006812 
HEMBB1000672 
HEHBB1001197 
HEMBB1001871 
MAHHA1001252 
HAMHA1002094 
NT2RM4000634 
NT2RM4000657 
NT2RM4000783 
NT2RH4000857 
NT2RM4001178 
NT2RM4002420 
NT2RP2000198 
NT2RP2000551 
NT2RP2000660 
NT2RP2001214 
NT2RP2001460 
NT2RP2001756 
NT2RP2002056 
NT2RP2002677 
NT2RP2002755 
NT2RP2002843 
NT2RP2003101 
NT2RP2003799 
NT2RP2004095 
NT2RP2004732 
NT2RP2004920 
NT2RP2005454 
NT2RP2005776 
NT2RP2005806 
NT2RP2005882 
NT2RP3001282 



F-HEMBA1000497 
F-HEMBA1001750 
F-HEMBA1003854 
F-HEMBA1004193 
F-HEMBA1004860 
F-HEMBA1005572 
F-HEHBA1006038 
F-HEHBA1006092 
F-HEMBA1006406 
F-HEMBA1006650 
F-HEMBA1006812 
F-HEHBB1000672 
F-HEMBB1001197 
F-HEMBB1001871 
F-MAMMA1001252 
F-HAMMA1002094 
F-NT2RM4000634 
F-NT2RM4000657 
F-NT2RM4000783 
F-NT2RM4000857 
F-NT2RM4001178 
F-NT2RM4002420 
F-NT2RP2000198 
F-NT2RP2000551 
F-NT2RP2000660 
F-NT2RP2001214 
F-NT2RP2001460 
F-NT2RP2001756 
F-NT2RP2002056 
F-NT2RP2002677 
F-NT2RP2002755 
F-NT2RP2002843 
F-NT2RP2003101 
F-NT2RP2003799 
F-NT2RP2004095 
F-NT2RP2004732 
F-NT2RP2004920 
F-NT2RP2005454 
F-NT2RP2005776 
F-NT2RP2005806 
F-NT2RP2005882 
F-NT2RP3001282 



16111 
16112 
16113 
16114 
16115 
16116 
16117 
16118 
16119 
16120 
16121 
16122 
16123 
16124 
16125 
16126 
16127 
16128 
16129 
16130 
16131 
16132 
16133 
16134 
16135 
16136 
16137 
16138 
16139 
16140 
16141 
16142 
16143 
16144 
16145 
16146 
16147 
16148 
16149 
16150 
16151 
16152 



R-HEMBA1000497 
R-HEHBA1001750 
R-HEHBA1003854 
R-HEKBA1004193 
R-HEHBA1004860 
R-HEMBA1005572 
R-HEHBA1006038 
R-HEHBA1006092 
R-HEHBA1006406 
R-HEHBA1006650 
R-HEHBA1006812 
R-HEMBB1000672 
R-HEMBB1001197 
R-HEHBB1001871 
R-MAMMA1001252 
R-HAMMA1002094 
R-NT2RM4000634 
R-NT2RM4000657 
R-NT2RM4000783 
R-NT2RH4000857 
R-NT2RM4001178 
R-NT2RH4002420 
R-NT2RP2000198 
R-NT2RP2000551 
R-NT2RP2000660 
R-NT2RP2001214 
R-NT2RP2001460 
R-NT2RP2001756 
R-NT2RP2002056 
R-NT2RP2002677 
R-NT2RP2002755 
R-NT2RP2002843 
R-NT2RP2003101 
R-NT2RP2003799 
R-NT2RP2004095 
R-NT2RP2004732 
R-NT2RP2004920 
R-NT2RP2005454 
R-NT2RP2005776 
R-NT2RP2005806 
R-NT2RP2005882 
R-NT2RP3001282 



16165 
16166 
16167 
16168 
16169 
16170 
16171 
16172 
16173 
16174 
16175 
16176 
16177 
16178 
16179 
16180 
16181 
16182 
16183 
16184 
16185 
16186 
16187 
16188 
16189 
16190 
16191 
16192 
16193 
16194 
16195 
16196 
16197 
16198 
16199 
16200 
16201 
16202 
16203 
16204 
16205 
16206 
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NT2RP3001723 
NT2RP3002099 
NT2RP3003155 
NT2RP3004028 
0VARC1000008 
0VARC1000724 
OVARC1000751 
0VARC1001029 
PLACE1000814 
PLACE1003030 
PLACE1005549 
PLACE1007218 



F-NT2RP3001723 
F-NT2RP3002099 
F-NT2RP3003155 
F-NT2RP3004028 
F-0VARC1000008 
F-0VARC1000724 
F-0VARC1000751 
F-0VARC1001029 
F-PLACE1000814 
F-PLACE1003030 
F-PLACE1005549 
F-PLACE1007218 
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16153 
16154 
16155 
16156 
16157 
16158 
16159 
16160 
16161 
16162 
16163 
16164 



2 00 2- 
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19 13 6 3 



R-NT2RP3001723 
R-NT2RP3002099 
R-NT2RP3Q03155 
R-NT2RP3004028 
R-OVARC1000008 
R-0VARC1000724 
R-OVARC1000751 
R-0VARC1001029 
R-P1ACE1000814 
R-PLACE1003030 
R-PLACE1005549 
R-PLACE1007218 



16207 
16208 
16209 
16210 
16211 
16212 
16213 
16214 
16215 
16216 
16217 
16218 



[0 9 8 6] wtm 1 7 . it £7 * j mm\z.n^h *s 

ofc 0 T5/*4g^i/^;WE?ij|coV^TI±PS0RT [K. 
Nakai & M.Kanehisa, Genomics, 14: 897-911 (1992)] 20 
«\ BWaffiWco^TBSOSOI [T.Hirokawa et.al. B 
ioinformatics, 14: 378-379 (1998)] (Z#tf«BMS«c 

^{col ^TfiPfam (http: //www. Sanger. ac. uk/Software 
/Pfam/index.shtml) SrfflWc PSORT^SOSUI ic J: 9 N 

It, Katt&mteY/Jyti&fc&^x* *>5ttM£K 

^j^fiPROSITEftttp: //www. expasy. ch/cgl -bin/pro 30 
slte-list.pl) tc*5*SE*r^!J-^S«r#BaicLT 
*0)ie?rw«<l6^M-r5^ir*^*5o PROSIT 

[0 9 8 7] PS0nKiJ:9«£TSy»B^JC5/^u 

HEHBA1001052 t HEMBA1001407, HEHBA1002486, HEMBA100 
2661, HEMBA1002818, HEMBA1002876, HEMBA1003086, HE 
MBA1003711, HEHBA1004752, HEMBA1005991, HEMBA10060 
67, HEMRA1006173, HEHBA1006198, HEMBA1006789, HEMB 40 
A1006921, HEMBB1000054, HEHBB1000175, HEHBB100269 
2, MAHMA1000798, HAMHA1002427, MAMMA1002881, MAMMA 
1003035, NT2RM1000035, NT2RM1000742, NT2RM1000811, 
NT2RM1000905, NT2RM1001008, NT2RM2000287, NT2RM20 
00609, NT2RM2001613, NT2RM4000634, NT2RM4000778, N 
T2RM4002339, NT2RM4002460, NT2RP1000782, NT2RP1000 
856,NT2RP1001247, NT2RP1001546, NT2RP1001569, NT2R 
P2001597, NT2RP2002537, NT2RP2004142, NT2RP200575 
2, NT2RP2005812, NT2RP3001084, NT2RP3001589, NT2RP 
3002163, NT2RP3002650, NT2RP3003145, NT2RP3003242, 50 



NT2RP3003621, NT2RP3004282, NT2RP3004503, NT2RP40 

00051, NT2RP4000151, NT2RP4000243, NT2RP4000259, N 
T2RP4000323, NT2RP4000417, NT2RP4001064, NT2RP4001 
117, NT2RP4001730, NT2RP4001739, KT2RP4002075, NT2 
RP5003500, 0VARC1001154, PLACE1000611, PLACE100303 
0, PIACE1003044, PLACE1003369, PIACE1003596, PLACE 
1004258, PLACE1005086, PIACE1006239, PLACE1006754, 
PLACE1006829, PLACE1007954, PLACE1008424, PLACE100 
8533, PUCE1008693, PLACE1010622, PLACE1010942, PL 
ACE2000176, PIACE2000341, PLACE2000379, PLACE20004 
27, PUCE2000477, PLACE4000431, PIACE4000593. THYR 
01000156, THYR01001134, THYR01001287, Y79AA100025 
8, Y79AA1001874, Y79AA1002399 

HEMBB1001871. HEMBB1001925, MAMMA1000778. MAMMA100 
0897, MAMMA1001080, NT2RP2004300, NT2RP3002985, NT 
2RP3003059, 0VARC1000689. OVARC1000890, PUCE10051 
62, PLACE3000399, PLACE3000455, PLACE4000247, PLAC 
E4000259, PLACE4000494 
[0 9 8 8] S0SDI i-J: 9 tt £7 $ J BE^HdR Jtiifl 

HEMBA1000005, HEMBA1000356, HEMBA1000518, HEMBA100 
0531, HEMRA1000637, HEMBA1000719, HEMBA1000817, HE 
MBA1000822, HEMBA1000870, HEHBA1 000991, HEMBA10010 

52, HEMBA1001085, HEMBA1001286, HEMBA1001351, HEMB 
A1001407, HEMBA1001446, HEMBA1001510, HEMBA100151 
5, HEMBA1001557, HEMBA1001746, HEMBA1002092, HEMBA 
1002125, HEMBA1002150, HEMBA1002166, HEMBA1002462, 

HEHBA1002477, HEMBA1002486, HEMBA1002609, HEMBA10 
02659, HEMBA1002661, HEMBA1002780, HEMBA1002818, H 
EMBA1002876, HEMBA1002921, HEMBA1003077, HEMBA1003 
079, HEMBA1 003086, HEMBA1003096, HEMBA1003281, HEMB 
A1003286, HEMBA1003711, HEMBA1003742, HEMBA100380 
3, HEMBA1004143, HEMBA1004146, HEMBA1004341, HEMBA 
1004461, HEHBA1004577, HEMBA1004637, HEMBA1004752, 

HEMBA1004756, HEMBA1004850, HEMBA1004889, HEMBA10 
04923, HEMBA1004930, HEMBA1005029, HEMBA1005035, H 
EMBA1005050, HEMBA1005552, HEHBA1005588, HEMBA1005 
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616, HEMBA1005991, HEMBA1006036. HEMBA1006067, HEM 
BA1006293, HEHBA1006492, HEMBA 1006502, HEMBA100665 
9, HEMBA1006758, HEMBA1006789, HEMBA1006921, HEHBA 
1006926, HEKBA1007203, HEMBB1000050, HEMBB1000054, 
HEMBB1000556, HEMBB1 000593, HEMBB1000631, HEHBB100 
0763, HEHBB1000827, HEMBB1000915, HEMBB 1000975, HE 
HBB1001112, HEMBB1001177. HEMBB1001302, HEMBB10013 
48, HEHBB1001962, HEMBB1002142, HEMBB1002190, HEMB 
B1002247, HEMBB1002387, HEHBB1002550, HEMBB100260 
0, HEMBB1002692, MAMMA1000129, HAMHA1000133, MAMMA 10 
1000277, MAMMA1000278, MAMMA1000410, MAMMA1000416, 
MAMMA1000472, MAMMA1000714, MAMMA1000731, MAMMA100 
0734, MAMMA1000798, MAMMA1000842, MAMMA1000956, MA 
MMA1001008, MAMMA1001030, MAMMA1001139, MAMMA10011 
54, MAMMA1001388, MAMMA1001411, MAMMA1001487, MAMM 
A1001751, MAMMA1001771, MAMMA 1002461, MAMMA100252 

4, MAMMA1002598, MAMMA1002684, MAMMA1002769, MAMMA 
1002890, MAMMA1002938, MAMMA1003146, NT2RM1000035, 

NT2RM1000037, NT2RM1000062, NT2RM1000131, NT2RM10 
00257, NT2RM1000260, NT2RM1000355, NT2RM1000648, N 20 
T2RM1000742, NT2RM1000800, NT2RM1000811, NT2RM1000 
857.NT2RM1000867, NT2RM1000882, NT2RM1001008, NT2R 
M1001115, NT2RM1001139, NT2RM2000259, NT2RM200039 

5, NT2RM2000402, NT2RM2000407, NT2RM2000422, NT2RM 
2000566, NT2RM2000581, NT2RM2000609, NT2RM2001370, 

NT2RM2001393, NT2RM2001499, NT2RM2001613, NT2RM20 
01648, NT2RM2001659, NT2RM2001671, NT2RM2001718, N 
T2RM2001760, NT2RM2001785, NT2RM2001823, NT2RM2001 
930, NT2RM2001950, NT2RM2001998, NT2RM2002049, NT2 
RM4000046, NT2RM4000233, NT2RM4000433, NT2RM400052 30 

0, NT2RM4000634, NT2RM4000674, NT2RM4000700, NT2RM 
4000764, NT2RM4000795. NT2RM4000820, NT2RM4000857, 
NT2RM4001032, NT2RM4001054, NT2RM4001455, NT2RM400 
1813, NT2RM4001930, NT2RM4001987, NT2RM4002054, NT 
2RM4002073, NT2RM4002145, NT2RM4002146, NT2RM40021 
94, NT2RM4002339, NT2RM4002438, NT2RM4002446, NT2R 
M4002452, NT2RM4002460, NT2RM4002493, NT2RM400257 

1, NT2RP1000191, NT2RP1000358, NT2RP1000418, NT2RP 
1000547, NT2RP1000609, NT2RP1000677, NT2RP1000767, 

[0 9 8 9] NT2RP1000782, NT2RP1000856, NT2RP10011 40 
13, NT2RP1001247, NT2RP1001286, NT2RP1001310, NT2R 
P1001311, NT2RP1001313, NT2RP1001385, NT2RP100144 
9, NT2RP1001546, NT2RP1001569, NT2RP2000032, NT2RP 
2000040, NT2RP2000070, NT2RP2000091 , NT2RP2000114, 

NT2RP2000120, NT2RP2000173, NT2RP2000175, NT2RP20 
00195, NT2RP2000248, NT2RP2000270, NT2RP2000283, N 
T2RP2000289, NT2RP2000459, NT2RP2000516, NT2RP2000 
842, NT2RP2000892, NT2RP2001081, NT2RP2001268, NT2 
RP2001295, NT2RP2001366, NT2RP2001576, NT2RP200158 
1, NT2RP2001597,NT2RP2001947, NT2RP2001991, NT2RP2 50 
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002025, NT2RP2002312, NT2RP2002385, NT2RP2002479. 
NT2RP2002537. NT2RP2002643, NT2RP2002701, NT2RP200 
2740, NT2RP2002857, NT2RP2003125, NT2RP2003297, NT 
2RP2003433, NT2RP2003446, NT2RP2003466, NT2RP20036 
29, NT2RP2003777, NT2RP2003781, NT2RP2004041, NT2R 
P2004194, NT2RP2004270, NT2RP2004681, NT2RP200477 
5, NT2RP2004799, NT2RP2004936, NT2RP2005012, NT2RP 
2005159, NT2RP2005227, NT2RP2005270, NT2RP2005344, 

NT2RP2005509, NT2RP2005752, NT2RP2005781, NT2RP20 
05784, NT2RP2005812,NT2RP2006069, NT2RP2006100, NT 
2RP2006141, NT2RP2006261, NT2RP2006571 , NT2RP30000 
92, NT2RP3000134, NT2RP3000333, NT2RP3000393, NT2R 
P3000439, NT2RP3000441, NT2RP3000531, NT2RP300068 
5, NT2RP3000826, NT2RP3000852, NT2RP3001126, NT2RP 
3001176, NT2RP3001260, NT2RP3001355, NT2RP3001383, 

NT2RP3001426, NT2RP3001453, NT2RP3001497, NT2RP30 
01538, NT2RP3001716, NT2RP3001727, NT2RP3001739, N 
T2RP3001799, 

[0 9 9 0] NT2RP3001943, NT2RP3001944, NT2RP30020 
02, NT2RP3002014, NT2RP3002054, NT2RP3002108, NT2R 
P3002163, NT2RP3002351, NT2RP3002455, NT2RP300254 
9, NT2RP3002628, NT2RP3002650, NT2RP3002687, NT2RP 
3002701, NT2RP3002869, NT2RP3002969, NT2RP3003008, 

NT2RP3003071. NT2RP3003101, NT2RP3003145, NT2RP30 
03302, NT2RP3003353, NT2RP3003409, NT2RP3003716, N 
T2RP3003918, NT2RP3004207, H2RP3004454, NT2RP3004 
503, NT2RP4000051, NT2RP4000151, NT2RP4000243, NT2 
RP4000259, NT2RP4000323, NT2RP4000500, NT2RP400056 

0, NT2RP4000588,NT2RP4000713, NT2RP4000724, NT2RP4 
000833, NT2RP4000878, NT2RP4000907, NT2RP4000925, 
NT2RP4000928, NT2RP4000973, NT2RP4000989, NT2RP400 
1057, NT2RP4001064, NT2RP4001079, NT2RP4001117, NT 
2RP4001138, NT2RP4001150, NT2RP4001174, NT2RP40012 
74, NT2RP4001345, NT2RP4001372, NT2RP4001373, NT2R 
P4001379, NT2RP4001498, NT2RP4001547, NT2RP400157 

1, NT2RP4001644, NT2RP4001677, NT2RP4001803, NT2RP 
4001822, NT2RP4001975, NT2RP4002052, NT2RP4002075, 

NT2RP5003500, NT2RP5003506, NT2RP5003522, NT2RP50 
03534, 0VARC1000151.0VARC1000241, 0VARC1000335, OV 
ARC1000700, 0VARC1000722, 0VARC1000751, 0VARC10008 
50, OVARC1000924, 0VARC1000936, 0VARC1000959, OVAR 
C1000984, 0VARC1001034, 0VARC1001129, 0VARC100138 
1, 0VARC1001391, 0VARC1001453, 0VARC1001476, OVARC 
1001506, 0VARC1001610, 0VARC1001702, 0VARC1001703, 

0VARC1001713, 0VARC1001745, 0VARC1001767, 0VARC10 
02127, 0VARC1002158, 0VARC1002165, PLACE1000014, P 
LACE1000401, 

[0 9 9 1] PUCE1000562, PLACE1000611. PLACE10006 
56, PLACE1000712, PLACE1000909, PLACE1000948, PLAC 
E1001241, PIACE1001257. PLACE1001377, PLACE100151 
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7, PLACE1001610, PLACE1001771, PLACE1001817, PLACE 
1001983, PLACE1002213, PLACE1002395, PLACE1002500, 
PIACE1002714, PLACE1002722, PUCE1002794, PLACE10 
02851, PLACE1002908, PIACE1003045, PLACE1003238, P 
LACE1003296, PLACE1003369, PLACE1003493, PLACE1003 
537, PLACE1003553, PLACE1003768, PLACE1003771, PLA 
CE1003903, PIACE1004197, PUCE1004258, PLACE100427 

0, PLACE1004289,PLACE1004473, PLACE1004743, PLACE1 
004840, PLACE1004969, PLACE1005086, PLACE1005206, 
PLACE1005313, PLACE1005530, PLACE1005595, PLACE100 10 
5623, PLACE1005763, PLACE1005884, PLACE1005934, PL 
ACE1006225, PLACE1006754, PLACE1006901, PLACE10069 

35, PLACE1006956, PLACE1007014, PLACE1007111, PLAC 
E1007243, PLACE1007274, PLACE1007282, PLACE100731 
7, PLACE1007375, PLACE1007386, PLACE1007409, PLACE 
1007484, PLACE1007583, PLACE1007632, PLACE1007645, 
PLACE1007852, PLACE1007877, PLACE1008331, PLACE10 
08424, PLACE1008531,PLACE1008532, PLACE1008568, PL 
ACE1008715, PLACE1009045, PLACE1009319, PLACE10093 
38, PLACE1009368, PLACE1009493, PLACE1009639, PLAC 20 
E1009708, PLACE1009731, PLACE1010089, PLACE101023 

1, PLACE1010321, PLACE1010622, PLACE1010811, PLACE 
1010917, PLACE1010954, PLACE1011090, PLACE1011214, 

PLACE1011221, PLACE1011399, PUCE1011492, PLACE10 
11646, PLACE1011749, PLACE2000034, PLACE2000111, P 
LACE2000176, 

[0 9 9 2] PLACE2000187, PLACE2000341, PLACE20003 
79, PLACE2000425, PLACE2000458, PLACE3000020, PLAC 
E3000218, PLACE3000226, PLACE3000244, PLACE300041 
3, PLACE4000052, PLACE4000129, PLACE4000300, PLACE 30 
4000387, PLACE4000581, PLACE4000593, PLACE4000650, 

THYR01000394, THYR01000395, THYR01000570, THYR010 
00748, THYR01000756, THYR01001134, THYR01001271, T 
HYR01001401, THYR01001534, THYR01001541, THYR01001 
809, Y79AA1000258, Y79AA1000420, Y79AA1000469, Y79 
AA1000734, Y79AA1000800, Y79AA1000976, Y79AA100102 

3, Y79AA1001177,Y79AA1001394, Y79AA1001603, Y79AA1 
001647, Y79AA1001846, Y79AA1001874, Y79AA1002139, 
Y79AA1002351, Y79AA1002399, Y79AA1002416 
HEMBA1004055, HEMBB1001630, HEHBB1001872, HEMBB100 40 
2044, HEHBB1002383, HAHMA1000778, HAMHA1000859, MA 
HHA1000897, MAMMA1001073, HAHHA1002009, HAMHA10028 

44, HAMMA1002947, MAMHA1003089. NT2RM1000092, NT2R 
M1000833, NT2RP2002105, NT2RP2003668, NT2RP200618 

4, NT2RP3001282, NT2RP3002810, NT2RP3002985, NT2RP 
3003059, NT2RP3003576, NT2RP3003665, NT2RP3003799, 

NT2RP3003828, NT2RP3003992, NT2RP3004051, NT2RP30 
04155, 0VARC1000890, 0VARC1001117, 0VARC1001329, P 
LACE1001761, PLACE1002437, PLACE1004793, PLACE1005 
611,PLACE1005898, PLACE1009935, PLACE1011896, PLAC 50 
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E2000132, PLACE2000335, PLACE3000373, PLACE300040 
6, PLACE4000250, PLACE4000487, PLACE4000494, THYRO 
1001320, THYR01001537, THYR01001828, Y79AA1001384 

[0 9 9 3] PfamlC ± 5 j|£7 S J 8£g£?iJ<::«i£ 4 
y"*r* t±l $ htz ? u - y% 1 1 y b L tzWm Yt4>% 

HEMBA1000005//DnaJ, prokaryotic heat shock protein 
HEMBA1000020//Tubulin 

HEMBA1000129//Helicases conserved C- terminal domai 
n 

HEMBA1000156//RNA recognition motif, (aka RRM, RB 
D, or RNP domain) 

HEMBA1000158//Fork head domain, eukaryotic transcr 
iption factors //Zincfinger, C2H2 type 
HEMBA1000303//Src homology domain 3 //Zinc finger, 
C3HC4 type (RING finger) 
HEHBA1000411//Ank repeat 

HEMBA1000491//Ras family (contains ATP/GTP binding 
P-loop) 

EEMBA1000531//Heat shock hsp70 proteins 
HEMBA1000561//Zinc finger, C2H2 type 
HEMBA1000608//Src homology domain 3 
HEMBA1000919//WD domain, G-beta repeats 
HEHBA1001043//Ank repeat 
HEMBA1001088//UM domain containing proteins 
HEMBA1001137//Zinc finger, C2H2 type 
HEMBA1001174//ADP-ribosylation factors (Arf famil 
y) (contains ATP/GTP binding P-loop) 
HEMBA1001247//WW/rsp5/WWP domain containing protei 
ns 

HEKBA10Q1286//Sushi domain 

HEMBA1001510//Basic region plus leucine zipper tra 
nscription factors 

HEMBA1001515//Reverse transcriptase (RNA-dependent 
DNA polymerase) 
HEMBA1001661//Cadherin 
HEMBA1001723//WD domain, G-beta repeats 
HEHBA1001744//Eukaryotic protein kinase domain 
HEMBA1001804//Zinc finger, C2H2 type 
HEMBA1001819//Zinc finger, C2H2 type 
HEMBA1001847//Zinc finger, C2H2 type 
HEMBA1002035//Bromodomai n 
HEMBA1002I02//Ank repeat 

HEMBA1002161//Myosin head (motor domain) (contains 
ATP/GTP binding P-loop) 

HEMBA1002177//GATA family of transcription factors 
//Zinc finger, C2H2 type 
HEMBA1002212//Eukaryotic protein kinase domain 
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HEMBA1002215//UH domain containing proteins 
HEMBA1002419//RNA recognition motif, (aka RRM, RB 
D, or RNP domain) 

HEMBA1002547//Kazal-type serine protease inhibitor 
domain //Laminin EGF-like (Domains III and V) 
HEMBA1002768//Src homology domain 3 
HEMBA1002810//ffl/rsp5/WWP domain containing protei 
ns 

HEMBA1002818//EGF-like domain 

HEMBA1002935//Zinc finger, C2H2 type 10 
HEMBA1002939//Ank repeat 

HEMBA1002973//3* 5' -cyclic nucleotide phosphodieste 
rases 

HEMBA1003077//Fibronectin type III domain 
HEMBA1003250//Eukaryotic protein kinase domain 
HEMBA1003257//Zinc finger, C2H2 type 
HEMBA1003281//IG superfamily 
HEMBA1003291//Eukaryotic protein kinase domain 
HEMBA1003433//Forkhead-associated (FHA) domain 
HEMBA1003545//Hameobox domain //UM domain contain 20 
ing proteins 

HEMBA1003591//RNA recognition motif, (aka RUM, RB 
D, or RNP domain) 

HEMBA1003684//Zinc finger, C2H2 type 
HEHBA1003953//Zinc finger, C2H2 type 
HEMBA1004202//Ras family (contains ATP/GTP binding 
P-loop) 

HEMBA1004227//Protein phosphatase 2C 
HEMBA1004321//Zinc finger, C2H2 type 
HEMBA1004356//RNA recognition motif, (aka RRM, RB 30 
D, or RNP domain) 

HEHBA1004408//Peptidyl -prolyl cis- trans isomerases 
HEMBA1004596//RNA recognition motif, (aka RRM, RB 
D, or RNP domain) 

HEMBA1004734//Dbiquitin-conjugating enzymes 
HEMBA1004973//Fibronectin type III domain 
HEMBA1005009//Actins 

HEMBA1005101//RNA recognition motif, (aka RRM, RB 
D, or RNP domain) 

HEMBA1005581//EGF-like domain //Laminin G domain 40 
HEMBA1005732//Polyprenyl synthetases 
HEMBA1005737//EF hand 
HEMBA1006248//Zinc finger, C2H2 type 
HEMBA1006284//Ubiquitin family 
HEMBA1006293//IG superfamily 
HEMBA1006344//Band 4.1 family 
HEMBA1006445//Ras family (contains ATP/GTP binding 
P-loop) 

HEMBA1006492//Ank repeat 

HEMBA1006559//Zinc finger, C3HC4 type (RING finge 50 
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HEMBA1006708//WD domain, G-beta repeats 
BEMBA1006737//Ank repeat 
BEMBA1006758//Cadherin 
HEMBA100694 1//Thi oredoxi ns 

HEMBA1007243//Purine/pyrimidine phosphoribosyl tra 
nsferases 

HEMBA1007300//3' 5' -cyclic nucleotide phosphodieste 
rases 

HEMBB1000083//IG superfamily 

HEHBB1 00031 7//EGF- 1 i ke domain //Thrambospondin typ 

e 1 domain 

HEMBB1000556//Actinin-type actin-binding domain co 
ntaining proteins //UM domain containing proteins 
HEMBB1000725//Ras family (contains ATP/GTP binding 
P-loop) 

HEMBB1000781//Eukaryotic protein kinase domain 
HEMBB1000915//Thrombospondin type 1 domain 
HEMBB1000927//EF hand 

HEMBB1000947//Double-stranded RNA binding motif 
HEMBB1001112//eubacterial secY protein 
HEMBB1001175//Ank repeat 

HEMBB1001234//WW/rsp5/ffWP domain containing protei 
ns 

HEMBB1001282//Ank repeat 

HEMBB1001294//Ras family (contains ATP/GTP binding 
P-loop) 

HEMBB1001339//Forkhead-associated (FHA) domain 
HEMBB1001673//Forkhead-associated (FHA) domain HI 
inc finger, C3HC4 type(RING finger) 
HEMBB1001802//Intermediate filament proteins 
HEMBB1001839//Zinc finger, C2H2 type 
HEMBB1002217//Zinc finger, C2H2 type 
HEMBB1002342//Thi oredoxi ns 
HEMBB1002600//4 transmembrane segments integral me 
mbrane proteins 

MAMMA1000173//Src homology domain 3 
MAMMA 1000388//Z1 nc finger, C2H2 type 
MAMMA1000402//Reverse transcriptase (RNA-dependent 
DNA polymerase) 

MAMHA1 00061 2//WD domain, G-beta repeats 
MAMMA1000672//Serine carboxypeptidases 
MAMMA1000731//SNF2 and others N- terminal domain 
MAMMA1001008//Eukaryotic aspartyl proteases 
MAMMA1001041//Actinin-type actin-binding domain co 
ntaining proteins 

MAMHA1001059//DEAD and DEAH box hel leases //Helica 
ses conserved C- terminal domain 
MAMMA1001105//Zinc finger, C2H2 type 
MAMMA1001260//Zinc finger, C3HC4 type (RING finge 
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MAMMA1001576//Tubulin 
MAMMA1001735//Tubulin 

MAMMA1001768//ATPases associated with various cell 
ular activities (AAA) 
MAMMA1001837//Zinc finger, C2H2 type 
MAMMA1002170//Ribosomal protein S5 
MAMMA1002385//RNA recognition motif, (aka RRM, RB 
D, or RNP domain) 

MAMMA1002619//Ubiquitin carboxyl -terminal hydrolas 10 
es family 2 

MAMMA 1 002637//K1 nesi n light chain repeat 
MAMMA1002650//Zinc finger, C2H2 type 
MAMMA1002671//AMP-binding enzymes 
MAMMA 1002869//LIM domain containing proteins 
MAMMA1002881//SCP-1 i ke extracellular Proteins 
MAMMA1002937//Zinc finger, C2H2 type 
MAMMA1002938//Multicopper oxidases 
MAMMA1003011//Core hi stones H2A, H2B, H3 and H4 
MAMMA1003057//WD domain, G-beta repeats 20 
MAMMA1003127//Myosin head (motor domain) (contains 
ATP/GTP binding P-loop) 

NT2RM1000086//Zinc finger, C3HC4 type (RING finge 
r) 

NT2RM1000199//CUB domain //Sushi domain 
NT2RM1Q00256//Glutamine ami dotransf erases class-II 
NT2RM1000499//Ank repeat 

NT2RM1000555//' Cold-shock' DNA-binding domain cont 
aining proteins 

NT2RM1000666//' Cold-shock' DNA-binding domain cont 30 
aining proteins //Zincfinger, CCHC class 
NT2RM1000772//WD domain, G-beta repeats 
NT2RM1000826//' Cold-shock' DNA-binding domain cont 
aining proteins 

NT2RM1000850//Ank repeat //Eukaryotic protein kina 
se domain 

NT2RM1000852//DEAD and DEAH box heli cases //Helica 
ses conserved C- terminal domain 
NT2RM1000882//Heme-binding domain in cytochrome b5 
and oxidoreductases 40 
NT2RM1000885//Zinc finger, C3HC4 type (RING finge 
r) 

NT2RM1001059//RNA recognition motif, (aka RRM, RB 
D, or RNP domain) 

NT2RM1001072//C2 domain //Phosphatidyl inosltol-spe 
cific phospholipase C,X domain //Phosphatidyl inosi 
tol-specific phospholipase C, Y domain 
NT2RM2000092//Ubiquitin carboxyl -terminal hydrolas 
es family 2 

NT2RM2000101//Zinc finger, C3HC4 type (RING finge 50 
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NT2RM2000191//3' 5' -cyclic nucleotide phosphodieste 
rases 

NT2RM2000422//Sodi urn: neurotransmitter symporter fa 
mily 

NT2RM2000490//C2 domain 
NT2RM2000566//Integrins alpha chain 
NT2RM2000577//tRNA synthetases class I 
NT2RM2000594//C-5 cytosine-specific DNA methylases 
NT2RM2000691//Actins 
NT2RM2000735//Zinc finger, C2H2 type 
NT2RM2000740//Heli cases conserved C- terminal domai 
n 

NT2RM2000951//FGGY family of carbohydrate kinases 
NT2RM2001324//LIM domain containing proteins 
NT2RM2001499//Amino acid permeases 
NT2RM2001547//DnaJ, prokaryotic heat shock protein 
//Thioredoxins 

NT2RM2001613//eubacterial secY protein 
NT2RM2001670//Zinc finger, C2H2 type 
NT2RM2001700//Acyl-CoA dehydrogenases 
NT2RM2001730//Ubiquitin carboxyl -terminal hydrolas 
es family 2 

NT2RM2001813//WD domain, G-beta repeats 
NT2RM2001823//Beli cases conserved C- terminal domai 
n //SNF2 and others N- terminal domain 
NT2RM2001896//Cytochrome C oxidase subunit II 
NT2RM2001989//RNA recognition motif, (aka RRM, RB 
D, or RNP domain) 
NT2RM2001997//Thi oredoxi ns 

NT2RM2002088//KH domain family of RNA binding prot 
eins 

NT2RM2002100//DEAD and DEAH box heli cases //Helica 
ses conserved C- terminal domain 
NT2RM2002109//IG superfamily 
NT2RM4000046//Zinc finger, C3HC4 type (RING finge 
r) 

NT2RM4000104//Zinc finger. C2H2 type 
NT2RM4000167//Kinesin motor domain 
NT2RM4000191//DEAD and DEAH box heli cases //Helica 
ses conserved C- terminal domain 
NT2RM4000202//Zinc finger, C2H2 type 
NT2RM4000229//PH (pleckstrin homology) domain 
NT2RM4000344//ATPases associated with various cell 
ular activities (AAA) 

NT2RM4000356//Ras family (contains ATP/GTP binding 
P-loop) 

NT2RM4000471//Aminotransf erases class-V 
NT2RM4000496//ATPases associated with various cell 
ular activities (AAA) 



(1385) 

2767 

NT2RM400061 1//WD domain, G-beta repeats 
NT2RM4000657//C2 domain //Phosphatidyl inositol-spe 
cific phospholipase C,Y domain 
NT2RM4000712//Ubiquitin carboxyl-tenninal hydrolas 
es family 2 //Ubiquitin carboxyl-tenninal hydrolas 
es family 2 

NT2RM4000733//Forkhead-associated (FHA) domain 
NT2RM4000734//Zinc finger, C2H2 type 
NT2RM4000751//Zinc finger, C2H2 type 
NT2RM4000795//Carboxyl esterases 10 
NT2RM4000996//Zinc finger, C2H2 type 
NT2RM4001054//eubacterial secY protein 
NT2RM4001140//Homeobox domain 
NT2RM4001178//DEAD and DEAH box helicases 
NT2RM4001200//Zinc finger, C2H2 type 
NT2RM4001313//Phosphatidylinositol 3- and 4-kinase 
s 

NT2RM4001316//Acyl-CoA dehydrogenases 
NT2RM4001320//Src homology domain 3 
NT2RM4001411//PH (pleckstrin homology) domain //Sr 20 
c homology domain 2 

NT2RM4001454//PH (pleckstrin homology) domain 
NT2RM4001483//Zinc finger, C2R2 type 
NT2RM4001629//Src homology domain 3 
NT2RM4001758//Eukaryotic protein kinase domain 
NT2RM4001810//Zinc. finger, C2H2 type 
NT2RM4001813//Lectin C-type domain short and long 
forms 

NT2RM4001823//Zinc finger, C2H2 type 
NT2RM4001828//Zinc finger, C2H2 type 30 
NT2RM4001979//Zinc finger, C2H2 type 
NT2RM4001987//IG superfamily 
NT2RM4002013//WD domain, G-beta repeats 
NT2RM4002073//AMP-binding enzymes 
NT2RM4002093//RNA recognition motif, (aka RRM, RB 
D, or RNP domain) 
NT2RM4002145//IG superfamily 
NT2RM4002287//Fibronectin type III domain 
NT2RM4002527//WD domain, G-beta repeats 
NT2RM4002623//tRNA synthetases class II 40 
NT2RP1000101//Zinc finger, C2H2 type 
NT2RP1000202//Ank repeat 

NT2RP1000272//RNA recognition motif, (aka RRM, RB 
D, or RNP domain) 

NT2RP1000363//PH (pleckstrin homology) domain 
NT2RP1000376//Ank repeat 
NT2RP1000470//DEAD and DEAH box helicases 
NT2RP1000478//Tubulin 

NT2RP1000522//Ubiquitin carboxyl -terminal hydrolas 
es family 2 //Ubiquitin carboxyl -terminal hydrolas 50 
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NT2RP1000677//Kazal-type serine protease inhibitor 
domain 

NT2RP1000701//WD domain, G-beta repeats 
NT2RP1000733//Elongation factor Tu family (contain 
s ATP/GTP binding P-loop) 

NT2RP1000782//4 transmembrane segments integral me 
mbrane proteins 

NT2RP1000833//3' 5' -cyclic nucleotide phosphodieste 
rases 

NT2RP1000856//4 transmembrane segments integral me 
mbrane proteins 

NT2RP1000947//Ubi qui tin- conjugating enzymes 
NT2RP1000959//60s Acidic ribosomal protein 
NT2RP1000966//RNA recognition motif, (aka RRM, RB 
D, or RNP domain) 
NT2RP1001033//Tubulin 

NT2RP1001080//DEAD and DEAH box helicases //Helica 
ses conserved C- terminal domain 
NT2RP1001177//Core histones H2A, H2B, H3 and H4 
NT2RP1001247//Transforming growth factor beta like 
domain 

NT2RP1001294//WD domain, G-beta repeats 
NT2RP1001302//WD domain, G-beta repeats 
NT2RP1001313//Heme-binding domain in cytochrome b5 
and oxidoreductases 

NT2RP1001457//WD domain, G-beta repeats 
NT2RP1001546//4 transmembrane segments integral me 
mbrane proteins 

NT2RP2000008//Zinc finger, C2H2 type 
NT2RP2000040//C2 domain 

NT2RP2000045//DnaJ, prokaryotic heat shock protein 
NT2RP2000054//Zinc finger, C3HC4 type (RING finge 
r) 

NT2RP2000070//Cadherin 

NT2RP2000126//Helicases conserved C- terminal domai 
n //SNF2 and others N- terminal domain 
NT2RP2000153//RNA recognition motif, (aka RRM, RB 
D, or RNP domain) 

NT2RP2000224//PH (pleckstrin homology) domain 
NT2RP2000257//Mitochondrial carrier proteins 
NT2RP2000329//Adenylate kinases 
NT2RP2000414//RNA recognition motif, (aka RRM, RB 
D, or RNP domain) 

NT2RP2000448//PH (pleckstrin homology) domain 
NT2RP2000660//ATPases associated with various cell 
ular activities (AAA) 

NT2RP2000668//Eukaryotic protein kinase domain 
NT2RP2000710//tRNA synthetases class II 
NT2RP2000764//Aminotransferases class-V 
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NT2RP2000842//7 transmembrane receptor (rhodopsin 
family) 

NT2RP2000880//Elongation factor Tu family (contain 

s ATP/GTP binding P-loop) 

NT2RP2000931//RNA recognition motif, (aka RRM, RB 

D, or RNP domain) 

NT2RP2000932//Ank repeat 

NT2RP2001081//C2 domain 

NT2RP2001174//Zinc finger, C2H2 type 

NT2RP2001397//Cyclins 10 

NT2RP2001520//Mitochondrial carrier proteins 

NT2RP2001597//Zinc finger, C3HC4 type (RING finge 

r) 

NT2RP2001 740//Ubi qui ti n carboxyl- terminal hydrolas 
es family 2 

NT2RP2001748//Polyprenyl synthetases 
NT2RP2001756//Zinc finger, C2E2 type 
NT2RP2001839//Eukaryotic protein kinase domain 
NT2RP2001900//Actins 

NT2RP2001991//Sodium: neurotransmitter symporter fa 20 
mily 

NT2RP2002058//WD domain, G-beta repeats 
NT2RP2002124//Ubiquitin carboxyl -terminal hydrolas 
es family 2 //Ubiquitin carboxyl -terminal hydrolas 
es family 2 

NT2RP2002185//Ubiquitin family 
NT2RP2002208//Zinc finger, C3HC4 type (RING finge 
r) 

NT2RP2002256//Cytochrome P450 

NT2RP2002479//ABC transporters 30 
NT2RP2002503//Zinc finger, C2H2 type 
NT2RP2002520//Ank repeat 
NT2RP2002591//Zinc finger, C2H2 type 
NT2RP2002741//Src homology domain 3 
NT2RP2002929//WD domain, G-beta repeats 
NT2RP2002939//Zinc finger, C2H2 type 
NT2RP2002959//Ubi qui ti n- con) ugati ng enzymes 
NT2RP2002980//Ribosomal protein S10 
NT2RP2003137//Ubiquitin family 

NT2RP2003164//Eukaryotic protein kinase domain 40 
NT2RP2003228//MCM2/3/5 family 
NT2RP2003243//Fibronectin type III domain 
NT2RP2003272//Ubiquitin family 
NT2RP2003307//Kinesin light chain repeat 
NT2RP2003401//Ubiquitin carboxyl -terminal hydrolas 
es family 2 //Ubiquitin carboxyl -terminal hydrolas 
es family 2 

NT2RP2003433//eubacterial secY protein 
NT2RP2003480//Zinc finger, C2H2 type 
NT2RP2003713//Ubiquitin carboxyl -terminal hydrolas 50 
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NT2RP2003737//UM qui ti n-conj ugati ng enzymes 
NT2RP2003777//Zinc finger, C3HC4 type (RING finge 
r) 

NT2RP2003840//UM qui tin-conjugating enzymes 
NT2RP2003857//Ank repeat 

NT2RP2003981//Zinc finger, C3HC4 type (RING finge 
r) 

NT2RP2004170//WD domain, G-beta repeats 
NT2RP2004187//Zinc finger, C2H2 type 
NT2RP2004232//Phorbol esters / diacyl glycerol bind 
ing domain //PH (pleckstrin homology) domain //Euk 
aryotic protein kinase domain 
NT2RP2004389//Ribosomal protein S9 
NT2RP2004538//PH (pleckstrin homology) domain 
NT2RP2004568//DEAD and DEAH box hel leases //Helica 
ses conserved C- terminal domain 
NT2RP2004710//W/rsp5/WWP domain containing protei 
ns 

NT2RP2004768//Eukaryotic protein kinase domain 
NT2RP2004933//Eukaryotic protein kinase domain 
NT2RP2004961//Zinc finger, C2H2 type 
NT2RP2005003//Zinc finger, C3HC4 type (RING finge 
r) 

NT2RP2005012//DnaJ, prokaryotic heat shock protein 
NT2RP2005126//DEAD and DEAH box helicases //Helica 
ses conserved C- terminal domain 
NT2RP2005139//Ank repeat 
NT2RP2005140//PH (pleckstrin homology) domain 
NT2RP2005239//Aminotransferases class-V 
NT2RP2005288//Regulator of chromosome condensation 
(RCC1) 

NT2RP2005293//PH (pleckstrin homology) domain 
NT2RP2005325//Hameobox domain //LIM domain contain 
ing proteins 

NT2RP2005344//E1-E2 ATPases 
NT2RP2005465//Mitochondrial carrier proteins 
NT2RP2005525//Forkhead-associated (FHA) domain 
NT2RP2005531//Band 4.1 family 
NT2RP2005557//Bacterial mutT protein 
NT2RP2005654//DnaJ, prokaryotic heat shock protein 
NT2RP2005701//Zinc finger, C3HC4 type (RING finge 
r) 

NT2RP2005722//Zinc finger, C2H2 type 
NT2RP2005752//TNFR/NGFR cysteine- rich region 
NT2RP2005763//DEAD and DEAH box helicases //Helica 
ses conserved C- terminal domain 
NT2RP2005767//HMG (high mobility group) box 
NT2RP2006312//HHG (high mobility group) box 
NT2RP2006464//HMG (high mobility group) box 
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NT2RP2006571//Cytochrome P450 
NT2RP3000050//Zlnc finger, C2H2 type 
NT2RP3000068//PH (pleckstrin homology) domain 
NT2RP300G085//Biotin-requiring enzymes //Carbamoyl 
-phosphate synthase (CPSase) 
NT2RP3000299//Src homology domain 3 
NT2RP3000359//Adenylate kinases 
NT2RP3000366//Ras family (contains ATP/GTP binding 
P-loop) 

NT2RP3000403//WW/rsp5/WWP domain containing protei 10 
ns 

NT2RP3000487//WW/rsp5/WWP domain containing protei 
ns 

NT2RP3000512//Homeobox domain 
NT2RP3000527//Zinc finger, C2H2 type 
NT2RP3000531//IG superfamily 
NT2RP3000590//Zinc finger, C3HC4 type (RING finge 
r) 

NT2RP3000603//Helix-loop-helix DNA-binding domain 
NT2RP3000605//Zinc finger, C2H2 type 20 
NT2RP3000632//Zinc finger, C2H2 type 
NT2RP3000742//Phosphati dyl i nosi tol -sped f i c phosph 
olipase C, X domain //Phosphatidyl inositol -specif i 
c phospholipase C, Y domain 
NT2RP3000759//ADP-ribosylation factors (Arf famil 
y) (contains ATP/GTP binding P-loop) 
NT2RP3000825//EGF- 1 i ke domain 
NT2RP3000869//ATPases associated with various cell 
ular activities (AAA) 

NT2RP3000994//Double-stranded RNA binding motif 30 
NT2RP3001057//Zinc finger, C2H2 type 
NT2RP3001084//PH (pleckstrin homology) domain 
NT2RP3001120//Zinc finger, C2H2 type 
NT2RP3001140//Thrombospondin type 1 domain 
NT2RP3001150//Forkhead-associated (FHA) domain 
NT2RP3001155//HHG (high mobility group) box 
NT2RP3001214//Zinc finger, C2H2 type 
NT2RP3001268//Zinc finger, C2H2 type 
NT2RP3001338//Zinc finger, C2H2 type 
NT2RP3001355//Hitochondrial carrier proteins 40 
NT2RP3001398//Zinc finger, C2H2 type 
NT2RP3001426//DnaJ, prokaryotic heat shock protein 
NT2RP3001453//ABC transporters 
NT2RP3001457//PH (pleckstrin homology) domain 
NT2RP3001472//HMG (high mobility group) box 
NT2RP3001495//A1 cohol /other dehydrogenases, short 
chain type //WW/rsp5/WWP domain containing protein 
s 

NT2RP3001497//Zinc finger, C3HC4 type (RING finge 

r) 50 
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NT2RP3001724//Hel leases conserved C- terminal domai 
n 

NT2RP3001792//RNA recognition motif, (aka RRM, RB 
D, or RNP domain) 

NT2RP3001943//Zinc finger, C3BC4 type (RING finge 
r) 

NT2RP3001944//Zinc finger, C3HC4 type (RING finge 
r) 

NT2RP3002007//ATPases associated with various cell 
ular activities (AAA) 

NT2RP3002054//Low-density lipoprotein receptor dom 
ain class A 

NT2RP3002151//Elongation factor Tu family (contain 
s ATP/GTP binding P-loop) 
NT2RP3002399//HCM2/3/5 family 
NT2RP3002501//Serine/threonine dehydratases 
NT2RP3002602//Thioredoxi ns 

NT2RP3002628//DnaJ, prokaryotic heat shock protein 
//Thioredoxins 

NT2RP3002663//PH (pleckstrin homology) domain 
NT2RP3002909//Ank repeat 
NT2RP3002953//Cadherin 
NT2RP3002969//AMP-binding enzymes 
NT2RP3003061//Ank repeat 
NT2RP3003145//Zinc carboxypeptidases 
NT2RP3003230//WD domain, G-beta repeats 
NT2RP3003251//Zinc finger, C3HC4 type (RING finge 
r) 

NT2RP3003278//Ank repeat //Zinc finger, C2H2 type 
NT2RP3003282//PH (pleckstrin homology) domain 
NT2RP3003311//PH (pleckstrin homology) domain 
NT2RP3003385//Ank repeat //Chaperonins clpA/B 
NT2RP3003589//Ras family (contains ATP/GTP binding 
P-loop) 

NT2RP3003621//CUB domain //Kringle domain 
NT2RP3003701//Thrombospondin type 1 domain 
NT2RP3003716//Fibronectin type III domain 
NT2RP3003809//ATPases associated with various cell 
ular activities (AAA) 

NT2RP3004016//Zinc finger, C3HC4 type (RING finge 
r) 

NT2RP3004207//CUB domain //Sushi domain 
NT2RP3004209//Ubiquitin carboxyl -terminal hydrolas 
es family 2 //Ubiquitin carboxyl -terminal hydrolas 
es family 2 

NT2RP3004242//PH (pleckstrin homology) domain 
NT2RP3004262//DnaJ, prokaryotic heat shock protein 
NT2RP3004566//Zinc finger, C2H2 type 
NT2RP3004569//Ank repeat 
NT2RP3004594//HMG (high mobility group) box 
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NT2RP3004617//Zinc finger, C3HC4 type (RING finge 
r) 

NT2RP4000259//Glutathlone peroxidases 
NT2RP4000370//Prokaryotic-type class I peptide cha 
in release factors 

NT2RP4000376//WD domain, G-beta repeats 
NT2RP4000398//Zinc finger, C2H2 type 
NT2RP4000455//Forkhead-associated (FHA) domain //Z 
inc finger, C3HC4 type (RING finger) 
NT2RP4000457//0biquitin carboxyl-tenninal hydrolas 10 
es family 2 

NT2RP4000518//DEAD and DEAH box helicases //Helica 
ses conserved C- terminal domain 
NT2RP4000588//Actinin-type actin- binding domain co 
ntaining proteins 

NT2RP4000614//RNA recognition motif, (aka RRM, RB 
D, or RNP domain) 

NT2RP4000648//Forkhead-associated (FHA) domain 111 
inc finger, C3BC4 type (RING finger) 
NT2RP4000837//Zinc finger, C2H2 type 20 
NT2RP4000839//WD domain, G-beta repeats 
NT2RP4000865//Zinc finger, C2H2 type 
NT2RP4000907//Fibronectin type III domain //IG sup 
erfamily 

NT2RP4000925//Fibronectin type III domain 
NT2RP4000927//Ubiquitin carboxyl-tenninal hydrolas 
es family 2 //Ubiquitin carboxyl-tenninal hydrolas 
es family 2 

NT2RP4000973//DnaJ, prokaryotic heat shock protein 
//Thioredoxins 30 
NT2RP4001079//E1-E2 ATPases 
NT2RP4001080//RNA recognition motif, (aka RRM, RB 
D, or RNP domain) 

NT2RP4001117//eubacterial secY protein 
NT2RP4001150//Fibronectin type III domain 
NT2RP4001213//Zinc finger, C2H2 type 
NT2RP4001219//Thioredoxins 
NT2RP4001235//Zinc finger, CCHC class 
NT2RP4001433//Zinc finger, C2H2 type 
NT2RP4001498//Ank repeat 40 
NT2RP4001568//Ank repeat 
NT2RP4001644//Eukaryotic protein kinase domain 
NT2RP4001725//WD domain, G-beta repeats 
NT2RP4001753//Zinc finger, C2H2 type 
NT2RP4001790//Zinc finger, C2H2 type 
NT2RP4001822//4 transmembrane segments integral me 
mbrane proteins 

NT2RP4001823//Fibrinogen beta and gamma chains, C- 
terminal globular domain 

NT2RP4001893//Ank repeat 50 
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NT2RP4001896//WD domain, G-beta repeats 
NT2RP4001927//WD domain, G-beta repeats 
NT2RP4001938//Zinc finger, C2H2 type 
NT2RP4002047//Elongation factor Tu family (contain 
s ATP/GTP binding P-loop) 
NT2RP4002078//Zinc finger, C2H2 type 
NT2RP4002408//Eukaryotic protein kinase domain 
NT2RP4002905//Cyclins 
NT2RP5003477//WD domain, G-beta repeats 
0VARC1000006//Core hi stones H2A, H2B, H3 and H4 
0VARC1000085//Proteasome A- type and B-type 
0VARC1000148//RNA recognition motif, (aka RRM, RB 
D, or RNP domain) 

0VARC1000556//Eukaryotic protein kinase domain 
0VARC1000649//PH (pleckstrin homology) domain //Sr 
c homology domain 2 

0VARC1000746//Double-stranded RNA binding motif 
0VARC1000885//Alcohol /other dehydrogenases, short 
chain type 

OVARC1000937//Cyclins 
0VARC1000999//Ank repeat 
0VARC1001154//Granulins 
0VARC1001180//Ubiquitin family 
0VARC1001306//Helix-loop-helix DNA-binding domain 
0VARC1001577//RNA recognition motif, (aka RRM, RB 
D, or RNP domain) 
0VARC1001731//Tropanyosi ns 
0VARC1001943//Zinc finger, C2H2 type 
0VARC1002050//Spectrin alpha chain, repeated domai 
n 

0VARC1002112//Core histones H2A, H2B, H3 and H4 

0VARC1002138//ATPases associated with various cell 

ular activities (AAA) 

OVARC1002182//WD domain, G-beta repeats 

PLACE1000014//Zinc finger, C3HC4 type (RING finge 

r) 

PLACE1000040//Ras family (contains ATP/GTP binding 
P-loop) 

PLACE1000050//Zinc finger, C2H2 type 
PLACE1000081//PH (pleckstrin homology) domain 
PLACE1000142//Enoyl-CoA hydratase/isomerase 
PLACE1000401//IG superfamily 
PLACE1000406//RNA recognition motif, (aka RRM, RB 
D, or RNP domain) 

PLACE1000420//Bacterial mutT protein 
PLACE1000706//Bromodomai n 

PLACE1000769//KH domain family of RNA binding prot 
eins 

PLACE1000786//PH (pleckstrin homology) domain 
PLACE1000863//Ribosomal protein S4 
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P1ACE1000909//Ank repeat 
PLACE1000972//Src homology domain 3 
PLACE1000979//Zinc finger, C2H2 type 
PLACE1001304//Zinc finger, C2H2 type 
PLACE1001387//Src homology domain 3 
PLACE1001632//Zinc finger, C2H2 type 
PLACE1001672//Aminotransferases class-Ill pyridoxa 
1 -phosphate 

PLACE1001716//Zinc finger, CCHC class 
PLACE1001739//DEAD and DEAH box heli cases //Helica 10 
ses conserved C- terminal domain 
PLACE1001781//Phosphoglucomutase and phosphomannam 
utase phosphoserine 

PLACE1001869//FGGY family of carbohydrate kinases 
PLACE1002438//Zinc finger, C2H2 type 
PLACE1002450//Zinc finger, C2H2 type 
PLACE1002474//EGF-1 ike domain //von Willebrand fac 
tor type A domain 

PLACE1002499//Zinc finger, C3HC4 type (RING finge 

r) 20 

PLACE1002532//Homeobox domain 

PLACE1002571//Actins 

PLACE1002685//Src homology domain 2 

PLACE1002722//7 transmembrane receptor (rhodopsin 

family) 

PLACE1002775//Bromodomai n 
PLACE1002834//Zinc finger, C2H2 type 
PLACE1003100//Alcohol /other dehydrogenases, short 
chain type 

PLACE1003174//Ubi qui tin- conjugating enzymes 30 
PLACE1003238//7 transmembrane receptor (rhodopsin 
family) 

PLACE1003302//Zinc finger, C2H2 type 
PLACE1003334//RNA recognition motif, (aka REM, RB 
D, or RNP domain) 
PLACE1003366//C2 domain 

PLACE1003394//Ras family (contains ATP/GTP binding 
P-loop) 

PLACE1003420//Mitochondrial carrier proteins 
PLACE1003493//Clq domain 40 
PLACE1003519//KH domain family of RNA binding prot 
eins 

PLACE1003723//Src homology domain 2 
PLACE1003738//Zinc finger, C2H2 type 
PLACE1003888//C2 domain //Phosphatidyl inositol- spe 
cific phospholipase C,X domain //Phosphatidyl inosi 
tol- specific phospholipase C, Y domain 
PLACE1004128//WD domain, G-beta repeats 
PLACE1004358//PH (pleckstrin homology) domain 
PLACE1004428//Acyl-CoA dehydrogenases 50 
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PLACE1004437//Isocitrate and isopropylmalate dehyd 
rogenases 

PLACE1004506//UM domain containing proteins 
PLACE1004674//EF hand 
PLACE1004918//L-lactate dehydrogenases 
PLACE1005243//Eukaryotic protein kinase domain 
PLACE1005305//Adenylate kinases 
PLACE1005327//Src homology domain 3 
PIACE1005530//Zinc finger, C3HC4 type (RING finge 
r) 

PLACE1005646//Heli cases conserved C- terminal domai 
n 

PLACE1005656//Ribonucleotide reductases 
PLACE1005966//WD domain, G-beta repeats 
PLACE1006157//Sushi domain 

PLACE1006196//DEAD and DEAH box heli cases //Helica 
ses conserved C- terminal domain 
PLACE1006438//Zinc finger, C2H2 type 
PLACE1006626//Double-stranded RNA binding motif 
PLACE1006754//IG superfamily 
PLACE1006829//Ubiquitin carboxyl- terminal hydrolas 
es family 2 //Dbiquitin carboxyl -terminal hydrolas 
es family 2 

PLACE1006917//RNA recognition motif, (aka RRM, RB 

D, or RNP domain) 

PLACE1006956//ABC transporters 

PLACE1006958//Heat shock hsp70 proteins 

PLACE1007375//C2 domain 

PLACE1007488//PH (pleckstrin homology) domain 

PLACE1007511//Intermediate filament proteins 

PLACE1007537//Ank repeat 

PLACE1007544//Zinc finger, C2H2 type 

PLACE1007547//Zinc finger, C3HC4 type (RING finge 

r) 

PLACE1007598//Zinc finger, C2H2 type 
PLACE1007697//ABC transporters 
PLACE1007958//3' 5' -cyclic nucleotide phosphodi este 
rases 

PLACE1007969//RNA recognition motif, (aka RRM. RB 
D, or RNP domain) 

PLACE1008201//Zinc finger, C2H2 type 
PLACE1008429//Ank repeat 
PLACE1008465//Zinc finger, C2H2 type 
PLACE1008650//WD domain, G-beta repeats 
PLACE1009020//Amlnotransferases class-V 
PLACE1009094//von Willebrand factor type C domain 
PLACE1009099//Zinc finger, C2H2 type 
PLACE1009246//UM domain containing proteins 
PLACE1009468//WD domain, G-beta repeats 
PLACE1009476//DEAD and DEAH box heli cases //Helica 
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ses conserved C- terminal domain 
PLACE1009524//PB (pleckstrin homology) domain 
PLACE1009596//WD domain, G-beta repeats 
PLACE1009622//Double-stranded RNA binding motif 
PLACE1009861//Cysteine proteases 
PLACE1009925//Heli cases conserved C- terminal domai 
n 

PLACE1009992//CUB domain //EGF-like domain //Sushi 
domain //Trypsin 

PLACE1010053//Double-stranded RNA binding motif 10 
PLACE1010089//Ubiquitin carboxyl -terminal hydrolas 
es family 2 

PLACE1010702//Zinc finger, C2H2 type 
PLACE1010833//EF hand 
PLACE1010926//Src homology domain 3 
PIACE1010960//Actins 
PLACE1011041//Src homology domain 3 
PLACE1011046//C2 domain //Phosphatidyl inositol-spe 
cific phospholipase C,X domai n //Phosphatidylinosi 
tol-specific phospholipase C, Y domain 20 
PLACE1011114//Hel leases conserved C- terminal domai 
n 

PLACE1011160//Zinc finger, C3HC4 type (RING finge 
r) 

PLACE1011263//Ank repeat 
PLACE1011433//Zinc finger, C2H2 type 
PLACE1011576//Zinc finger, C2H2 type 
PLACE1011923//Eukaryotic protein kinase domain 
PLACE2000034//Fibronectin type III domain //IG sup 
erfamily 30 
PLACE2000072//Zinc finger, C2H2 type 
PLACE2000111//IG superfamily 
PLACE2000164//WD domain, G-beta repeats 
PLACE2000216//PB (pleckstrin homology) domain 
PLACE2000341//Sodi urn: solute symporter family 
PLACE2000371//Src homology domain 2 
PLACE2000373//Thrombospondin type 1 domain 
PLACE2000398//IG superfamily 
PLACE2000427//M leases conserved C- terminal domai 
n 40 
PLACE2000458//Cadherin 
PLACE3000020//Guanylate cyclases 
PLACE3000169//Zinc finger, C2H2 type 
PLACE4000014//Hel leases conserved C- terminal domai 
n 

PLACE4000052//ABC transporters 
PLACE4000192//Zinc finger, C2H2 type 
PLACE400021 l//Bromodomai n 

PLACE4000431//Hel leases conserved C- terminal domai 
n 50 
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PLACE4000522//Ank repeat 
PLACE4000581//EGF-1 i ke domain //Sushi domain 
PLACE4000654//Ubi qui ti n-conj ugati ng enzymes 
THYR01000072//IG superfamily 
THYR01000242//Zinc finger, C2H2 type 
THYR01000288//Zinc-binding metal loprotease domain 
THYR01000488//Zinc finger, C3HC4 type (RING finge 
r) 

THYR01000501//Zinc finger, C3HC4 type (RING finge 
r) 

THYR01000666//Kinesin motor domain 
THYR01000748//Src homology domain 3 
TBYR01000926//3' 5' -cyclic nucleotide phosphodieste 
rases 

THYR01001661//RNA recognition motif, (aka RRM, RB 
D, or RNP domain) 
THYR01001671//Dbiquitin family 
Y79AA1000037//Zinc finger, C3HC4 type (RING finge 
r) 

Y79AA1000214//Core histones H2A, H2B, H3 and H4 
Y79AA1000342//Zinc finger, C2B2 type 
Y79AA1000349//Double-stranded RNA binding motif 
Y79AA1000627//Zinc finger, C2H2 type 
Y79AA1000705//Hel leases conserved C- terminal domai 
n 

Y79AA1000752//KH domain family of RNA binding prot 
eins 

Y79AA1000833//Tubulin 
Y79AA1001048//Acyl-CoA dehydrogenases 
Y79AA1001391//Homeobox domain 
Y79AA1001394//ATPases associated with various cell 
ular activities (AAA) 

Y79AA1 00 1 493//Ubi qui ti n- con] ugati ng enzymes 
Y79AA1001613//Zinc finger, C2H2 type 
Y79AA1001874//TNFR/NGFR cysteine- rich region 
Y79AA1 002027//Ubi qui ti n-conj ugati ng enzymes 
Y79AA1002139//DnaJ, prokaryotic heat shock protein 
Y79AA1002208//Ank repeat 
Y79AA1002246//C2 domain 
Y79AA1002307//Fibronectin type III domain 
Y79AA1002472//Zinc finger, C2H2 type 
HEMBA1003538//CUB domain 

HEMBA1003645//WD domain, G-beta repeats //Src homo 
logy domain 3 

HEHBA1005206//Glutathione S- transferases. 
HEMBA1006521//Alcohol/other dehydrogenases, short 
chain type 

HEMBB1001482//Zinc finger, C2B2 type 
BEHBB1001915//Ubiquitin carboxyl -terminal hydrolas 
es family 2 //Ubiquitin carboxyl -terminal hydrolas 
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es family 2 

HEMBB1002044//Cadherin 

MAMMA1000183//Zinc finger, C2H2 type 

MAMMA1000897//von Willebrand factor type A domain 

MAMMA1001080//IG superfamily 

MAHMA1002498//I G superf ami 1 y 

MAMMA1002573//KB domain family of RNA binding prot 

eins 

HAMMA1002617//Zinc finger, C2H2 type 
NT2RM1000833//eubacterial secY protein 10 
NT2RM2001797//Zinc finger, C2H2 type 
NT2RP1001013//Zinc finger, C2H2 type 
NT2RP2001233//Zinc finger, C2H2 type 
NT2RP200 1 440// 14-3-3 proteins 
NT2RP2002105//7 transmembrane receptor (rhodopsin 
family) 

NT2RP3001723//Laminin G domain 
NT2RP3001938//Eukaryotic pVotein kinase domain 
NT2RP3002330//Elongation factor Tu family (contain 
s ATP/GTP binding P-loop) 20 
NT2RP3003133//Zinc finger, C2H2 type 
NT2RP3003500//Eukaryotic protein kinase domain 
NT2RP3003799//C2 domain 
NT2RP3003800//Eukaryotic protein kinase domain 
NT2RP3004013//Double-stranded RNA binding motif 
NT2RP3004125//Zinc finger, C2H2 type 
0VARC1001244//Branodomai n 

0VARC1001496//D-isomer specific 2-hydroxyacid dehy 
drogenases 

PLACE1000007//Ubiquitin carboxyl -terminal hydrolas 30 
es family 2 //Ubiquitin carboxyl -terminal hydrolas 
es family 2 

PLACE1001118//Zinc finger, C2H2 type 
PLACE1010310//Zinc finger. C2H2 type 
PLACE1011896//wnt family of developmental signalin 
g proteins 

PLACE3000124//Src homology domain 2 
PLACE4000100//D-isomer specific 2-hydroxyacid dehy 
drogenases 

PLACE4000259//Heli cases conserved C- terminal domai 40 
n 

PLACE4000261//BromodQmai n 
SKNHC1000013//ABC transporters 
SKNMC1000091//Basic region plus leucine zipper tra 
nscription factors 
THYR01000343//Src homology domain 3 
THYR01000569//Zinc finger, C2H2 type 
THYR01001189//Zinc finger, C2H2 type 
Y79AA1002103//Zinc finger, C2H2 type 
PLACE3000350//Eukaryotic protein kinase domain 50 



WW 2002-191363 
2780 

PLACE4000156//Zinc finger, C2H2 type 

[0994] mmmi8. zmm^xmrntf-^v 

£%&MimmbMzt£vtz4 9 9 7^P-y(co^ 
TGenBank, Swiss-Prot, VniGenetD&T-t^-x&tt 
*fCfTofct@(^tt^(7)3g* (ffilSltttt5!SiB*6, 1 

2, 13, 1 4#fiB) ^ ^ftttfflBM^6*SS*lfc 

t 5 / moments 4 >mm% mmm 1 7 
mm, *T=?y-&m&fT*iZo ^*tifc4 9 9 7 

HEMBA1000005, HEHBA1000012, HEHBA1000020, HEMBA100 
0030, HEHBA1000042, HEHBA1000046, HEMBA1000050, HE 
HBA1000076, HEHBA1000129, HEHBA1000141, HEMBA10001 
50, HEHBA1000156, HEHBA1000158, HEHBA1000168, HEMB 
A1000185, HEHBA1000193, HEMBA1000201, HEMBA100021 

3, HEHBA1000216, HEMBA1000227, HEHBA1000231, HEMBA 
1000243, HEHBA1000244, HEHBA1000251, HEHBA1000264, 

HEHBA1000280, HEHBA1000282, HEMBA1000288, HEMBA 10 
00290, HEHBA1000302, HEHBA1000303, HEHBA1000304, fl 
EMBA1000307, HEHBA1000327, HEHBA1000333, HEHBA1000 
338.HEMBA1000351, HEHBA1000356, HEHBA1000357, HEMB 
A1000369, HEHBA1000376, HEIBA1000387, HEHBA100039 
2, HEHBA1000396, HEHBA1000411, HEHBA1000428, HEMBA 
1000442, HEHBA1000456, HEMBA1000459, HEMBA1000460, 

HEHBA1000469, HEMBA 1000488, HEMBA1000491 , HEMBA 10 
00497, HEMBA1000501, HEMBA1000504, HEMBA1000505, H 
EMBA1000508, HEMBA1000518, HEHBA1000519, HEMBA1000 
520, HEMBA1000523, HEMBA1000531, HEMBA1000534, HEM 
BA1000542, HEMBA1000545, HEMBA1000555, HEMBA100055 
7, HEMBA1000561, HEMBA1000568, HEMBA1000569, HEMBA 
1000575, HEMBA1000588, HEMBA1000591, HEMBA1000592, 
HEMBA1000594, HEMBA1000604, HEMBA1000608, HEMBA100 
0622, HEMBA1000636, HEMBA1000637, HEMBA1000655, HE 
MBA1000657, HEMBA1000673, HEMBA1000682, HEMBA10006 
86, HEMBA1000702, HEMBA1000719, HEMBA1000722, HEMB 
A1000726, HEHBA1000727, HEMBA1000749, HEMBA100075 
2, HEMBA1000769, HEMBA1000773. HEMBA1000774, HEMBA 
1000817, HEMBA1000822, HEMBA1000843, HEMBA 1000851, 
HEHBA1000852, HEMBA1000867, HEMBA1000869, HEMBA100 
0870, HEMBA1000872, HEMBA1000876, HEMBA1000908, HE 
MBA1000910, HEMBA1000918, HEMBA1000919, HEMBA10009 
34, HEMBA1000942. HEMBA1000943, HEMBA1000946, HEMB 
A1000960, HEMBA1000968, HEMBA1000971, HEHBA100097 
2, HEMBA1000975. HEMBA1000985, HEMBA1000986, HEMBA 
1000991. HEMBA1 001008, HEMBA1001009, HEHBA1001019, 

HEHBA1001020, HEMBA1001022, HEMBA1001024, HEMBA 10 
01026, HEMBA1001043, HEMBA1001051, HEMBA1001052, H 
EMBA1001059, HEMBA1001060, HEMBA1001071, HEMBA1001 
077,HEMBA1001080. HEMBA1001085, HEMBA1001088, HEMB 
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A1001094, HEMBA1001099, HEMBA1001109, HEMBA100112 
1, HEMBA1001122, HEMBA1001123, HEHBA 1 00 1 1 33 , HEHBA 
1001137, HEHBA1001140, HEMBA1001174, HEMBA1001197, 
HEMBA1001208, HEHBA1001213, HEMBA1001226, HEHBA10 
01235, HEMBA1001247, HEMBA1001257, HEHBA1001281, H 
EHBA1001286, HEMBA1001299, HEHBA1001302, HEMBA1001 
303, BEHBA1001310, HEMBA1001319, HEHBA1001323, HEM 
BA1001326, HEMBA1001327, HEMBA1001330, BEMBA100135 

1, HEMBA1001361, HEHBA1001375, HEMBA1001377, HEHBA 
1001383, HEHBA1001387, HEMBA1001388, HEMBA1001391 , 10 
HEHBA1001398, HEHBA1001405, HEHBA1001407, HEMBA100 
1411, HEHBA1001413, HEMBA1001415, HEMBA1001432, HE 
HBA1001433, HEHBA1001435, HEMBA1001442, HEHBA10014 

46, HEHBA1001450, HEHBA1001455, HEMBA1001463, HEMB 
A1001497, HEMBA1001510, HEMBA1001515, HEHBA100152 

2, HEMBA1001526, HEHBA1001533, HEHBA1001557, HEHBA 
1001566, HEMBA1001569, HEMBA1001570, HEMBA1001579, 

[0 9 9 5] HEHBA1001581, HEHBA1001589, HEMBA10015 
95, HEHBA1001608, HEHBA1001620, HEMBA1001635, HEMB 
A1001636, HEHBA1001640, HEMBA1001647, HEHBA100165 20 
1, HEHBA1001655, HEHBA1001658, HEMBA1001661, HEHBA 
1001672, HEHBA1001675, HEHBA1001702, HEHBA1001711, 

HEMBA1001712, HEHBA1001714, HEMBA1001723, HEMBA10 
01731, HEMBA1001734, HEMBA1001744, HEHBA1001745, H 
EMBA1001746, HEMBA1001750, HEHBA1001781, HEMBA1001 
784, HEHBA1001791, HEHBA1001803, HEHBA1001804, HEM 
BA1001809, HEHBA1001815, HEHBA1001819, HEHBA100182 
0, HEMBA1001822,HEHBA1001824, HEHBA1001835, HEMB A 1 
001847, HEMBA1001864, HEMBA1001866, HEHBA1001869, 
HEHBA1001888, HEHBA1001896, HEHBA1001910, HEHBA100 30 
1912, HEHBA1001913, HEHBA1001915, HEHBA1001918, HE 
HBA1001921, HEHBA1001939, HEMBA1 001940, HEHBA10019 
42, HEHBA1001950, HEMBA 100 1964, HEHBA1001967, HEMB 
A1001987, HEMBA1002018, HEMBA1002022, HEMBA100203 
5, HEMBA1002039, HEHBA1002049, HEMBA1002084, HEMBA 
1002092, HEMBA1002100, HEHBA1002102, HEHBA1002113, 

HEHBA1002119, HEMBA1002125, HEMBA1002139, HEMBA10 
02150, HEMBA1002151.HEMBA1002160, HEHBA1002161, HE 
MBA1002162, HEMBA 10021 66, HEMBA1 002 177, HEMBA10021 
85, HEMBA1002189, HEMBA1002191, HEHBA1002199, HEMB 40 
A1002204, HEMBA1002212, HEMBA1002215, HEMBA100222 
9, HEHBA1002237, HEMBA1002241, HEMBA1002265, HEMBA 
1002267, HEMBA1002328, HEHBA1002337, HEHBA1002341, 

HEMBA1002348, HEHBA1002349, HEMBA1002363, HEHBA10 
02381, HEMBA1002417, HEMBA1002419, HEMBA1002430, H 
EMBA1002439, 

[0 9 9 6] HEMBA1002458, HEHBA1002460, HEMBA10024 
62, HEMBA1002469, HEMBA1002475, HEMBA1002477, HEMB 
A1002486, HEMBA1002495, HEMBA1002498, HEMBA100250 

3, HEMBA1002508, HEHBA1002513, HEMBA1002515. HEMBA 50 
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1002538, HEHBA1002542, HEMBA1002547, HEMBA1002552, 
HEHBA1002555, HEMBA1002558, HEHBA1002569, HEMBA 10 
02583, HEMBA1002609, HEMBA1002621, HEHBA1002624, H 
EHBA1002629, HEMBA1002645, HEHBA1002659, HEHBA1002 
661, HEHBA1002666, HEMBA1002678, HEMBA1002679, HEM 
BA1002688, HEMBA1002696, HEHBA1002703, HEHBA100271 
2, HEHBA1002716.HEMBA1002742, HEMBA1002746, HEMBA 1 
002748, HEMBA1002750, HEMBA1002768, HEHBA1002770, 
HEHBA1002777, HEHBA1002779, HEMBA1002780, HEMBA100 
2794, HEMBA1002801, HEMBA1 002810, HEHBA1002816, HE 
MBA1002818, HEHBA1002826, HEMBA1002833, HEMBA10028 
50, HEMBA1002863, HEHBA1002876, HEMBA1002921, HEMB 
A1002934, HEMBA1002935, HEMBA1002937, HEMBA100293 
9, HEHBA1002944, HEMBA1002951, HEMBA1002954, HEHBA 
1002968, HEHBA1002970, HEMBA1 00297 1 , HEHBA1002973, 
HEHBA1002997, HEMBA1002999, HEHBA1003021, HEHBA10 
03033, HEHBA1003034.HEMBA1003035, HEHBA1003037, HE 
MBA1003041, HEHBA1003046, HEMBA1003067, HEMBA10030 
71, HEMBA1003077, HEMBA1003078, HEHBA1003079, HEMB 
A1003083, HEMBA1003086, HEMBA1003096, HEMBA100309 
8, HEHBA1003117, HEMBA1003129, HEHBA1003133, HEMBA 
1003136, HEMBA1003142, HEMBA1003148, HEHBA1003166, 
HEHBA1003175, HEMBA1003179, HEHBA1003197, HEHBA10 
03199, HEHBA1003202, HEHBA1003220, HEMBA1003222, H 
EMBA1003229, 

[0 9 9 7] HEHBA1003235, HEMBA1003250, HEHBA10032 
57, HEMBA1003273, HEMBA1003276, HEMBA1003278, HEMB 
A1003281, HEHBA1003286, HEMBA1003291, HEMBA100330 
4, HEHBA1003309. HEMBA1003322, HEMBA1003327, HEHBA 
1003328, HEMBA1003369, HEMBA1003370, HEHBA1003373, 

HEHBA1003376, HEMBA1003380, HEMBA1003384, HEMBA10 
03395, HEMBA1003402, HEHBA1003408, HEMBA1003417, H 
EMBA1003418, HEMBA1003433, HEHBA1003447, HEMBA1003 
461, HEMBA1003463, HEHBA1003480, HEMBA1003528, HEM 
BA1003531, HEMBA1003538, HEHBA1003545, HEMBA100354 
8, HEMBA1003555, HEMBA1003556, HEMBA1003560, HEMBA 1 
003568, HEMBA1003569, HEMBA1003571, HEMBA1003579, 
HEMBA1003581, HEMBA1003591. HEMBA1 003597, HEMBA 100 
3598, HEHBA1003615, HEMBA1003617, HEMBA1003621, HE 
MBA1003645, HEMBA1003646, HEHBA1003656, HEMBA10036 
62, HEMBA1003667, HEHBA1003679, HEMBA1003680, HEMB 
A1003684, HEHBA1003690, HEMBA1003692. HEMBA100371 
1, HEMBA1003720, HEMBA1003725, HEMBA1003729, HEMBA 
1003733, HEMBA1003742, HEMBA1003758, HEMBA1003760, 

HEHBA1003773, HEHBA1003783, HEMBA1003799, HEMBA 10 
03803, HEMBA1003804.HEMBA1003805, HEHBA1003807, HE 
MBA1003827, HEHBA1003836. HEHBA1003838, HEMBA10038 
54, HEMBA1003856, HEMBA1003864, HEMBA1003866, HEMB 
A1003879, HEHBA1003880, HEHBA1003893, HEMBA100390 
8, HEHBA1003926, HEMBA1003937, HEMBA1003939, HEMBA 



(1393) 

2783 

1003942, HEMBA1003953, HEMBA1003958, HEHBA1003959, 
HEMBA1003976, HEMBA1003978, EEMBA1003985, HEMBA10 
03987. HEMBA1003989, HEMBA100401 1 , HEMBA1004012, H 
EMBA1004015, 

[0 9 9 8] HEMBA1004024, HEMBA1004038, HEHBA10040 
45. HEMBA1004048. HEMBA1004055, HEMBA1004056, HEMB 
A1004074. HEHBA1004086. HEMBA1004097, HEMBA100411 

1. HEHBA1004131, HEMBA1004138, HEMBA 1004 143, HEHBA 
1004146. HEHBA1004150. HEHBA1004168. HEMBA1004193, 

HEHBA1004199. HEMBA1004200. HEMBA1004202, HEMBA10 10 
04203. HEMBA1004207. HEMBA1004225, HEMBA1004227, H 
EMBA1004238. HEHBA1004241. HEMBA1004246, HEMBA1004 
248. HEMBA1004267. HEHBA1004272. HEMBA 1004274, HEM 
BA1004275. HEMBA1004276. HEMBA1004286. HEMBA100428 
9. HEHBA1004295, HEHBA1004312. HEHBA1004321. HEMBA1 
004323. HEMBA1004327. HEMBA1004330. HEMBA1004335, 
HEMBA1 004341. HEMBA 1004353, HEMBA1004354, HEMBA100 
4356. HEMBA1004366. HEHBA1004372. HEMBA1004389. IE 
MBA1004394, HEHBA1004396, HEMBA1004405. HEMBA10044 

08. HEMBA1004429, HEMBA1004433, HEMBA1004460. HEMB 20 
Al 004461. HEMBA1004479, HEMBA1004499. HEMBA100450 

2. HEMBA1004507, HEMBA1004509. HEMBA1004534. HEMBA 
1004538. HEMBA1004542. HEMBA1004554. HEMBA1004560. 

HEMBA1004573. HEMBA1004577. HEMBA1004596. HEMBA10 
04604. HEMBA1004610.HEMBA1004617, HEMBA1004629, HE 
MBA1004631. HEMBA1004632. HEMBA1004637. HEMBA10046 
38. HEMBA1004669. HEMBA1004670. HEMBA1004672. HEMB 
A1004693. HEMBA1004697. HEMBA1004705. HEMBA100470 

9. HEHBA1004711. HEMBA1004725. HEMBA1004730. HEMBA 
1004733. HEMBA1004734. HEHBA1004736. HEMBA1004748. 30 

HEMBA1004751, HEMBA1004752. HEMBA1004753. HEMBA10 
04756. HEMBA1004758. HEMBA1004763. HEMBA1004768. H 
EMBA1004771. 

[0 9 9 9] HEMBA1004776. HEMBA1004778. HEMBA10047 
95. HEMBA1004803. HEMBA1004806. HEMBA1004807. HEMB 
A1004820, HEMBA1004847. HEMBA1004850. HEMBA100486 
0. HEMBA1004863. HEMBA1004865. HEMBA1004880. HEHBA 
1004889. HEMBA1004900. HEMBA1004909. HEHBA1004923. 

HEMBA1004929, HEMBA1004930, HEMBA1004933. HEMBA10 
04934. HEMBA1004944. HEMBA1004954. HEMBA1004960, H 40 
EMBA1004972. HEMBA1004973. HEMBA1004977. HEMBA1004 
978, HEMBA1004980. HEMBA1004983. HEMBA1004995. HEM 
BA1005009. HEMBA1005019, HEMBA1005029. HEMBA100503 

5. HEMBA1005039.HEMBA1005047, HEMBA1005050. HEMBA 1 
005062. HEMBA1005066. HEMBA1005075. HEHBA1005079. 
HEMBA1 005083, HEMBA1005101. HEMBA1005113. HEMBA100 
5123. HEMBA1005133. HEHBA1005149. HEMBA1005152. HE 
MBA1005185. HEMBA1005201. HEMBA1005202, HEMBA10052 

06. HEHBA1005219. HEMBA1005223. HEMBA1005232. HEMB 
A1005241. HEMBA1005252. HEMBA1005275. HEMBA100529 50 
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3. HEMBA1005296. HEHBA1005311. HEMBA 1005314, HEMBA 
1005331. HEMBA1005338. HEMBA1005359. HEMBA1005367. 

HEMBA1005374. HEMBA1005382, HEMBA1005394. HEMBA 10 
05403. HEMBA 1 0054 1 1 . HEMBA1 0054 23 . HEHBA1005426. HE 
MBA1005443. HEMBA1005447. HEMBA1005468, HEMBA10054 
69. HEMBA1005472. HEHBA1005474, HEMBA1005475. HEMB 
A1005497. HEHBA1005500. HEMBA1005506. HEMBA100550 
8. HEMBA1005513. HEMBA1005517. HEMBA1005518. HEMBA 
1005526. HEHBA1005528. HEMBA1005530, HEMBA1005548. 

HEMBA1005552, HEMBA1005558. HEMBA1005568. HEHBA 10 
05572. HEMBA1005576, HEMBA1005581, HEMBA1005582, H 
EMBA1005583, 

[1 0 0 0] HEMBA1005588, HEHBA1005593. HEMBA10055 
95. HEMBA1005606. HEMBA1005609, HEMBA1005616, HEMB 
A1005621. HMBA1005627, HEMBA1005666. HEMBA100567 

0. HEHBA1005679. HEMBA1005680. HEMBA1005685. HEMBA 
1005699. HEMBA1005705. HEMBA1005732. HEMBA1005737, 
HEMBA1005746, HEMBA1005755. HEMBA1005780. HEHBA10 

05813. HEMBA1005815. HEMBA1005822. HEMBA1005834. H 
EMBA1005852. HEHBA1005884, HEMBA1005891. HEMBA1005 
894. HEMBA1005909. HEMBA1005911, HEMBA1 00592 1 . HEM 
RA1005931, HEMBA1005963, HEMBA1005990. HEMBA100599 

1. HEMBA1006005.HEMBA1006031. HEMBA1006035. HEMBA1 
006036. HEMBA1006038. HEMBA1006067. HEMBA1006081, 
HEMBA1006090. HEMBA1006091 . HEMBA1006092. HEMBA 100 
6100. HEMBA1006108. HEMBA1006121. HEMBA1006124. HE 
MBA1006130. HEMBA1006138, HEMBA1006155. HEMBA10061 
58. HEMBA1006173. HEMBA1006182. HEMBA1006198. HEMB 
A1006235. HEMBA1006248, HEMBA1006252. HEMBA100625 
3. HEMBA1006259. HEHBA1006268. HEMBA1006272. HEMBA 
1006278, HEHBA1006283. HEMBA1006284. HEHBA1006291, 

HEMBA1006293, HEMBA1006309, HEMBA1006310. HEHBA 10 
06344. HEMBA1006347.HEMBA1006349. HEMBA1006359, HE 
MBA1006364, HEMBA1006377, HEHBA1006380. HEMBA10063 
81. HEMBA1006398, HEMBA1006406, HEMBA1006416, HEMB 
A1006421. HEMBA1006424. HEMBA1006426. HEMBA100644 
5. HEMBA1006446. HEMBA1006461. HEMBA1006467. HEMBA 
1006474. HEMBA1006483, HEMBA1006485, HEMBA1006486, 

HEMBA1006492. HEMBA1006494. HEMBA1006497, HEMBA 10 
06502, HEMBA1006507. HEHBA1006521, HEMBA1006530, H 
EMBA1006535. 

[10 0 1] HEMBA1006546. HEHBA1006559. HEMBA10065 
62. HEMBA1006566. HEMBA1006579, HEMBA1006583, HEMB 
A1006595, HEMBA1006597, HEMBA1006612, HEMBA100661 
7. HEMBA1006624, HEMBA1 00663 1 . HEMBA1006639, HEMBA 
1006643, HEMBA1006650. HEMBA1006652. HEMBA1006659, 

HEHBA1006665, HEMBA1006674. HEMBA1006676. HEHBA10 
06682. HEMBA1006695. HEMBA1006708. HEMBA1006709. H 
EMBA1006717. HEMBA1006737, HEHBA1006744, HEMBA1006 
754. HEMBA1006758, HEMBA1006767. HEMBA1006779, HEM 
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BA1006780, HEHBA1006789, HEMBA 1006795, HEMBA100679 
6, HEMBA1006807, HEMBA1006812, HEMBA1006824, EEHBA1 
006832, HEMBA1006865, HEMBA1006877, HEMBA1006885, 
HEMBA1006900, HEMBA1006914, HEHBA1 006921, HEHBA100 
6926, HEMBA1006936, HEMBA1 006941, HEMBA1006949, HE 
MBA1006973, HEMBA1006976, HEMBA1006993, HEMBA10070 
02, HEHBA1007018, HEHBA1007051, HEMBA1007052, HUB 
A1007062, HEMBA1007066, HEMBA1007073, HEMRA100707 
8, HEHBA1007080, HEMBA1007085, HEMBA1007087, HEMBA 
1007112, HEMBA1007113, HEHBA1007121, HEMBA1007129, 10 
HEHBA1007147, HEMBA1007151, HEMBA1007174, HEMBA10 
07178, HEMBA1007194.HEMBA1007203, HEHBA1007206, HE 
HBA1007224, HEMBA1007243, HEHBA1007251, HEHBA10072 
56, HEMBA1007267, HEHBA1007281, HEMBA 1007288, HEHB 
A1007300, HEMBA1007301, HEMBA1007319, HEMBA100732 

0, HEHBA1007322, HEHBA1007327, HEHBA1007341, HEMBA 
1007342, HEMBA1007347, HEMBB1000005, HEHBB1000008, 

HEMBB1000018, HEMBB1 000024, HEMBB1000025, HEMBB10 
00030, HEMBB1000036, HEMBB1000037, HEMBB1000048, H 
EMBB1000050, 20 

[ 1 0 0 2] HEMBB1 000054, HEMBB1 000059, HEMBB10000 
83, HEMBB1000089, HEMBB1000099, HEMBB1000103, HEMB 
B1000113, HEMBB1000119, HEMBB1000136, HEMBB100014 

1, HEMBB1000144, HEMBB1000173, HEMBB1 000175, HEMBB 
1000198, HEMBB1000215, HEMBB1000217, HEMBB1000218, 

HEMBB1000226, HEMBB1000240, HEMBB1000244, HEMBB10 
00264, HEMBB1000266, HEMBB1000272, HEMBB1000274, H 
EMBB1000312, HEMBB1000317, HEMBB1000318, HEMBB1000 
335, HEMBB1000336, HEMBB1000337, HEMBB1000338, HEM 
BB1000339, HEMBB1000341, HEMBB1000343, HEMBB100035 30 
4, HEMBB1 000374 , HEMBB 1 00039 1 t HEMBB1000402, HEMBB 1 
000420, HEMBB1000434, HEMBB1000438, HEMBB1000441, 
HEMBB1000449, HEMBB1000480, HEMBB1000491, HEMBB 100 
0493, HEMBB1000510, HEMBB1000530, HEMBB1000550, HE 
MBB1000554, HEMBB 1000556, HEMBB1 000573, HEMBB 10005 
86, HEMBB1000589, HEMBB1000591, HEMBB1000592, HEMB 
B1000593, HEMBB1000623. HEMBB1000630, HEMBB100063 
1, HEMBB1000632, HEHBB1000637, HEMBB1000649, HEMBB 
1000652, HEMBB1000671, HEMBB1000672, HEMBB1000673, 

HEMBB1000684, HEMBB1 000693, HEMBB1000705, HEMBB10 40 
00706, HEMBB1000709.HEHBB1000725, HEMBB1000726, HE 
MBB1000749, HEHBB1000763, HEMBB1000770, HEMBB10007 
74, HEMBB1000781, HEMBB1000789, HEMBB1000790, HEMB 
B1000807, HEMBB1000810, HEMBB1000822, HEMBB100082 
6, HEHBB1000827, HEMBB1 000831, HEMBB1000835. HEMBB 
1000848, HEMBB1000852, HEMBB1000870, HEMBB1000883, 

HEMBB1000887, HEMBB1000888, HEMBB1000890, HEMBB10 
00893, HEMBB1000908, HEMBB1000913. HEMBB1000915, H 
EMBB1000917, 

[ 1 0 0 3] HEMBB1000927, HEMBB1000947, HEMBB10009 50 
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73, HEMBB1000975, HEMBB1 000985, HEMBB1000991, HEHB 
B1000996, HEMBB1001004, HEMBB1001008, HEMBB100101 

1, HEMBB1001014, HEMBB1001020, HEMBB1001024, HEMBB 
1001047, HEMBB1001051, HEMBB1001056, HEMBB1001058, 

HEHBB1001060, HEMBB1001068, HEMBB1001096, HEMBB10 
01105, HEMBB1001U2, HEMBB1001114, HEMBB1001117, H 
EIBB1001119, HEMBB1001126, HEHBB1001133, HEMBB1001 
137, HEMBB1001142, HEMBB1001151, HEMBB1001153, HEM 
BB100U69, HEMBB1001175, HEMBB1001177, HEMBB100118 

2, HEMBB1001197,HEMBB1001199, HEMBB1001208, HEMBB1 
001209, HEMBB1001210, HEMBB1001221, HEHBB1001234, 
HEMBB1001242, HEMBB1001249, HEMBB1001253, HEMBB100 
1254, HEMBB1001271, HEMBB1001282, HEMBB1001288, HE 
MBB1001289, HEMBB1001294, HEMBB1001302, HEMBB10013 
04, HEMBB1001314, HEMBB1001315, HEMBB1001317, HEMB 
B1001331, HEMBB1001335, HEMBB1001337, HEMBB100133 
9, HEMBB1001346, HEMBB1001348, HEMBB1001356, HEMBB 
1001364, HEMBB1001366. HEMBB1001367, HEMBB1001369, 

HEMBB1001384, HEMBB1001387, HEMBB1001394, HEMBB10 
01410, HEMBB1001424, HEMBB1001426, HEMBB1001429, HE 
MBB1001436, HEMBB1001443, HEHBB1001449, HEMBB10014 
58, HEMBB1001482, HEHBB1001500, HEMBB1001521, HEMB 
B1001527, HEMBB1001531, HEMBB1001535, HEMBB100153 
6, HEMBB1001537, HEMBB1001562, HEMBB1001564, HEMBB 
1001565, HEMBB1001585, HEMBB1001588, HEMBB1001603, 

HEMBB1001618, HEMBB1001619, HEMBB1001630, HEMBB10 
01635, HEMBB1001653, HEMBB1001665, HEHBB1001668, H 
EMBB1001673, 

[1 0 0 4] HEMBB1001684, HEMBB1001685, HEMBB10016 
95, HEMBB1001707, HEMBB1001735, HEMBB1001736, HEMB 
B1001747, HEHBB1001749, HEMBB1001753, HEMBB100175 
6, HEMBB1001760, HEMBB1001785, HEMBB1001797, HEMBB 
1001802, HEMBB1001812, HEMBB1001816, HEMBB1001831, 

HEMBB1001834, HEMBB1001839, HEMBB1001850, HEMBB10 
01863. HEMBB1001868, HEMBB1001869, HEMBB1001871. H 
EMBB1001872, HEMBB1001874, HEHBB1001880, HEMBB1001 
899, HEMBB1001905, HEMBB1001906, HEMBB1001908, HEM 
BB1001910, HEMBB1001911, HEMBB1001915, HEMBB100192 
1, HEMBB1001922.HEMBB1001925, HEMBB1001930, HEMBB 1 
001944, HEHBB1001945, HEMBB1001947, HEMBB1001950. 
HEMBB1001952, HEMBB1001957, HEMBB1001962, HEMBB 100 
1967, HEMBB1001983, HEMBB1001990, HEMBB1001996, HE 
MBB1002002, HEMBB1002005. HEMBB1002042, HEMBB10020 
43, HEMBB1002044, HEMBB1002045, HEMBB1002049, HEMB 
B1002050, HEMBB1002068. HEMBB1002092, HEMBB100213 
4, HEMBB1002139, HEMBB1002142, HEMBB1002152, HEMBB 
1002190, HEMBB1002193, HEMBB1002217, HEMBB1002218. 

HEMBB1002232. HEMBB1002247, HEMBB1002249, HEMBB10 
02266, HEMBB1002280, HEHBB1002300, HEMBB1002327, HE 
MBB1002329, HEMBB1002342, HEMBB1 002358, HEMBB10023 



(1395) 

2787 

59, HEMBB1002371, HEHBB1002381, HEMBB1 002383, HEMB 
B1002387, HEMBB1002409, HEMBB1002415, HEHBB100242 
5, HEMBB1002442, HEMBB1002453, HEMBB1002457, HEHBB 
1002458, HEMBB1002477, HEMBB1002489, HEMBB1002492, 
HEMBB1002495, BEMBB1002502, HEMBB1002510, HEHBB10 
02520, HEMBB1002522, HEMBB1002534, HEMBB1002545, H 
EMBB1002550, 

[1 0 0 5] HEMBB1002579, HEMBB1002582, HEMBB10025 
96, HEHBB1002600, HEHBB1002603, HEHBB1002607, HEMB 
B1002610, HEMBB1002613. HEHBB1002617, HEMBB100262 10 
3, HEMBB1002635, HEHBB1002677, HEHBB1002683, HEHBB 
1002684, HEHBB1002692, HEHBB 1002697, HEHBB1002699, 

HEHBB1002702, HEHBB1002705, MAHHA1000009, MAMMA 10 
00019, MAMMA1000020, MAMMA1000025, MAMMA1000043, M 
AMMA1000045, MAMMA1000055, MAMMA1000057, MAMMA1000 
069, MAMMA1000084, MAMMA1000085, MAMMA1000092, HAM 
MA1000103, MAHHA1000117, MAMHA1000129, MAMMA100013 

3, MAMMA1000139, MAMMA1000143, HAMMA1000155, MAMMA 1 
000163, MAHHA1000171, MAMMA1000173, MAHMA1000175, 
HAHMA1000183, HAHHA1000198, HAHHA1000227, MAMMA100 20 
0241, HAHHA1000251, HAMMA1000254, MAHHA1000257, HA 
MMA1000264, HAHHA1000266, MAHMA1000270, HAHHA10002 

77, MAMHA1000278, MAMMA1000279, MAMHA1000284, MAMM 
A1000287, MAHHA1000307, MAMMA 1000309, HAHHA100031 
2, HAHMA1000313, HAHHA1000331, MAMMA1000339, MAMMA 
1000340, HAHMA1000348, HAMHA1000356, HAMMA1000360, 

MAMMA1 000361, MAMMA1 000372, HAHMA1000388, MAMMA 10 
00395, MAMMA1000402,MAMMA1000410, MAMMA1000414, HA 
MMA1000416, MAMHA1000421, HAMHA1000422, MAMMA10004 
31, MAMMA1000444, MAMMA 1000458, HAMHA1000468, MAMM 30 
A1000472, HAMHA1000490, HAHMA1000500, MAMMA100052 
2, MAMMA1000524, MAMMA1000559, MAMMA1000567, MAMMA 
1000576, MAMMA1000583, MAMMA1000594, MAMMA1000605, 

HAHMA1000612, MAMMA1000616, MAMMA1000623, MAMMA 10 
00625, MAMMA1000643, MAMMA1000664, HAHHA1000670, M 
AHHA1000672, 

[ 1 0 0 6] MAMMA1000684, HAHHA1000696, MAMMA10007 
07, MAMMA1000713, MAMMA1000714, HAHHA1000720, MAMM 
A1000731, MAHHA1000734, MAMMA1000738, HAHHA100074 

4, MAMMA1000746, MAHHA1000752, MAMMA1000760, MAMMA 40 
1000761, HAHHA1000775, MAHHA1000776, MAHHA1000778, 

MAMMA1000798, HAHHA1000802, HAMMA1000824, MAMMA 10 
00831, HAHHA1000839, MAMMA1 000841, MAMMA1 000842, M 
AHMA1000843, HAMMA1000851, MAMMA1 000855, MAHHA1000 
856, MAMMA1000859, HAHMA1000863, HAHHA1000865, HAH 
HA1000867, HAMHA1000875, HAHHA1000876, HAMMA100088 
0, MAMMA1000883,MAMMA1000897, HAHMA1000906, MAMMA 1 
000908, HAHHA1000914, HAMHA1 000921, MAMMA1000931, 
MAMMA1000940, MAMMA1 000941, MAMMA1000956, HAMHA100 
0957, HAMMA1000962, MAHMA1000968, MAMMA1000975, HA 50 



2002-191363 
2788 

HHA1000979, MAMMA1000987, MAMMA1001003, MAMMA10010 
08, HAMHA1001021, HAMHA1001030, HAHMA1001038, MAMM 
A1001041, MAMMA1001059, HAHHA1001073, MAMHA100107 

5, MAMMA1001078, HAHHA1001080, MAMMA1001082, MAMMA 
1001091. HAMMA1001105, MAMMA1001110, MAMMA1001 126, 

HAHHA1001139, HAHMA1001143, MAMMA1001154, MAMMA 10 
01162, MAMMA1001181,MAMMA1001186, MAHMA1001 191 , HA 
HMA1001198, MAMMA1001202, HAHHA1001206, HAMMA10012 
15, HAHHA1001220, HAHHA1001222, HAHMA1001243, MAMM 
A1001244, HAHHA1001249, MAHHA1001252, MAMHA100125 

6, HAMMA1001259, MAHHA1001260, MAMMA1001268, MAMMA 
1001271, HAHHA1001274, HAHHA1001292, HAHHA1001296, 

HAHHA1001305, MAMMA1001322, HAHHA1001324, MAMMA 10 
01341, MAMMA1001343, HAHHA1001388, MAMMA1 001397, H 
AHHA1001408, 

[ 1 0 0 7] HAHHA1001411, MAMMA1001419, MAMMA10014 
20, MAHHA1001442, HAHMA1001452, HAMHA1001465, MAMM 
A1001476, HAHHA1001487, HAHMA1001501, MAHHA100150 
2, MAMMA1001510, HAHHA1001522, MAMMA1001547, MAMMA 
1001551, HAHHA1001575, MAHHA1001576, HAMHA1 001590, 

MAHHA1001600, MAHHA1001604, HAMMA1001606, MAMMA 10 
01620, HAMHA1001627, HAMHA1001630, MAMMA1001633, H 
AHMA1001635, MAMMA1001649, MAMMA1001663, MAMMA1001 
670, MAMMA1001671, HAMMA1001679, HAMHA1001683, MAM 
MA1001686, MAMMA1001692, MAMMA1001711, MAMMA100171 

5, MAMMA1001730.MAMMA1001735, HAHMA1001743, MAMMA1 
001744, MAMMA1001745, MAHHA1001751, HAHHA1001754, 
MAMMA1001757, HAHHA1001760, MAMMA1001764, MAMMA100 
1768, HAMMA1001769, MAMMA1001771, HAMMA1001783, MA 
HMA1001785, MAHHA1001788, MAMMA1001790, MAMMA10018 

06, HAHHA1001812, HAHHA1001815, HAHMA1001817, MAMM 
A1001818, MAHHA1001820, HAMMA1001824, MAMMA100183 

7, MAHHA1001848, MAHHA1001851, MAMMA1001854, MAMMA 
1001858, HAHHA1001864, HAMMA1001868, MAMMA1001874, 

HAMMA1001878, HAHHA1001890, HAMMA1001907, MAMMA 10 
01908, HAHMA1001931.HAHHA1001956, MAMMA1001969, HA 
MHA1001970, HAHHA1002009, MAMMA1002011, MAMMA10020 
32, HAHHA1002033, HAMHA1002041, HAMMA1002042, MAMM 
A1002047, HAHHA1002056, MAHHA1002058, HAHMA100206 

8, MAMHA1002078, HAMHA1002082, MAMMA1002084, MAMMA 
1002093, HAMHA1002094, HAHHA1002118, MAMMA1002125, 

HAMHA1002132, MAHHA1002140, MAMMA1002143, MAMMA10 
02145, MAMMA1002153, HAHMA1002155, MAMMA1002156, M 
AHMA1002170, 

[ 1 0 0 8] HAHHA1002174, MAMMA1002198, MAHMA10022 

09, MAMMA1002215, MAHMA1002219, HAMMA1002230, MAMM 
A1002236, MAHHA1002243. MAMMA1002250, MAMMA100226 
8. MAMMA1002269, HAMHA1002282, HAHHA1002292, MAMMA 
1002293, HAHHA1002294, MAMMA1002297, MAMMA1002298, 
MAMMA1002299, HAHMA1002308, HAMHA1002310, MAMMA10 
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02311. HAMMA1002312, MAMMA1002317, MAMMA1002319, M 
AMMA1002322, MAMMA1002329, MAMMA1002333, HAMMA1002 
339. MAMMA1002351, HAMMA1002352, MAMMA1002353, HAM 
MA1002355, MAMHA1002356, MAMMA1002359, MAMHA100236 
0, HAMMA1002362. MAMMA1002380, MAMMA1002384, MAMMA 1 
002385, MAHMA1002392, HAMMA1002411, MAMMA1002413, 
MAHMA1002417, MAHMA1002427, MAMMA1002428, MAMMA 100 
2434, MAMHA1002446, MAMMA1002454, MAMMA1002461, HA 
MHA1002470, MAMMA1002475, MAMMA1002485, MAMMA10024 
94, MAMMA1002498, MAMMA1002524, MAMMA1002530, MAMM 10 
A1002545, HAMHA1002554, MAMMA1002556, MAMMA100256 

6, MAMHA1002571, MAMMA1 002573, MAMMA1002585, MAMMA 
1002590, MAMMA1002597, MAMHA1002598, MAMMA1002612, 

HAMMA1002617, MAHHA1002618, HAMMA1002619, MAHMA10 
02622, HAHMA1002636,MAHMA1002637, MAMHA1002646. HA 
HHA1002650, HAHHA1002655. HAHHA1002665, HAHHA10026 
71, HAHHA1002673, MAMMA1 002684, MAMMA1002699, MAMM 
A1002708, HAHMA1002711, HAHMA1002721, HAHMA100272 

7, HAHHA1002728, HAHHA1002744, HAHHA1002748, MAMMA 
1002758, HAHHA1002764, HAHHA1002765, MAMMA1002769, 20 

HAHMA1002775, HAHHA1002780, MAMMA1002782, MAMMA 10 
02796, HAHHA1002807, HAMHA1002820, HAHMA1002830, H 
AMMA1002833, 

[ 1 0 0 9] HAMHA1002838, HAHMA1002842, MAHHA10028 
43, HAHHA1002844, MAMMA1002858, HAHHA1002868, MAMM 
A1002869, MAHHA1002880, HAHHA1002881 , HAMMA100288 
6, MAMMA1002890, MAHMA1002892, HAMHA1002895, MAMMA 
1002909, MAMMA1 002937, HAMHA1002938, HAHMA1002941, 

MAMMA1002947, MAMMA 1002964, HAMHA1002972, MAMMA10 
02973, MAMMA1002987, MAHMA1003003, MAMMA1003004, M 30 
AHHA10030U, HAMMA1003013, MAMMA1003015, MAMMA 1003 
019. HAHMA1003026, HAMMA1003031, MAMHA1003035, HAM 
HA1003039, HAMHA1003044, HAHHA1003047, HAMHA100304 
9, HAHHA1003056,HAMMA1003057, HAHHA1003066, MAMMA1 
003089, MAMMA1003099, MAMMA1003104, HAHHA1003113, 
HAHHA1003127, HAHHA1003135, MAMHA1003146, MAMMA100 
3150, HAHHA1003166, NT2RH1000001, NT2RH1000018, NT 
2RM1000032, NT2RM1000035, NT2RM1000037, NT2RH10000 
39, NT2RM1000055, NT2RH1000059, NT2RH1000062, NT2R 
H1000080, NT2RH1000086, NT2RH1000092, NT2RM100011 40 

8, NT2RH1000119, NT2RH1000127, NT2RH1000131, NT2RH 
1000132, NT2RM1000153, NT2RH1000186, NT2RM1000187. 

NT2RM1000199, NT2RM1000242, NT2RH1000244, NT2RM10 
00252, NT2RH1000256,NT2RM1000257, NT2RH1000260, NT 
2RH1000271, NT2RH1000272, NT2RH1000280, NT2RM10003 
00, NT2RH1000314, NT2RM1000341, NT2RH1000354, NT2R 
H1000355, NT2RH1000365, NT2RH1000377, NT2RM100038 
8. NT2RH1000399, NT2RH1000421, NT2RM1000430, NT2RM 
1000499, NT2RH1000539, NT2RH1000553, NT2RM1000555, 

NT2RH1000563, NT2RM1000623, NT2RM1000648, NT2RM10 50 
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00661, NT2RH1000666, NT2RH1000669, NT2RH1000672, N 
T2RH1000691, 

[10 10] NT2RH1000699, NT2RM1000702, NT2RH10007 
41, NT2RH1000742, NT2RH1000746. NT2RH1000770, NT2R 
H1000772, NT2RH1000780, NT2RM1000781, NT2RM100080 
0, NT2RH10Q0802, NT2RH1000811, NT2RH1000826, NT2RM 
1000829, NT2RM1000833, NT2RM1000850, NT2RH1000852, 

NT2RH1000857, NT2RM1000867, NT2RM1000874, NT2RM10 
00882, NT2RH1000883, NT2RH1000885, NT2RM1000894, N 
T2RH1000898, NT2RM1000905, NT2RH1000924, NT2RH1000 
927, NT2RH1000962, NT2RM1000978, NT2RM1001003, NT2 
RH1001008, NT2RH1001043, NT2RH1001044, NT2RH100105 
9. NT2RM1001066. NT2RM1001072. NT2RH1001074, NT2RH1 
001082, NT2RH1001085, NT2RM1001092, NT2RH1001102, 
NT2RM1001105, NT2RM1001112, NT2RM1001115, NT2RH100 
1139, NT2RM2000006, NT2RH2000013, NT2RH2000030, NT 
2RH2000032, NT2RH2000042, NT2RH2000092, NT2RM20000 
93, NT2RH2000101, NT2RH2000191. NT2RH2000192. NT2R 
H2000239, NT2RM2000250, NT2RH2000259. NT2RM200026 
0, NT2RM2000287, NT2RM2000322, NT2RH2000359, NT2RH 
2000363, NT2RH2000368, NT2RM2000371, NT2RH2000374. 

NT2RH2000395, NT2RH2000402. NT2RH2000407. NT2RH20 
00420, NT2RM2000422,NT2RM2000452, NT2RM2000469. NT 
2RH2000490, NT2RM2000502, NT2RH2000504, NT2RM20005 
22, NT2RH2000540, NT2RM2000566, NT2RM2000567, NT2R 
H2000569, NT2RH2000577, NT2RH2000581, NT2RM200058 

8, NT2RH2000594. NT2RM2000599, NT2RH2000609, NT2RM 
2000612, NT2RH2000624, NT2RM2000635, NT2RH2000636, 

NT2RH2000639, NT2RH2000649. NT2RH2000669, NT2RM20 
00691, NT2RM2000714. NT2RH2000718, NT2RH2000735. N 
T2RH2000740, 

[10 11] NT2RH2000795, NT2RH2000821, NT2RM20008 
37, NT2RH2000951, NT2RH2000952, NT2RH2000984, NT2R 
H2001004, NT2RH2001035, NT2RM2001065, NT2RM200110 
0, NT2RH2001105, NT2RH2001131, NT2RH2001141, NT2RM 
2001152, NT2RH2001177. NT2RH2001194, NT2RH2001196, 

NT2RH2001201, NT2RM2001221, NT2RM2001238. NT2RH20 
01243, NT2RM2001247, NT2RM2001256, NT2RH2001291, N 
T2RM2001306, NT2RM2001312, NT2RM2001319, NT2RM2001 
324, NT2RH2001345, NT2RH2001360, NT2RH2001370, NT2 
RM2001393, NT2RH2001420, NT2RH2001424, NT2RH200149 

9, NT2RM2001504.NT2RM2001524, NT2RH2001544, NT2RH2 
001547, NT2RH2001575, NT2RH2001582, NT2RH2001588, 
NT2RM2001592, NT2RM2001605, NT2RH2001613, NT2RH200 
1632, NT2RH2001635, NT2RH2001637, NT2RH2001641, NT 
2RH2001648, NT2RH2001652, NT2RH2001659, NT2RM20016 
64, NT2RH2001668, NT2RH2001670, NT2RH2001671, NT2R 
M2001675, NT2RH2001681, NT2RH2001688, NT2RM200169 
5, NT2RM2001696, NT2RH2001698, NT2RM2001699. NT2RH 
2001700, NT2RM2001706, NT2RM2001716, NT2RH2001718. 
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NT2RM2001723, NT2RM2001727, NT2RM2001730, NT2RH20 
01743, NT2RM2001753. NT2RH2001760, NT2RM2001768, NT 
2RM2001771, NT2RM2001782, NT2RM2001784, NT2RM20017 

85, NT2RM2001797, NT2RH2001803, NT2RM2001805, NT2R 
M2001813, NT2RM2001823, NT2RM2001839, NT2RH200184 
0, NT2RM2001855, NT2RM2001867, NT2RM2001879, NT2RM 
2001886, NT2RM2001896, NT2RM2001903, NT2RM2001930, 

NT2RH2001935, NT2RM2001936, NT2RM2001950, NT2RM20 
01982, NT2RM2001983, NT2RM2001989, NT2RM2001997, N 
T2RM2001998, 10 

[10 12] NT2RM2002004, NT2RH2002014, NT2RM20020 
30, NT2RM2002049, NT2RM2002055, NT2RM2002088, NT2R 
M2002091, NT2RM2002100, NT2RM2002109, NT2RH200212 
8, NT2RM2002142, NT2RM2002145, NT2RM2002178, NT2RH 
4000024, NT2RM4000027, NT2RM4000030, NT2RM4000046, 

NT2RH4000061, NT2RM4000086, NT2RM4000104, NT2RM40 
00139, NT2RM4000155, NT2RM4000156, NT2RM4000167, N 
T2RM4000169, NT2RM4000191, NT2RM4000197, NT2RM4000 
199, NT2RM4000200, NT2RM4000202, NT2RM4000210, NT2 
RM4000215, NT2RM4000229, NT2RM4000233, NT2RM400024 20 

4, NT2RM4000251,NT2RM4000265, NT2RM4000290, NT2RM4 
000324, NT2RM4000327, NT2RM4000344, NT2RH4000349, 
NT2RM4000354, NT2RM4000356, NT2RM4000386, NT2RM400 
0395, NT2RM4000414, NT2RM4000421, NT2RM4000425, NT 
2RM4000433, NT2RM4000457, NT2RM4000471 , NT2RM40004 

86, NT2RM4000496, NT2RM4000511, NT2RM4000514, NT2R 
M4000515, NT2RH4000520, NT2RH4000531, NT2RM400G53 
2, NT2RM4000534, NT2RM4000585, NT2RM4000590, NT2RM 
4000595, NT2RM4000603, NT2RM4000611, NT2RM4000616, 

NT2RM4000634, NT2RM4000657, NT2RM4000674, NT2RH40 30 
00689, NT2RM4000698,NT2RM4000700, NT2RM4000712, NT 
2RM4000717, NT2RM4000733, NT2RM4000734, NT2RM40007 
41, NT2RM4000751, NT2RM4000764, NT2RM4000778, NT2R 
M4000783, NT2RM4000787, NT2RM4000790, NT2RM400079 

5, NT2RM4000796, NT2RH4000798, NT2RM4000813, NT2RM 
4000820, NT2RM4000833, NT2RM4000848, NT2RH4000852, 

NT2RM4000855, NT2RM4000857, NT2RH4000887, NT2RH40 
00895, NT2RM4000950, NT2RM4000971, NT2RH4000979, N 
T2RM4000996, 

[10 13] NT2RM4001002, NT2RM4001032, NT2RM40010 40 
47, NT2RH4001054, NT2RH4001084, NT2RM4001092, NT2R 
M4001116, NT2RH4001140, NT2RM4001151, NT2RM400115 
5, NT2RM4001160, NT2RM4001178, NT2RM4001187, NT2RH 
4001191, NT2RM4001200, NT2RM4001203, NT2RM4001204, 

NT2RM4001217, NT2RM4001256, NT2RM4001258, NT2RM40 
01309, NT2RM4001313. NT2RM4001316, NT2RH4001320, N 
T2RH4001340, NT2RM4001344, NT2RH4001347, NT2RM4001 
371. NT2RM4001382, NT2RM4001384, NT2RM4001410, NT2 
RM4001411, NT2RM4001412, NT2RN4001414, NT2RH400143 
7, NT2RH4001444,NT2RM4001454, NT2RM4001455, NT2RM4 50 
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001483, NT2RH4001489, NT2RM4001522, NT2RM4001557, 
NT2RM4001565, NT2RM4001566, NT2RM4001569, NT2RM400 
1582, NT2RM4001592, NT2RM4001594, NT2RM4001597, NT 
2RH4001611, NT2RM4001629, NT2RH4001650, NT2RM40016 
62, NT2RM4001666, NT2RM4001682, NT2RM4001710, NT2R 
M4001714, NT2RM4001715, NT2RM4001731, NT2RM400174 
6, NT2RM4001754, NT2RM4001758, NT2RM4001783, NT2RM 
4001810, NT2RM4001813, NT2RM4001819, NT2RM4001823, 

NT2RM4001828, NT2RM4001836, NT2RM4001841, NT2RM40 
01842, NT2RM4001856,NT2RM4001858. NT2RM4001865, NT 
2RM4001876, NT2RM4001880, NT2RM4001905, NT2RM40019 
22, NT2RM4001930, NT2RM4001938, NT2RM4001940, NT2R 
H4001953, NT2RM4001965, NT2RH4001969, NT2RM400197 
9, NT2RM4001984, NT2RM4001987, NT2RM4002013, NT2RM 
4002018, NT2RM4002034, NT2RM4002044, NT2RM4002054, 

NT2RM4002062, NT2RH4002063, NT2RM4002066, NT2RM40 
02073, NT2RM4002075, NT2RM4002093, NT2RM4002109, N 
T2RM4002128, 

[10 14] NT2RM4002140, NT2RM4002145, NT2RM40021 
46, NT2RM4002161, NT2RM4002174, NT2RM4002189, NT2R 
H4002194, NT2RM4002205, NT2RM4002213, NT2RM400222 

6, NT2RM4002251, NT2RM4002256, NT2RM4002266, NT2RM 
4002281, NT2RM4002287, NT2RM4002294, NT2RM4002301, 

NT2RM4002323, NT2RM4002339, NT2RM4002344, NT2RM40 
02373, NT2RM4002374, NT2RM4002383, NT2RM4002390, N 
T2RM4002398, NT2RM4002409, NT2RM4002420, NT2RM4002 
438, NT2RH4002446, NT2RM4002452, NT2RM4002457, NT2 
RH4002460, NT2RM4002493, NT2RH4002504, NT2RM400252 

7, NT2RM4002532,NT2RH4002534, NT2RM4002558, NT2RM4 
002565, NT2RH4002567, NT2RM4002571, NT2RM4002593, 
NT2RH4002594, NT2RH4002623, NT2RP1000018, NT2RP100 

0035, NT2RP1000040, NT2RP1000063, NT2RP1000086. NT 
2RP1000101, NT2RP1000111, NT2RP1000112, NT2RP10001 
24, NT2RP1000130, NT2RP1000163, NT2RP1000170, NT2R 
P1000191, NT2RP1000202, NT2RP1000243, NT2RP100025 
9, NT2RP1000272, NT2RP1000324, NT2RP1000326, NT2RP 
1000333, NT2RP1000348, NT2RP1000357, NT2RP1000358, 

NT2RP1000363, NT2RP1000376, NT2RP1000409, NT2RP10 
00413, NT2RP1000416,NT2RP1000418, NT2RP1 000439, NT 
2RP1000443, NT2RP1000460, NT2RP1000470, NT2RP10004 
78, NT2RP1000481, NT2RP1000493, NT2RP1000513, NT2R 
P1000522, NT2RP1000547, NT2RP1000574, NT2RP100058 
1, NT2RP1000609, NT2RP1000630, NT2RP1000677, NT2RP 
1000688, NT2RP1000695, NT2RP1000701, NT2RP1000721, 

NT2RP1000730, NT2RP1000733, NT2RP1000738, NT2RP10 
00746, NT2RP1000767, NT2RP1000782, NT2RP1000796, N 
T2RP1000825, 

[10 15] NT2RP1000833, NT2RP1000834, NT2RP10008 

36, NT2RP1000846, NT2RP1000851, NT2RP1000856, NT2R 
P1000860, NT2RP1000902, NT2RP1000915, NT2RP100091 
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6, NT2RP1000943, NT2RP1000944, NT2RP1000947, NT2RP 
1000954, NT2RP1000958, NT2RP1000959, NT2RP1000966, 
NT2RP1000980, NT2RP1000988, NT2RP1001011, NT2RP10 
01013, NT2RP1001014, NT2RP1001033, NT2RP1001073, N 
T2RP1001079, NT2RP1001080, NT2RP1001U3, NT2RP1001 
173, NT2RP1001177, NT2RP1001185, NT2RP1001199, NT2 
RP1001247, NT2RP1001248, NT2RP1001253, NT2RP100128 

6, NT2RP1001294, NT2RP1001302, NT2RP1001310, NT2RP1 
001311, NT2RP1001313, NT2RP1001361, NT2RP1001385, 
NT2RP1001395, NT2RP1001410, NT2RP1001424, NT2RP100 10 
1432, NT2RP1001449, NT2RP1001457, NT2RP1001466, NT 
2RP1001475, NT2RP1001482, NT2RP1001494, NT2RP10015 

43, NT2RP1001546, NT2RP1001569, NT2RP1001616, NT2R 
P1001665, NT2RP2000001, NT2RP2000006, NT2RP200000 

7, NT2RP2000008, NT2RP2000027, NT2RP2000032, NT2RP 
2000040, NT2RP2000045, NT2RP2000054, NT2RP2000056, 

NT2RP2000067, NT2RP2000070, NT2RP2000076, NT2RP20 
00079, NT2RP2000088, NT2RP2000091 , NT2RP2000097, NT 
2RP2000098, NT2RP2000108, NT2RP2000114, NT2RP20001 
20, NT2RP2000126, NT2RP2000133, NT2RP2000147, NT2R 20 
P2000153, NT2RP2000157, NT2RP2000161, NT2RP200017 

3, NT2RP2000175, NT2RP2000183, NT2RP2000195, NT2RP 
2000198, NT2RP2000205, NT2RP2000208, NT2RP2000224, 

NT2RP2000232, NT2RP2000233, NT2RP2000239, NT2RP20 
00248, NT2RP2000257, NT2RP2000258, NT2RP2000270, N 
T2RP2000274, 

[10 16] NT2RP2000283, NT2RP2000288, NT2RP20002 
89, NT2RP2000297, NT2RP2000298, NT2RP2000310, NT2R 
P2000327, NT2RP2000328, NT2RP2000329, NT2RP200033 
7, NT2RP2000346, NT2RP2000369, NT2RP2000412, NT2RP 30 
2000414, NT2RP2000420, NT2RP2000422, NT2RP2000438, 

NT2RP2000448, NT2RP2000459, NT2RP2000498, NT2RP20 
00503, NT2RP2000510, NT2RP2000516, NT2RP2000523, N 
T2RP2000551, NT2RP2000603, NT2RP2000617, NT2RP2000 
634, NT2RP2000644, NT2RP2000656, NT2RP2000658, NT2 
RP2000660, NT2RP2000668, NT2RP2000678, NT2RP200070 

4, NT2RP2000710,NT2RP2000715, NT2RP2000758, NT2RP2 
000764, NT2RP2000809, NT2RP2000812, NT2RP2000814, 
NT2RP2000816, NT2RP2000819, NT2RP2000841, NT2RP200 
0842, NT2RP2000845, NT2RP2000863, NT2RP2000880, NT 40 
2RP2000892, NT2RP2000931 , NT2RP2000932, NT2RP20009 

38, NT2RP2000943, NT2RP2000965, NT2RP2000970, NT2R 
P2000985, NT2RP2001036, NT2RP2001044, NT2RP200105 
6, NT2RP2001065, NT2RP2001070, NT2RP2001081, NT2RP 
2001094, NT2RP2001119, NT2RP2001127, NT2RP2001137, 
NT2RP2001149, NT2RP2001168, NT2RP2001173, NT2RP20 
01174, NT2RP2001196,NT2RP2001214, NT2RP2001218, NT 
2RP2001226, NT2RP2001233, NT2RP2001245, NT2RP20012 
68, NT2RP2001290, NT2RP2001295, NT2RP2001312, NT2R 
P2001327, NT2RP2001328, NT2RP2001347, NT2RP200136 50 
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6, NT2RP2001378, NT2RP2001381, NT2RP2001392, NT2RP 
2001394, NT2RP2001397, NT2RP2001420, NT2RP2001427, 
NT2RP2001440, NT2RP2001450, NT2RP2001460, NT2RP20 
01467, NT2RP2001506, NT2RP2001511, NT2RP2001520, N 
T2RP2001536, 

[10 17] NT2RP2001560, NT2RP2001576, NT2RP20015 
81, NT2RP2001597, NT2RP2001601, NT2RP2001613, NT2R 
P2001628, NT2RP2001634, NT2RP2001660, NT2RP200166 
3, NT2RP2001675, NT2RP2001677, NT2RP2001678, NT2RP 
2001720. NT2RP2001721, NT2RP2001740, NT2RP2001748, 

NT2RP2001756, NT2RP2001813, NT2RP2001839, NT2RP20 
01861, NT2RP2001869, NT2RP2001876, NT2RP2001883, N 
T2RP2001898, NT2RP2001900, NT2RP2001907, NT2RP2001 
936, NT2RP2001943, NT2RP2001946, NT2RP2001947, NT2 
RP2001969. NT2RP2001976, NT2RP2001985, NT2RP200199 

1, NT2RP2002025.NT2RP2002032, NT2RP2002033, NT2RP2 
002041, NT2RP2002046, NT2RP2002047, NT2RP2002056, 
NT2RP2002058. NT2RP2002066, NT2RP2002070, NT2RP200 
2076, NT2RP2002078, NT2RP2002079, NT2RP2002099, NT 
2RP2002105, NT2RP2002124, NT2RP2002154, NT2RP20021 
72, NT2RP2002185, NT2RP2002193, NT2RP2002208, NT2R 
P2002219, NT2RP2002231, NT2RP2002235, NT2RP200225 

2, NT2RP2002256, NT2RP2002270. NT2RP2002292, NT2RP 
2002312, NT2RP2002316, NT2RP2002325, NT2RP2002333, 

NT2RP2002373, NT2RP2002385, NT2RP2002408, NT2RP20 
02426, NT2RP2002439.NT2RP2002442, NT2RP2002464, NT 
2RP2002475, NT2RP2002479, NT2RP2002498, NT2RP20025 

03, NT2RP2002520, NT2RP2002537, NT2RP2002546, NT2R 
P2002549, NT2RP2002591, NT2RP2002595, NT2RP200260 
6, NT2RP2002609, NT2RP2002618, NT2RP2002621, NT2RP 
2002643, NT2RP2002672, NT2RP2002677, NT2RP2002701, 

NT2RP2002706, NT2RP2002710. NT2RP2002727, NT2RP20 
02736, NT2RP2002740, NT2RP2002741, NT2RP2002752, N 
T2RP2002753, 

[10 18] NT2RP2002755, NT2RP2002769, NT2RP20028 
00, NT2RP2002843, NT2RP2002857, NT2RP2002862, NT2R 
P2002880, NT2RP2002891, NT2RP2002928, NT2RP200292 
9, NT2RP2002939, NT2RP2002954, NT2RP2002959, NT2RP 
2002979, NT2RP2002980, NT2RP2002986, NT2RP2002993, 

NT2RP2003000, NT2RP2003034, NT2RP2003073, NT2RP20 
03099, NT2RP2003101, NT2RP2003108, NT2RP2003117, N 
T2RP2003121, NT2RP2003125, NT2RP2003137, NT2RP2003 
157, NT2RP2003158, NT2RP2003161, NT2RP2003164, NT2 
RP2003165, NT2RP2003177, NT2RP2003194, NT2RP200320 
6, NT2RP2003228.NT2RP2003230, NT2RP2003237, NT2RP2 
003243, NT2RP2003265, NT2RP2003272, NT2RP2003277, 
NT2RP2003280, NT2RP2003286, NT2RP2003293, NT2RP200 
3295, NT2RP2003297, NT2RP2003307, NT2RP2003308, NT 
2RP2003329, NT2RP2003339, NT2RP2003347, NT2RP20033 
67, NT2RP2003391, NT2RP2003393, NT2RP2003394. NT2R 
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P2003401, NT2RP2003433, NT2RP2003445, NT2RP200344 
6, NT2RP2003456, NT2RP2003466, NT2RP2003480, NT2RP 
2003506, NT2RP2003511, NT2RP2003513, NT2RP2003517, 
NT2RP2003522, NT2RP2003533, NT2RP2003543, NT2RP20 
03559, NT2RP2003564,NT2RP2003567, NT2RP2003581, NT 
2RP2003596, NT2RP2003604, NT2RP2003629, NT2RP20036 
43, NT2RP2003668, NT2RP2003687, NT2RP2003691, NT2R 
P2003702, NT2RP2003704, NT2RP2003713, NT2RP200371 

4, NT2RP2003727, NT2RP2003737, NT2RP2003751 , NT2RP 
2003760, NT2RP2003764, NT2RP2003769, NT2RP2003777, 10 

NT2RP2003781, NT2RP2003793, NT2RP2003799, NT2RP20 
03825, NT2RP2003840, NT2RP2003857, NT2RP2003871 , N 
T2RP2003885, 

[10 19] NT2RP2003912, NT2RP2003952, NT2RP20039 
76, NT2RP2003981, NT2RP2003984, NT2RP2003986, NT2R 
P2003988, NT2RP2004013, NT2RP2004041, NT2RP200404 
2, NT2RP2004066, NT2RP2004081, NT2RP2004095, NT2RP 
2004098, NT2RP2004124, NT2RP2004142, NT2RP2004152, 

NT2RP2004165, NT2RP2004170, NT2RP2004187, NT2RP20 
04194, NT2RP2004207, NT2RP2004226, NT2RP2004232, N 20 
T2RP2004239, NT2RP2004242, NT2RP2004245, NT2RP2004 
270, NT2RP2004300, NT2RP2004316, NT2RP2004321, NT2 
RP2004339, NT2RP2004347, NT2RP2004364, NT2RP200436 

5, NT2RP2004366,NT2RP2004373, NT2RP2004389, NT2RP2 
004392, NT2RP2004396, NT2RP2004399, NT2RP2004400, 
NT2RP2004412, NT2RP2004425, NT2RP2004463, NT2RP200 
4476, NT2RP2004490, NT2RP2004523, NT2RP2004538, NT 
2RP2004551, NT2RP2004568, NT2RP2004580, NT2RP20045 
87, NT2RP2004594, NT2RP2004600, NT2RP2004602, NT2R 
P2004614, NT2RP2004655, NT2RP2004664, NT2RP200467 30 

5, NT2RP2004681, NT2RP2004689. NT2RP2004709, NT2RP 
2004710, NT2RP2004732, NT2RP2004743, NT2RP2004767, 

NT2RP2004768, NT2RP2004775, NT2RP2004791, NT2RP20 
04799, NT2RP2004802,NT2RP2004816, NT2RP2004841, NT 
2RP2004861, NT2RP2004897, NT2RP2004920, NT2RP20049 
33, NT2RP2004936, NT2RP2004959, NT2RP2004961, NT2R 
P2004962, NT2RP2004978, NT2RP2004982, NT2RP200499 
9, NT2RP2005000, NT2RP2005001, NT2RP2005003, NT2RP 
2005012, NT2RP2005018, NT2RP2005020, NT2RP2005022, 

NT2RP2005031, NT2RP2005037, NT2RP2005038, NT2RP20 40 
05116, NT2RP2005126, NT2RP2005139, NT2RP2005140, N 
T2RP2005144, 

[ 1 0 2 0] NT2RP2005147, NT2RP2005159, NT2RP20051 
62, NT2RP2005168, NT2RP2005204, NT2RP2005227, NT2R 
P2005239, NT2RP2005254, NT2RP2005270, NT2RP200527 

6, NT2RP2005287, NT2RP2005288, NT2RP2005293, NT2RP 
2005315. NT2RP2005325, NT2RP2005336, NT2RP2005344, 

NT2RP2005358, NT2RP2005360, NT2RP2005393, NT2RP20 
05407, NT2RP2005436, NT2RP2005441, NT2RP2005453, N 
T2RP2005454, NT2RP2005457, NT2RP2005464, NT2RP2005 50 
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465, NT2RP2005472, NT2RP2005476, NT2RP2005490, NT2 
RP2005491, NT2RP2005495, NT2RP2005496, NT2RP200549 

8, NT2RP2005501.NT2RP2005509, NT2RP2005520, NT2RP2 
005525, NT2RP2005531, NT2RP2005539, NT2RP2005540, 
NT2RP2005549, NT2RP2005555, NT2RP2005557, NT2RP200 
5600, NT2RP2005605, NT2RP2005620, NT2RP2005622, NT 
2RP2005635, NT2RP2005637, NT2RP2005640, NT2RP20056 
45, NT2RP2005654, NT2RP2005669, NT2RP2005675, NT2R 
P2005683, NT2RP2005690, NT2RP2005694, NT2RP200570 
1, NT2RP2005712, NT2RP2005719, NT2RP2005722, NT2RP 
2005723, NT2RP2005726, NT2RP2005732, NT2RP2005741, 

NT2RP2005748, NT2RP2005752, NT2RP2005753, NT2RP20 
05763, NT2RP2005767,NT2RP2005773, NT2RP2005775, NT 
2RP2005776, NT2RP2005781, NT2RP2005784, NT2RP20058 
04, NT2RP2005806, NT2RP2005812, NT2RP2005815, NT2R 
P2005835, NT2RP2005841, NT2RP2005853, NT2RP200585 

9, NT2RP2005868, NT2RP2005882, NT2RP2005886, NT2RP 
2005890, NT2RP2005901, NT2RP2005933, NT2RP2005942, 

NT2RP2005980, NT2RP2006023, NT2RP2006038, NT2RP20 
06043, NT2RP2006052, NT2RP2006069, NT2RP2006071 , N 
T2RP2006100, 

[10 2 1] NT2RP2006103. NT2RP2006106, NT2RP20061 
41, NT2RP2006166, NT2RP2006184, NT2RP2006186, NT2R 
P2006196, NT2RP2006200, NT2RP2006219, NT2RP200623 
7, NT2RP2006238, NT2RP2006258, NT2RP2006261, NT2RP 
2006275, NT2RP2006312, NT2RP2006321, NT2RP2006333, 

NT2RP2006334, NT2RP2006365, NT2RP2006393, NT2RP20 
06436, NT2RP2006441, NT2RP2006454, NT2RP2006456, N 
T2RP2006464, NT2RP2006467, NT2RP2006472, NT2RP2006 
534, NT2RP2006554, NT2RP2006565, NT2RP2006571, NT2 
RP2006573, NT2RP2006598, NT2RP3000002, NT2RP300003 
1, NT2RP3000046,NT2RP3000047, NT2RP3000050, NT2RP3 
000055, NT2RP3000068, NT2RP3000072, NT2RP3000080, 
NT2RP3000085, NT2RP3000092, NT2RP3000109, NT2RP300 
0134, NT2RP3000142, NT2RP3000149, NT2RP3000197, NT 
2RP3000207, NT2RP3000220, NT2RP3000233, NT2RP30002 
35, NT2RP3000247, NT2RP3000251, NT2RP3000252, NT2R 
P3000267, NT2RP3000299, NT2RP3000312, NT2RP300032 

0, NT2RP3000324, NT2RP3000333, NT2RP3000341, NT2RP 
3000348, NT2RP3000350, NT2RP3000359, NT2RP3000361, 

NT2RP3000366, NT2RP3000393, NT2RP3000397, NT2RP30 
00403, NT2RP3000418, NT2RP3000439, NT2RP3000441, NT 
2RP3000449, NT2RP3000451, NT2RP3000456, NT2RP30004 
84, NT2RP3000487, NT2RP3000512, NT2RP3000526, NT2R 
P3000527, NT2RP3000531, NT2RP3000542, NT2RP300056 

1, NT2RP3000562, NT2RP3000578, NT2RP3000584, NT2RP 
3000590, NT2RP3000592, NT2RP3000596, NT2RP3000599, 

NT2RP3000603, NT2RP3000605, NT2RP3000622, NT2RP30 
00624, NT2RP3000628, NT2RP3000632. NT2RP3000644, N 
T2RP3000661, 
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[ 1 0 2 2] NT2RP3000665, NT2RP3000685, NT2RP30006 
90, NT2RP3000736, NT2RP3000739, NT2RP3000742, NT2R 
P3000753, NT2RP3000759, NT2RP3000825, NT2RP300082 

6, NT2RP3000836, NT2RP3000841, NT2RP3000845, NT2RP 
3000850, NT2RP3000852, NT2RP3000859, NT2RP3000865, 

NT2RP3000868, NT2RP3000869, NT2RP3000875, NT2RP30 
00901, NT2RP3000917, NT2RP3000919, NT2RP3000968, N 
T2RP3000980, NT2RP3000994, NT2RP3001004, NT2RP3001 

007, NT2RP3001055, NT2RP3001057, NT2RP3001081, NT2 
RP3001084, NT2RP3001096, NT2RP3001107, NT2RP300110 10 
9, NT2RP300 1111, NT2RP300 1113, NT2RP3001115, NT2RP3 
001116, NT2RP3001119, NT2RP3001120, NT2RP3001126, 
NT2RP3001133, NT2RP3001140, NT2RP3001150, NT2RP300 
1155, NT2RP3001176, NT2RP3001214, NT2RP3001216, NT 
2RP3001221, NT2RP3001232, NT2RP3001236, NT2RP30012 

39, NT2RP3001245, NT2RP3001253, NT2RP3001260, NT2R 
P3001268, NT2RP3001272, NT2RP3001274, NT2RP300128 
1, NT2RP3001282, NT2RP3001297, NT2RP3001307, NT2RP 
3001318, NT2RP3001325, NT2RP3001338, NT2RP3001355, 
NT2RP3001356, NT2RP3001374, NT2RP3001383, NT2RP30 20 
01384, NT2RP3001392,NT2RP3001396, NT2RP3001398, NT 
2RP3001399, NT2RP3001407, NT2RP3001420, NT2RP30014 
26, NT2RP3001427, NT2RP3001428, NT2RP3001432, NT2R 
P3001447, NT2RP3001449, NT2RP3001453, NT2RP300145 

7, NT2RP3001459, NT2RP3001472, NT2RP3001495, NT2RP 
3001497, NT2RP3001527, NT2RP3001529, NT2RP3001538, 

NT2RP3001554, NT2RP3001580, NT2RP3001587, NT2RP30 
01589, NT2RP3001607, NT2RP3001608, NT2RP3001621, N 
T2RP3001629, 

[ 1 0 2 3] NT2RP3001642, NT2RP3001646, NT2RP30016 30 
71, NT2RP3001672, NT2RP3001676, NT2RP3001678, NT2R 
P3001679, NT2RP3001688, NT2RP3001690, NT2RP300169 

8, NT2RP3001708, NT2RP3001712, NT2RP3001716, NT2RP 
3001723, NT2RP3001724, NT2RP3001727, NT2RP3001730, 

NT2RP3001739, NT2RP3001752, NT2RP3001777, NT2RP30 
01792, NT2RP3001799, NT2RP3001819, NT2RP3001844, N 
T2RP3001854, NT2RP3001855, NT2RP3001857, NT2RP3001 
896, NT2RP3001898, NT2RP3001915, NT2RP3001929, NT2 
RP3001931, NT2RP3001938, NT2RP3001943, NT2RP300194 
4, NT2RP3001969.NT2RP3002002, NT2RP3002004, NT2RP3 40 
002007, NT2RP3002014, NT2RP3002033, NT2RP3002045, 
NT2RP3002054, NT2RP3002056. NT2RP3002062, NT2RP300 
2063, NT2RP3002081, NT2RP3002097, NT2RP3002099, NT 
2RP3002102, NT2RP3002108, NT2RP3002142, NT2RP30021 
46, NT2RP3002147, NT2RP3002151, NT2RP3002163, NT2R 
P3002165, NT2RP3002166, NT2RP3002173, NT2RP300218 
1. NT2RP3002244, NT2RP3002248, NT2RP3002255, NT2RP 
3002273, NT2RP3002276, NT2RP3002303, NT2RP3002304, 

NT2RP3002330, NT2RP3002343, NT2RP3002351, NT2RP30 
02399, NT2RP3002402,NT2RP3002455, NT2RP3002484, NT 50 
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2RP3002501, NT2RP3002512, NT2RP3002529, NT2RP30025 
45, NT2RP3002549, NT2RP3002566, NT2RP3002587, NT2R 
P3002590, NT2RP3002602, NT2RP3002603, NT2RP300262 

8, NT2RP3002631, NT2RP3002650, NT2RP3002659, NT2RP 
3002660, NT2RP3002663, NT2RP3002671, NT2RP3002682, 

NT2RP3002687, NT2RP3002688, NT2RP3002701 , NT2RP30 
02713, NT2RP3002763, NT2RP3002770, NT2RP3002785, N 
T2RP3002799, 

[ 1 0 2 4] NT2RP3002810, NT2RP3002818, NT2RP30028 
61, NT2RP3002869, NT2RP3002876, NT2RP3002877, NT2R 
P3002909, NT2RP3002911, NT2RP3002948, NT2RP300295 

3, NT2RP3002955, NT2RP3002969, NT2RP3002972, NT2RP 
3002985, NT2RP3002988, NT2RP3003008, NT2RP3003032, 

NT2RP3003059, NT2RP3003061, NT2RP3003071 , NT2RP30 
03078, NT2RP3003101, NT2RP3003121, NT2RP3003133, N 
T2RP3003138, NT2RP3003139, NT2RP3003145, NT2RP3003 
150, NT2RP3003155, NT2RP3003157, NT2RP3003185, NT2 
RP3003193, NT2RP3003197, NT2RP3003203, NT2RP300320 

4, NT2RP3003210,NT2RP3003212, NT2RP3003230, NT2RP3 
003242, NT2RP3003251, NT2RP3003264, NT2RP3003278, 
NT2RP3003282, NT2RP3003290, NT2RP3003301, NT2RP300 
3302, NT2RP3003311, NT2RP3003313, NT2RP3003327, NT 
2RP3003344, NT2RP3003346, NT2RP3003353, NT2RP30033 
77, NT2RP3003385, NT2RP3003403, NT2RP3003409, NT2R 
P3003411, NT2RP3003427, NT2RP3003433, NT2RP300349 

0, NT2RP3003491, NT2RP3003500, NT2RP3003543, NT2RP 
3003552, NT2RP3003555, NT2RP3003564, NT2RP3003572, 

NT2RP3003576, NT2RP3003589, NT2RP3003621 , NT2RP30 
03625, NT2RP3003656.NT2RP3003659, NT2RP3003665. NT 
2RP3003672, NT2RP3003680, NT2RP3003686, NT2RP30037 

01, NT2RP3003716, NT2RP3003726, NT2RP3003795, NT2R 
P3003799, NT2RP3003800, NT2RP3003805, NT2RP300380 

9, NT2RP3003819, NT2RP3003825, NT2RP3003828, NT2RP 
3003831, NT2RP3003833, NT2RP3003842, NT2RP3003846, 

NT2RP3003870, NT2RP3003876, NT2RP3003914, NT2RP30 
03918, NT2RP3003932, NT2RP3003989, NT2RP3003992, N 
T2RP3004013, 

[ 1 0 2 5] NT2RP3004016, NT2RP3004028, NT2RP30040 
41, NT2RP3004051, NT2RP3004070, NT2RP3004078, NT2R 
P3004093, NT2RP3004095, NT2RP3004125, NT2RP300414 

5, NT2RP3004148, NT2RP3004155, NT2RP3004189, NT2RP 
3004206, NT2RP3004207, NT2RP3004209, NT2RP3004215, 

NT2RP3004242, NT2RP3004246, NT2RP3004253, NT2RP30 
04258, NT2RP3004262, NT2RP3004282, NT2RP3004332, N 
T2RP3004341, NT2RP3004348, NT2RP3004349, NT2RP3004 
378, NT2RP3004424, NT2RP3004428, NT2RP3004451, NT2 
RP3004454, NT2RP3004466, NT2RP3004470, NT2RP300447 

2, NT2RP3004480,NT2RP3004490, NT2RP3004498, NT2RP3 
004503, NT2RP3004504, NT2RP3004507, NT2RP3004534, 
NT2RP3004539, NT2RP3004544, NT2RP3004566, NT2RP300 
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4569, NT2RP3004572, NT2RP3004578, NT2RP3004594, NT 
2RP3004617, NT2RP3004618, NT2RP3004669, NT2RP30046 
70, NT2RP4000008, NT2RP4000023, NT2RP400Q035, NT2R 
P4000049, NT2RP4000051, NT2RP4000078, NT2RP400010 

2, NT2RP4000109, NT2RP4000111, NT2RP4000129, NT2RP 
4000147, NT2RP4000150, NT2RP4000151, NT2RP4000159, 

NT2RP4000167, NT2RP4000185, NT2RP4000210, NT2RP40 
00212, NT2RP4000218,NT2RP4000243, NT2RP4000246, NT 
2RP4000259, NT2RP4000290, NT2RP4000312, NT2RP40003 
23, NT2RP4000355, NT2RP4000360, NT2RP4000367, NT2R 10 
P4000370, NT2RP4000376, NT2RP4000381, NT2RP400039 
8, NT2RP4000415, NT2RP4000417, NT2RP4000424, NT2RP 
4000448, NT2RP4000449, NT2RP4000455, NT2RP4000457, 

NT2RP4000480, NT2RP4000481, NT2RP4000498, NT2RP40 
00500, NT2RP4000515, NT2RP4000517, NT2RP4000518, N 
T2RP4000519, ' 

[ 1 0 2 6] NT2RP4000524, NT2RP4000528, NT2RP40005 
41, NT2RP4000556, NT2RP4000560, NT2RP4000588, NT2R 
P4000614, NT2RP4000638, NT2RP4000648, NT2RP400065 
7, NT2RP4000704, NT2RP4000713, NT2RP4000724, NT2RP 20 
4000728, NT2RP4000737, NT2RP4000739, NT2RP4000781 , 

NT2RP4000817, NT2RP4000833, NT2RP4000837, NT2RP40 
00839, NT2RP4000855, NT2RP4000865, NT2RP4000878, N 
T2RP4000879, NT2RP4000907, NT2RP4000925, NT2RP4000 
927, NT2RP4000928, NT2RP4000929, NT2RP4000955, NT2 
RP4000973, NT2RP4000975, NT2RP4000979, NT2RP400098 
4, NT2RP4000989.NT2RP4000997, NT2RP4001004, NT2RP4 
001006, NT2RP4001010, NT2RP4001029, NT2RP4001041, 
NT2RP4001057, NT2RP4001064, NT2RP4001079, NT2RP400 
1080, NT2RP4001086, NT2RP4001095, NT2RP4001100, NT 30 
2RP4001117, NT2RP4001122, NT2RP4001126, NT2RP40011 
38, NT2RP400U43, NT2RP4001148, NT2RP4001149, NT2R 
P4001150, NT2RP4001174, NT2RP4001206, NT2RP400120 
7, NT2RP4001210, NT2RP4001213, NT2RP4001219, NT2RP 
4001228, NT2RP4001235, NT2RP4001256, NT2RP4001260, 

NT2RP4001274, NT2RP4001276, NT2RP4001313, NT2RP40 
01315, NT2RP4001336,NT2RP4001339, NT2RP4001343, NT 
2RP4001345, NT2RP4001351, NT2RP4001353, NT2RP40013 
72, NT2RP4001373, NT2RP4001375, NT2RP4001379, NT2R 
P4001389, NT2RP4001407, NT2RP4001414, NT2RP400143 40 

3, NT2RP4001442, NT2RP4001447, NT2RP4001474, NT2RP 
4001483, NT2RP4001498, NT2RP4001502, NT2RP4001507, 

NT2RP4001524, NT2RP4001529, NT2RP4001547, NT2RP40 
01551, NT2RP4001555, NT2RP4001567, NT2RP4001568, N 
T2RP4001571, 

[ 1 0 2 7] NT2RP4001574, NT2RP4001575, NT2RP40015 
92, NT2RP4001610, NT2RP4001614, NT2RP4001634, NT2R 
P4001638, NT2RP4001644, NT2RP4001656, NT2RP400167 
7, NT2RP4001679, NT2RP4001696, NT2RP4001725, NT2RP 
4001730, NT2RP4001739, NT2RP4001753, NT2RP4001760, 50 
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NT2RP4001790, NT2RP4001803. NT2RP4001822, NT2RP40 
01823, NT2RP4001828, NT2RP4001838, NT2RP4001841, N 
T2RP4001849, NT2RP4001861, NT2RP4001893, NT2RP4001 
896, NT2RP4001901, NT2RP4001927, NT2RP4001938, NT2 
RP4001946, NT2RP4001950, NT2RP4001953, NT2RP400196 
6, NT2RP4001975.NT2RP4002018, NT2RP4002047, NT2RP4 
002052, NT2RP4002058, NT2RP4002071 , NT2RP4002075, 
NT2RP4002078, NT2RP4002081 , NT2RP4002083, NT2RP400 
2298, NT2RP4002408, NT2RP4002791, NT2RP4002888, NT 
2RP4002905, NT2RP5003461, NT2RP5003477, NT2RP50034 
92, NT2RP5003500, NT2RP5003506, NT2RP5003512, NT2R 
P5003522, NT2RP5003524, NT2RP5003534, 0VARC100000 
1, OVARC1000006, 0VARC1000008, 0VARC1000013, OVARC 
1000014, 0VARC1000017, 0VARC1000035, 0VARC1000058, 

0VARC1000060, 0VARC1000068, 0VARC1000071, 0VARC10 
00085, 0VARC1000087,0VARC1000091, 0VARC1000092, OV 
ARC1000106, 0VARC1000109, 0VARC1000113, 0VARC10001 

14, 0VARC1000139, 0VARC1000145, 0VARC1000148, OVAR 
C1000151, 0VARC1000168, 0VARC1000198, 0VARC100020 
9, OVARC1000212, 0VARC1000240, OVARC1000241, OVARC 
1000288, 0VARC1000302, 0VARC1000304, 0VARC1000309, 

OVARC1000321, OVARC1000326, 0VARC1000335, 0VARC10 
00347, 0VARC1000384, 0VARC1000408, 0VARC1000411, 0 
VARC1000414, 

[ 1 0 2 8] 0VARC1000420, 0VARC1000437, 0VARC10004 
40, 0VARC1000442, 0VARC1000443, 0VARC1000461, OVAR 
C1000465, 0VARC1000466, OVARC1000473, 0VARC100047 
9, 0VARC1000496, 0VARC1000520, 0VARC1000533, OVARC 
1000556, 0VARC1000557, 0VARC1000564, 0VARC1000576, 

0VARC1000578, 0VARC1000588, 0VARC1000605, 0VARC10 
00622, 0VARC1000640, 0VARC1000649, 0VARC1000661, 0 
VARC1000678, OVARC1000679, 0VARC1000681, 0VARC1000 
682, 0VARC1000689, 0VARC1000700, 0VARC1000703, OVA 
RC1000722, 0VARC1000724, 0VARC1000730, 0VARC100074 
6, 0VARC1000751 , 0VARC1000771 , 0VARC1000781 . 0VARC1 
000787, OVARC1000800, 0VARC1000802, 0VARC1000834, 
0VARC1000846, 0VARC1000850, 0VARC1000862, 0VARC100 
0876, 0VARC1000883, OVARC1000885, 0VARC1000886, OV 
ARC1000890, 0VARC1000891, 0VARC1000912, 0VARC10009 

15, 0VARC1000924, 0VARC1000936, 0VARC1000937, OVAR 
C1000945, 0VARC1000959, 0VARC1000960, 0VARC100096 
4, 0VARC1000971, 0VARC1000984, 0VARC1000999, OVARC 
1001000, 0VARC1001004, 0VARC1001010, 0VARC1001011, 

0VARC1001029, 0VARC1001032, 0VARC1001034, 0VARC10 
01038, 0VARC1001040,0VARC1001044, 0VARC1001051, OV 
ARC1001055, 0VARC1001065, 0VARC1001068, 0VARC10010 
72, 0VARC1001074, 0VARC1001092, 0VARC1OO11O7, OVAR 
C1001113, 0VARC1001117, 0VARC1001118, 0VARC100112 
9, 0VARC1001154, 0VARC1001161, 0VARC1001162, OVARC 
1001167, 0VARC1001169, 0VARC1001170, 0VARC1001171, 
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0VARC1001173, 0VARC1001176, 0VARC1001180, 0VARC10 
01188, 0VARC1001200, 0VARC1001232, 0VARC1001240, 0 
VARC1001243, 

[ 1 0 2 9] 0VARC1001244, 0VARC1001261, 0VARC10012 
70, 0VARC1001271, 0VARC1001296, 0VARC1001306, OVAR 
C1001329, 0VARC1001339, 0VARC1001341, 0VARC100134 
2, 0VARC1001344, 0VARC1001357, 0VARC1001360, OVARC 
1001369, 0VARC1001372, 0VARC1001376, 0VARC1001381, 

0VARC1001391, 0VARC1001399, 0VARC1001417, 0VARC10 
01419, 0VARC1001425, 0VARC1001436, OVARC1001442, 0 10 
VARC1001453, 0VARC1001476, 0VARC1001480, 0VARC1001 
489, 0VARC1001496, 0VARC1001506, 0VARC1001525, OVA 
RC1001555, 0VARC1001577, 0VARC1001600, 0VARC100161 

0, 0VARC1001611,0VARC1001702, 0VARC1001703, 0VARC1 
001711, 0VARC1001713, 0VARC1001726, 0VARC1001731, 
0VARC1001745, 0VARC1001762, 0VARC1001766, 0VARC100 
1767, 0VARC1001768, 0VARC1001791, 0VARC1001795, OV 
ARC1001802, 0VARC1001809, 0VARC1001813, 0VARC10018 
28, 0VARC1001846, 0VARC1001861, 0VARC1001873, OVAR 
C1001879, 0VARC1001880, 0VARC1001883, 0VARC100191 20 
6, 0VARC1001928, 0VARC1001942, 0VARC1001943, OVARC 
1001950, 0VARC1001987, 0VARC1002050, 0VARC1002082, 

0VARC1002107, 0VARC1002112, 0VARC1002127, 0VARC10 
02138, 0VARC1002143,0VARC1002156, 0VARC1002158, OV 
ARC1002165, 0VARC1002182, PLACE1000004, PLACE10000 

05, PLACE1000007, PLACE1000014, PLACE1000040, PLAC 
E1000048, PLACE1000050, PLACE1000061, PLACE100006 

6, PLACE1000078, PLACE1000081, PLACE1000094, PLACE 
1000133, PLACE1000142, PLACE1000184, PIACE1000185, 

PLACE1000213, PLACE1000214, PLACE1000236, PLACE10 30 
00246, PLACE1000292, PLACE1000308, PLACE1000332, P 
LACE1000347, 

[1 0 3 0] PLACE1000374, PLACE1000380, PLACE10003 
83, PUVCE1000401, PLACE1000406, PLACE1000420, PLAC 
E1000435, PLACE1000444, PLACE1000453, PLACE100049 
2, PLACE1000547, PLACE1000562, PLACE1000564, PLACE 
1000583, PLACE1000588, PLACE1000596, PLACE1000599, 

PLACE1000610, PLACE1000611, PLACE1000636, PLACE10 
00653, PLACE1000656, PLACE1000706, PLACE1000712, P 
LACE1000716, PLACE1000748, PLACE1000749, PLACE1000 40 
755, PLACE1000769, PLACE1000785, PLACE1000786, PLA 
CE1000793, PUVCE1000798, PLACE1000814, PLACE100084 
9, PLACE1000856,PLACE1000863, PLACE1000909, PLACE1 
000931, PLACE1000948, PLACE1000972, PLACE1000977, 
PLACE1000979, PLACE1000987, PLACE1001000, PLACE100 
1007, PLACE1001010, PLACE1001015, PLACE1001024, PL 
ACE1001036, PLACE1001054, PLACE1001062, PLACE10010 
76, PLACE1001088, PLACE1001092, PLACE1001104, PLAC 
E1001118, PLACE1001136, PLACE1001168, PLACE100117 

1, PLACE1001185, PLACE1001238, PLACE1001241, PLACE 50 
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1001257, PLACE1001280, PIACE1001294, PUCE1001304, 
PLACE1001311, PLACE1001323, PLACE1001351, PLACE10 
01366, PLACE1001377,PIACE1001383, PLACE1001387, PL 
ACE1001395, PLACE1001399, PLACE1001412, PLACE10014 
14, PLACE1001440, PLACE1001456, PLACE1001484, PLAC 
E1001503, P1ACE1001517, PLACE1001545, PLACE100157 
0, PLACE1001602, PLACE1001608, PLACE1001610, PLACE 
1001632, PLACE1001634, PLACE1001640, PLACE1001672, 
PLACE1001692, PLACE1001705, PLACE1001716, PLACE10 
01720, PLACE1001729, PIACE1001739, PLACE1001740, P 
LACE1001745, 

[10 3 1] PLACE1001746, PLACE1001748, PLACE10017 
61, PUCE1001771, PLACE1001781, PLACE1001799, PLAC 
E1001810, PLACE1001817, PUCE1001845, PLACE100186 
9, PLACE1001897, PLACE1001912, PLACE1001920, PLACE 
1001928, PLACE1001983, PLACE1001989, PLACE1002004, 

PLACE1002046, PLACE1002066, PLACE1002072, PLACE10 
02073, PLACE1002090, PLACE1002115, PLACE1002140. P 
IACE1002157, PLACE1002163, PLACE1002170, PLACE1002 
171, PUCE1002213, PLACE1002227, PLACE1002256, PLA 
CE1002259, PUCE1002319, PLACE1002342, PUCE100239 
5, PLACE1002433,PLACE1002437, PUCE1002438, P1ACE1 
002450, PLACE1002465, PLACE1002474, PLACE1002477, 
PLACE1002493, PLACE1002499, PLACE1002500, PLACE100 
2514, PLACE1002529, PUCE1002532, PLACE1002537, PL 
ACE1002571, PLACE1002578, PLACE1002583, PLACE10025 
91, PLACE1002598, PLACE1002625, PLACE1002655, PLAC 
E1002665, PLACE1002685, PLACE1002714, PLACE100272 
2, PLACE1002768, PLACE1002772, PLACE1002775, PLACE 
1002782, PLACE1002794, PLACE1002815, PUCE1002816, 

PLACE1002834, PLACE1002839, PLACE1002851, PLACE10 
02853, PUCE1002908,PUCE1002941, PLACE1002962, PL 
ACE1002968, PLACE1002991 , PLACE1002993, PLACE10029 
96, PIACE1003025, PLACE1003027, PUCE1003030, PLAC 
E1003044, PLACE1003045, PLACE1003092, PUCE100310 
0, PLACE1003108, PLACE1003145, PLACE1 0031 74, PLACE 
1003176, PLACE1003190, PLACE1003200, PLACE1003205, 

PLACE1003238, PLACE1003249, PLACE1003256, PLACE10 
03258, PIACE1003296, PLACE1003302, PLACE1003334, P 
LACE1003342, 

[1 0 3 2] PLACE1003343, PLACE1003353, PLACE10033 
61, PUCE1003366, PLACE1003369, PLACE1003373, PLAC 
E1003375, P1ACE1003383, PLACE1003394, PLACE100342 
0, PLACE1003454, PLACE1003478, PLACE1003493, PLACE 
1003516, PLACE1003519, PLACE1003521, PLACE1003528, 

PLACE1003537, PLACE1003553, PLACE1003566, PLACE10 
03584, PLACE1003592, PLACE1003593. PLACE1003596, P 
LACE1003602, PLACE1003605, PLACE1003611, PLACE1003 
618, PLACE1003625, PLACE1003638, PLACE1003669, PLA 
CE1003704, PUCE1003709, PLACE1003711, PLACE100372 
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3, PLACE1003738, PLACE1003760. PUCE1 003762, PLACE1 
003768, PLACE1003771, PLACE1003784, PLACE1003795, 
PLACE1003864, PUCE1003870. PLACE1003885, PLACE100 
3886, PLACE1003888, PLACE1003892, PLACE1003900, PL 
ACE1003903, PLACE1003915, PLACE1003923. PLACE10039 
36, PLACE1003968, PLACE1004104, PLACE1004114, PLAC 
E1004118, PLACE1004128, PUCE1004149, PIACE100415 
6, PLACE1004161, PLACE1004183, PLACE1004197, PLACE 
1004203, PLACE1004256, PLACE1004258, PLACE1Q04270, 

PLACE1004274, PLACE1004277, PLACE1004284, PLACE10 10 
04289, PLACE1004302, PLACE1004316. PLACE1004336, PL 
ACE1004358, PLACE1004376, PLACE1004384, PLACE10043 
88, PLACE1004405, PLACE1004425, PLACE1004428, PLAC 
E1004437, PLACE1004451, PLACE1004460, PLACE100447 
1, PLACE1004473, PLACE1004491, PLACE1004506, PLACE 
1004510, PLACE1004516, PLACE1004518, PLACE1004548, 

PLACE1004550, PLACE1004564, PLACE1004629, PLACE10 
04645, PLACE1004646, PLACE1004664, PLACE1004672, P 
LACE1004674, 

[ 1 0 3 3 J PLACE1004681, PLACE1004686, PLACE10046 20 
91, PLACE1004693, PLACE1004716, PLACE1004722, PLAC 
E1004736, PLACE1004740, PLACE1004743, PLACE100475 
1, PLACE1004777, PLACE1004793, PLACE1004804, PLACE 
1004814, PLACE1004815, PIACE1004824, PLACE1004836, 

PLACE1004838, PLACE1004840, PLACE1004868, PLACE10 
04885, PLACE1004900, PIACE1004902, PLACE1004913, P 
LACE1004918, PLACE1004930, PLACE1004934, PLACE1004 
937, PLACE1004969, PLACE1004979, PLACE1004982, PLA 
CE1004985, PLACE1005026, PLACE1005027, PLACE100504 
6, PLACE1005052.PLACE1005055, PLACE1005077, PLACE1 30 
005085, PLACE1005086, PLACE1005101, PLACE1005102, 
PUCE1005108, PLACE1005111, PLACE1005128, PLACE100 
5146, PLACE1005162, PLACE1005176, PLACE1005181, PL 
ACE1005187, PLACE1005206, PLACE1005232, PLACE10052 
43, PLACE1005261, PLACE1005266, PLACE1005277, PLAC 
E1005287, PLACE1005305, PLACE1005308, PLACE100531 
3, PLACE1005327, PLACE1005331, PLACE1005335, PLACE 
1005373, PLACE1005374, PLACE1005409, PLACE1005453, 

PLACE1005467, PLACE1005477, PLACE1005480, PLACE10 
05481, PLACE1005494,PUCE1005530, PLACE1005549, PL 40 
ACE1005550, PLACE1005554, PLACE1005557, PLACE10055 
74, PLACE1005584, PLACE1005595, PLACE1005603, PLAC 
E1005611, PUCE1005623, PLACE1005639, PLACE100564 
6, PLACE1005656, PLACE1005727, PLACE1005730, PLACE 
1005739, PLACE1005755, PLACE1005763, PLACE1005799, 

PLACE1005802, PLACE1005803, PLACE1005804, PLACE10 
05813, PLACE1005828, PLACE1005850, PLACE1005851, P 
LACE1005876, 

1 1 0 3 4] PLACE1005884, PLACE1005890, PLACE10058 
98, PLACE1005921, PLACE1005923, PLACE1005925. PLAC 50 
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E1005932, PLACE1005934, PLACE1005936, PLACE100595 

I, PLACE1005953, PLACE1005955, PLACE1005966, PLACE 
1005968, PLACE1005990, PLACE1006002, PLACE1006003, 

PLACE1006011, PLACE1006017, PLACE1006037, PLACE10 
06040, PIACE1006076, PLACE1006119, PUCE1006129, P 
LACE1006139, PLACE1006143, PLACE1006157, PLACE1006 
159, PLACE1006167, PLACE1006170, PLACE1006195, PLA 
CE1006196, PLACE1006225, PLACE1006236, PLACE100623 
9, PLACE1006246.PLACE1006248, PLACE1006288, PLACE1 
006318, PLACE1006325, PLACE1006335. PLACE1006357, 
PLACE1006360, PLACE1006368, PLACE1006371, PLACE100 
6382, PLACE1006385, PLACE1006412, PLACE1006414, PL 
ACE1006438, PLACE1006445, PLACE1006469, PLACE10064 
70, PLACE1006482, PLACE1006488, PLACE1006492, PLAC 
E1006506, PLACE1006521, PUCE1006531, PLACE100653 
4, PLACE1006552, PLACE1006598, PLACE1006615, PLACE 
1006617, PLACE1006626, PLACE1006640, PLACE1006673, 

PLACE1006678, PLACE1006704, PLACE1006731, PLACE10 
06754, PIACE1006760,PLACE1006779, PIACE1006782, PL 
ACE1006792, PLACE1006795, PLACE1006805, PLACE10068 
15, PLACE1006819, PLACE1006829, PLACE1006867, PLAC 
E1006878, PLACE1006883, PLACE1006901, PLACE100691 
7, PLACE1006932, PLACE1006935, PLACE1006956, PLACE 
1006958, PLACE1006961, PLACE1006962, PLACE1006966, 

PIACE1007014, PLACE1007021, PLACE1007045, PLACE10 
07053, PUCE1007068, PLACE1007097, P1ACE1007105, P 
LACE1007111, 

[ 1 0 3 5] PLACE1007112, PLACE1007140, PIACE10071 
78, PUCE1007218, PLACE1007226, PUCE1007238, PLAC 
E1007239, PLACE1007242, PLACE1007243, PLACE100725 
7, PLACE1007274, PLACE1007282, PLACE1007301, PLACE 
1007317, PLACE1007342, PLACE1007346, PUCE1007367, 

PLACE1007375, PLACE1007386, PLACE1007402, PLACE10 
07409, PLACE1007416, PLACE1007450, PLACE1007452, P 
LACE1007454, PLACE1007460, PLACE1007478, PIACE1007 
484, PLACE1007488, PLACE1007507, PLACE1007511, PLA 
CE1007524, PLACE1007537, PLACE1007544, PLACE100754 
7, PLACE1007557,PLACE1007583, PLACE1007598, PLACE1 
007618, PLACE1007621, PLACE1007632, PLACE1007645, 
PLACE1007649, PLACE1007677, PLACE1007688, PLACE100 
7690, PLACE1007697, PLACE1007705, PLACE1007706, PL 
ACE1007725, PUCE1007729, PLACE1007730, PLACE10077 
37, PUCE1007743, PLACE1007746, PLACE1007791, PLAC 
E1007807, PLACE1007810, PLACE1007843, PLACE100784 
6, PLACE1007852, PLACE1007858, PLACE1007866, PLACE 
1007877, PLACE1007897, PLACE1007946, PLACE1007954, 

PLACE1007955, PLACE1007958, PLACE1007969, PLACE10 
07990. PIACE1008000,PLACE1008002, PLACE1008044, PL 
ACE1008045, PLACE1008080, PLACE1008095, PLACE10081 

II, PLACE1008122, PLACE1008129, PLACE1008132, PLAC 
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E1008177, PLACE1008181, PLACE1008201, PLACE100820 

9. PLACE1008231, PLACE1008244, PLACE1008273, PLACE 
1008275, PLACE1008280, PLACE1008309, PLACE1008329, 

PLACE1008330, PLACE1008331, PLACE1008356, PLACE10 
08368, PLACE1008369, PLACE1008392, PLACE1008398, P 
LACE1008401, 

[ 1 0 3 6] PLACE1008402, PLACE1008405, PLACE10084 
24, PLACE1008426, PLACE1008429, PLACE1008455, PLAC 
E1008457, PLACE1008465, PLACE1008488, PLACE100852 
4, PLACE1008531, PLACE1008532, PIACE1008533, PLACE 10 
1008568, PLACE1008584, PLACE1008603, P1ACE1008621, 

PLACE1008625, PLACE1008626, PLACE1008627, PLACE10 
08629, PLACE1008630, PLACE1008643, PLACE1008650, P 
LACE1008693, PLACE1008696, PLACE1008715, PLACE1008 
748, PLACE1008757, PLACE1008790, PLACE1008798, PLA 
CE1008808, PLACE1008813, PLACE1008851, PLACE100885 
4, PLACE1008867, PLACE1008887, PLACE1008902, PLACE1 
008925, PLACE1008941, PLACE1008947, PLACE1009020, 
PLACE1009027, PLACE1009039, PLACE1009045, PLACE100 
9048, PLACE1009050, PLACE1009060, PLACE1009090, PL 20 
ACE1009091, PLACE1009094, PLACE1009099, PLACE10091 

10, PLACE1009111, PLACE1009113, PLACE1009130, PLAC 
E1009150, PLACE1009158, PLACE1009166, PLACE100917 
4, PLACE1009186, PLACE1009190, PLACE1009200, PLACE 
1009230, PLACE1009246, PLACE1009298, PLACE1009308, 

PLACE1009319, PLACE1009328, PIACE1009335, PLACE10 
09338, PLACE1009368.PIACE1009375, PIACE1009388, PL 
ACE1009398, PLACE1009404, PLACE1009410, PLACE10094 
34, PLACE1009443, PLACE1009444, PLACE1009459, PLAC 
E1009468, PLACE1009476, PUCE1009477, PLACE100949 30 
3, PLACE1009524, PLACE1009539, PIACE1009542, PLACE 
1009571, PLACE1009581, PIACE1009595, PLACE1009596, 

PLACE1009607, PLACE1009621, PLACE1 009622, PLACE10 
09637, PLACE1009639, PLACE1009659, PLACE1009665, P 
LACE1Q09670, 

[ 1 0 3 7] PLACE1009708, PLACE1009721, PLACE10097 
31, PLACE1009763, PLACE1009794, PLACE1009798, PLAC 
E1009845, PLACE1009861, PLACE1009886, PLACE100988 
8, PLACE1009908, PLACE1009921, PLACE1009925, PLACE 
1009935, PLACE1009947, PUCE1009971 , PUCE1009992, 40 

PLACE1009995, PLACE1009997, PLACE1010023, PLACE10 
10031, PLACE1010053, PIACE1010069, PLACE1010074, P 
LACE1010076, PLACE1010089, PUCE1010096, PLACE1010 
102, PLACE1010105, PLACE1010106, PLACE1010134, PLA 
CE1010148, PLACE1010194, PLACE1010202, PLACE101023 
1, PLACE1010261,PLACE1010270, PLACE1010274, PLACE1 
010293, PLACE1010310, PLACE1010321, PLACE1010324, 
PLACE1010329, PLACE1010362, PLACE1010364, PLACE101 
0383, PLACE1010401, PLACE1010481, PLACE1010491, PL 
ACE1010492, PLACE1010522, PLACE1010529, PLACE10105 50 
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47, PLACE1010562, PLACE1010579, PLACE1010599, PLAC 
E1010616, PLACE1010622, PLACE1010624, PLACE101062 

8, PLACE1010629, PLACE1010630, PLACE1010661, PLACE 
1010662, PLACE1010702, PLACE1010714, PLACE1010720, 
PLACE1010743, PLACE1010761, PUCE1010771, PLACE10 
10786, PLACE1010800, PLACE1010802, PLACE1010811, PL 
ACE1010833, PLACE1010856, PLACE1010857, PLACE10108 
70, P1ACE1010877, PLACE1010896, PLACE1010900, PUC 
E1010916, PLACE1010917, PLACE1010925, PLACE101092 
6, PLACE1010942, PLACE1010944, PLACE1010947, PLACE 
1010954, PLACE1010960, PLACE1010965, PLACE1011026, 

PLACE1011032, PLACE1011041, PLACE1011046, PLACE10 
11054, PLACE1011056, PLACE1011057, PLACE1011090, P 
LACE1011109, 

[ 1 0 3 8] P1ACE1011114, PLACE1011133, PLACE10111 
43, PLACE1011160, PLACE1011165, PLACE1011185, PLAC 
E1011214, PLACE1011219, PLACE1011221, PUCE101122 

9, PUCE1011263, PLACE1011273, PLACE1011291, PLACE 
1011310, PLACE1011325, PLACE1011332, PIACE1011340, 

PLACE1011371, PLACE1011399, PLACE1011433, PLACE10 
11452, PLACE1011465, PLACE1011472, PLACE1011477, P 
LACE1011492, PLACE1011503, PUCE1011520, PLACE1011 
563, PLACE1011567, PLACE1011576, PLACE1011586, PLA 
CE1011635, PLACE1011643, PLACE1011646, PLACE101164 
9, PLACE1011650.PLACE1011664, PLACE1011675, P1ACE1 
011682, PLACE1011719, PLACE1011725, PLACE1011729, 
PLACE1011749, PLACE1011858, PLACE1011874, PLACE101 
1875, PLACE1011891, PLACE1011896, PLACE1011922, PL 
ACE1011923, PLACE1011982, PLACE1012031, PLACE20000 

03, PLACE2000006, PLACE2000007, PLACE2000014, PLAC 
E2000015, PLACE2000017, PLACE2000021, PLACE200003 

4, PLACE2000039, PLACE2000047, PLACE2000050, PLACE 
2000061, PLACE2000062, PLACE2000072, PUCE2000097, 

PLACE2000100, PLACE2000103, PLACE2000111, PLACE20 
00115, PLACE2000124,PLACE2000132, PLACE2000140, PL 
ACE2000164, PLACE2000170, PLACE2000172, PLACE20001 
76, PUCE2000187, PLACE2000216, PIACE2000223, PLAC 
E2000235, PLACE2000246, PLACE2000274, PLACE200030 
2, PLACE2000317, PLACE2000335, PLACE2000341, PLACE 
2000347, PLACE2000359, PUCE2000366, PLACE2000371, 

PUCE2000373, PLACE2000379, PLACE2000394, PLACE20 
00398, PIACE2000399. P1ACE2000404, PLACE2000411, P 
LACE2000425, 

[ 1 0 3 9] PUCE2000427, PLACE2000433, PLACE20004 
38, PLACE2000450. PLACE2000455, PIACE2000458, PLAC 
E2000477, PLACE3000009, PIACE3000020, PLACE300005 
9, PLACE3000070, PLACE3000103, PIACE30001 19, PUCE 
3000121, PLACE3000124, PLACE3000136, PLACE3000142, 

PLACE3000145, PLACE3000147, PLACE3000148, PLACE30 
00155, PLACE3000156, PLACE3000157, PLACE3000158, P 
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LACE3000160, PLACE30Q0169, PLACE3000194, PLACE3000 
197, PLACE3000199, PLACE3000207, PLACE3000208, PLA 
CE3000218, PLACE3000221, PLACE3000226, PIACE300023 
0, PLACE3000242,PLACE3000244, PLACE3000254, PLACE3 
000271, PLACE3000276, PLACE3000304, PLACE3000310, 
PLACE3000320, PLACE3000322, PLACE3000331 , PLACE300 
0339, PLACE3000341, PLACE3000350, PLACE3000352, PL 
ACE3000353, PLACE3000362, PLACE3000363, PLACE30003 
65, PLACE3000373, PLACE3000388, PLACE3000399, PLAC 
E3000401, PLACE3000402, PLACE3000405, PLACE300040 10 
6, PLACE3000413, PLACE3000416, PUCE3000425, PLACE 
3000455, PLACE3000475, PLACE3000477, PLACE4000009, 

PLACE4000014, PLACE4000052. PLACE4000063, P1ACE40 
00089, PLACE4000093.PLACE4000100, PLACE4000106, PL 
ACE4000128, PLACE4000129, PLACE4000131, PLACE40001 
47, PLACE4000156, PLACE4000192, PLACE4000211, PLAC 
E4000222, PLACE4000230, PLACE4000247, PLACE400025 
0, PLACE4000252, PLACE4000259, PLACE4000261 , PIACE 
4000269, PLACE4000270, PLACE4000300, PIACE4000320, 

PLACE4000323, PLACE4000326, PLACE4000344, PLACE40 20 
00367, PLACE4000369, PLACE4000387. PLACE4000392, P 
LACE4000401, 

[ 1 0 4 0] PLACE4000411, PLACE4000431, PLACE40004 
45, PLACE4000450, PLACE4000465, PLACE4000487, PLAC 
E4000489, PLACE4000494, PLACE4000521, PLACE400052 
2. PLACE4000548, PLACE4000558, PLACE4000581 , PLACE 
4000590, PLACE4000593, PLACE4000612, PLACE4000638, 

PUCE4000650, PLACE4000654, PLACE4000670, SKNMC10 
00011, SKNMC1000013, SKNMC1000046, SKNMC 1000050, S 
KNHC1000091, THYR01000026, THYR01000034, THYR01000 30 
070, THYR01000072, THYR01000085, THYR01000092, THY 
R01000107, THYR01000111, THYR01000121, THYR0100012 
4, THYR01000132.THYR01000156, THYR01000173, THYR01 
000186, THYR01000187, THYR01000197, THYR01000199, 
THYR01000206, THYR01000241. THYR01000242, THYR0100 
0253, THYR01000270, THYR01000279, THYR01000288, TH 
YR01000320, THYR01000327, THYR01000343, THYR010003 
58, THYR01000368, THYR01000381, THYR01000387, THYR 
01000394, THYR01000395, THYR01000401, THYR0100045 

2, THYR01000471, T1YR01000484, THYR01000488, THYRO 40 
1000501, mR01000502, THYR01000505, THYR01000558, 

THYR01000569, THYR01000570, THYR01000585, THYR010 
00596, THYR01000605.THYR01000625, THYR01000637, TH 
YR01000662, THYR01000666, THYR01000676, THYR010006 
84, THYR01000712, THYR01000715, THYR01000734, THYR 
01000748, THYR01000756, THYR01000777, THYR0100078 

3, THYR01000787. THYR01000793, THYR01000796. THYRO 
1000805, THYR01000815, THYR01000843, THYR01000852, 

THYR01000855, THYR01000865, THYR01000895, THYR010 
00916, THYR01000926, THYR01000934, THYR01000951, T 50 
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HYR01000952, 

[10 4 1] THYR01000983, THYR01000988, THYR010010 

03, THYR01001031, THYR01001033, THYR01001062, THYR 
01001100, THYR01001120, THYR01001133, THYR0100113 

4, THYR01001142, THYR01001173, THYR01001189, THYRO 
1001204, THYR01001213, THYR01001262, THYR01001271, 
THYR01001287, THYR01001313, THYR01001320, THYR010 

01321, THYR01001322, THYR01001347, THYR01001363, T 
HYR01001365, THYR01001374, THYR01001401, THYR01001 
403, THYR01001405, THYR01001406, THYR01001411, THY 
R01001426, THYR01001434, THYR01001458, THYR0100148 
0, THYR01001487,THYR01001534, THYR01001537, THYR01 
001541, THYR01001559, THYR01001570, THYR01001584, 
THYR01001595, THYR01001602, THYR01001605, THYR0100 
1617, THYR01001637, THYR01001656, THYR01001661, TH 
YR01001671, THYR01001673, THYR01001703, THYR010017 
06, THYR01001721, THYR01001738, THYR01001745, THYR 
01001746. THYR01001772, THYR01001793, THYR0100180 
9, THYR01001828, THYR01001854, THYR01001895, THYRO 
1001907, VESEN1000122, Y79AA1000013, Y79AA1000033, 

Y79AA1000037, Y79AA1000059, Y79AA1000065, Y79AA10 
00131, Y79AA1000181.Y79AA1000202, Y79AA1000214, Y7 
9AA1000230, Y79AA1000231, Y79AA1000258, Y79AA10002 
68, Y79AA1000313, Y79AA1000328, Y79AA1000342, Y79A 
A1000346, Y79AA1000349, Y79AA1000355, Y79AA100036 
8, Y79AA1000410, Y79AA1000420, Y79AA1000469, Y79AA 
1000480, Y79AA1000539, Y79AA1000540, Y79AA1000560, 

Y79AA1000574, Y79AA1000589, Y79AA1000627, Y79AA10 
00705, Y79AA1000734, Y79AA1000748, Y79AA1000752, Y 
79AA1000774, 

[ 1 0 4 2] Y79AA1000782, Y79AA1000784, Y79AA10007 
94, Y79AA1000800, Y79AA1000802, Y79AA1000805, Y79A 
A1000824, Y79AA1000827, Y79AA1000833, Y79AA100085 
0, Y79AA1000962, Y79AA1000966, Y79AA1000968, Y79AA 
1000969. Y79AA1000976, Y79AA1000985, Y79AA1001023, 

Y79AA1001041, Y79AA1001048, Y79AA1001061, Y79AA10 
01068, Y79AA1001077, Y79AA1001078, Y79AA1001145, Y 
79AA1001167, Y79AA1001177, Y79AA1001185, Y79AA1001 
211, Y79AA1001216, Y79AA1001228, Y79AA1001233, Y79 
AA1001236, Y79AA1001281, Y79AA1001299, Y79AA100131 
2, Y79AA1001323, Y79AA1001384, Y79AA1001391, Y79AA1 
001394, Y79AA1001402, Y79AA1001493, Y79AA1001511. 
Y79AA1001533, Y79AA1001541, Y79AA1001548, Y79AA100 
1555, Y79AA1001581, Y79AA1001585, Y79AA1001594, Y7 
9AA1001603, Y79AA1001613, Y79AA1001647, Y79AA10016 
65, Y79AA1001679, Y79AA1001692, Y79AA1001696, Y79A 
A1001705, Y79AA1001711, Y79AA1001781. Y79AA100180 

5, Y79AA1001827, Y79AA1001846, Y79AA1001866, Y79AA 
1001874, Y79AA1001875, Y79AA1001923, Y79AA1001963, 
Y79AA1002027. Y79AA1002083, Y79AA1002089, Y79AA10 
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02103, Y79AA1002115.Y79AA1002125, Y79AA1002139, Y7 
9AA1002204, Y79AA1002208, Y79AA1002209, Y79AA10022 
10, Y79AA1002211, Y79AA1002220, Y79AA1002229, Y79A 
A1002234, Y79AA1002246, Y79AA1002258, Y79AA100229 
8, Y79AA1002307, Y79AA1002311, Y79AA1002351, Y79AA 
1002361, Y79AA1002399, Y79AA1002407, Y79AA1O02416, 

Y79AA1002431, Y79AA1002433, Y79AA1002472, Y79AA10 
02482, Y79AA1002487, 

[ 1 04 3] 49 9 7?d->©^, 

%?y'<tn®m?y'<9W. is?'-fMmw& io 
ft, mm-ixmmm9>^9n, atp-ctp^*^? 

&9>;<9W. DMA ' RNAI&a- 9>/<99t> Wh£f& 
Ii?>^?f. 9ys<9K£ttiL-mmm9>'<9 

«. mm&fm* >'<9W, tmsm • mmmt > 
'<9it* %mffi&9v<9w, mfmmmMfy 

9 RWV *f iifrOX T=tV -SCJR-f 5 9 V<9W&=> 
-h'ir?>kt&fe£ixZ>9a-ytf2 1 8 99u->hi 

It. 

[1044] fm'm9>'<9ft<D#Tj])-izm-t& 20 

9y/<9KZ=>-v-fZ>tm%:Zln?>9B-yk\x ± 
ftE?iJlc*f-f5Swlss-Prott y Vt-9<T>*-7- Kt> 
ItZ "growth factor", "cytokine", "hormone", "signa 
1", "transmembrane", "membrane", "extracellular ma 
trix", "receptor", "G-protein coupled receptor", "1 
onic channel", "voltage-gated channel", "calcium c 
hannel", "cell adhesion", "collagen", "connective 
tissue" ##>ofc, ttzltt y • B9 

lc*f-f3GenBank, OniGenet y hx-^lcl^Swiaic 30 

[ 1 04 5] H?w^ffM!*:^?K»;27r=i'!J- 

ill. ±fifi?'Jlc*j"t5Swiss-Prott y hr- 

!7— Kflc "glycoprotein" #fcofc, £ fclifc y hx 

^li£ftE^Jlc:tt-f SGenBank, UniCenet y hf-9^ 
\zffl8i<F>Wfcfrfoitz9 v-^X'ht),, 40 
[ 1 04 6] ->9'-)-/\'&&Mm9>'<9'ii<D* : T=t9- 
icm-r?>9>y<9m^-\ ; '-t^tm^ix^9o-y 
kit, ±*E?iJ(C*)"tSSwiss-Protfc y Y=f-9<n>*- 
V— ypliZ "serine/threonine-protein kinase", "tyr 
osine-protein kinase", "SH3 domain", ##>ofc, £ 
tziit y \-T-9<PiZi<'9'i-Mmm'&9>s<9Kkm 
HZix&tm («*.!*, "ADP-ribosylation factor" ) 
* ! fcof;, fc6VIi±ftIc?'ll-*j"t2)GenBank, OniGene 
t 3/ h-7'-?flCP1icOESc^fcofc^n->-T-$)5o 
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^-h'i-Z>btikJ££tiZ9v->klX 
3Swiss-Prott y Yt—9<D^~U— K^lc "transcrl 
ption regulation", "zinc finger", "homeobox" ti*h 

o/c, ttzitt y hf : -9^cu^mm9>^9«tm. 

ank, M<kmtyhT-9Wzfflm<omm i t)'otz9a 

[1 04 7] $i£.Mm9>;<9K<D*T=i})-\zm-f?> 
9y^<9^i:='-¥-r^tm^h^9tt-ytit, £ 
ftgc^'llc^H-SSwiss-Prott y Yt-9<d*- V— K4 1 
\z "disease mutation", "syndrome" fth-otz, £fcl± 

frfoitz, fe5VM4±ftE5iJlc»"t5Swiss-Prott y h 
x-*, St^GenBank, OniGenet y hr— t ho 
ae^t^S^r-^^-^r-fc^Online Mendelian I 
nheritance in Man (0MI10l-^®^tLT^5it{g^ ? 

'<9W<DtiT=ry-lz%tZkm%&titz9 u->k 
li, t y hr— ^ ^metabolism, oxidoreductase. E. 
C.No. (Enzyme commission number) HirfeS^fcofc:? 

[1 04 8] AlP-CIPilS^w^R©*r^!l-(CR 
tbkWfc£ixtz9u-yk\t, t y hx-*4"{cATP- 
binding, GTP-binding^iraEi^fcofc;? o — >f *>o 

fc„ m9ys<9W<D*T=t»-\zmt?>tmfe£Mt9 

o-yfcli, t y Kx-^icnuclear protein^tE 
i^ot^-^iboft, DNA-RNA^^y^ff 

h t 9 *P (CDNA-bi ndi ng, RNA-bi nding^ k IEiW s o 
fc^n-^fJbofc, RNA^Ml^^^S^^T 1 ^ 

't'lcRNA splicing, RNA processing, UNA hell case, po 
1 yadenyl ati ont£ £ Eft ri* fc o fc ? n - y X' h o fc„ 
[ 1 04 9] 

— ^^ictranslation regulation, protein biosynthes 
Is, ami no- acid biosynthesis, ribosomal protein, pro 
tein transport, signal recognition parti cle^irffi 

o fc * n - v-e*> o tz Q mffo-w%mm tyxtw 
ouT3y-\zm-fz>kmis.ztitz9v-yk\$. ty 

hx— ^^(Cstructural protein, cytoskeleton, act! 
n-binding, lAcrotMes^ kti,^h^tz9 a— yxh 
^tz 0 

[i 050] Mm / xrm-mmmm9y;<9nwrJ<j 

-izmtZ>kmfe£iitz9u-yklt, cell division, 
cell cycle, mitosis, chromosomal protein, cell gr 
owth, apoptosis^irfEft^fcofc? u—yX'hotz. 

K£'&mw&9y'<9'&<r>i3f-iy-\z% k -tz>kym 

£titz9n-yklt, developmental protein^irEft 

&h o tz 9 d - y x-h o tz, mmwmm twitto 
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r-^^heat shock, DNA repair, DNA damaged fcE 
[105 1] »»-«*>^^»ciMa*ixfc^n-v 

\t£XT<D7 9 6^-yffcofc 0 10 
HEHBA1000356, HEHBA1000518, HEMBA1 000531, HEMBA100 
0637, HEMBA1000719, HEMBA1000817, HEMBA1000822, HE 
HBA1000852, HEHBA1000870, HEMBA1000991 , HEMRA10010 
52, HEMBA1001071, HEMBA1001085, HEMBA1001286, HEMB 
A1001351, HEHBA1001407, HEHBA1001446, HEHBA100151 

5, HEHBA1001557, HEMBA1001569; HEMBA1001661, HEHBA 
1001734, HEMBA1001746, HEMBA1001866, HEMBA1002125, 

HEMBA1002150, HEHBA1002166, HEMBA1002417, HEMBA10 
02462, HEMBA1002475, HEMBA1002477, HEHBA1002486, H 
EMBA1002609, HEMBA1002659, HEHBA1 002661, HEMBA1002 20 
780, HEMBA1 002818, HEMBA1 002876, HEMBA1002921, HEMB 
A1003071, HEMBA1003077, HEMBA1003079, HEMBA100308 

6, HEHBA1003096, HEHBA1003281, HEMBA1003286, HEHBA 
1003538, HEHBA1003711, HEHBA1003742, HEMBA1003803, 

HEHBA1004055, HEMBA1004143, HEMBA1004146, HEHBA10 
04207, HEMBA1004341, HEMBA1004461, HEHBA1004577, H 
EHBA1004637, HEHBA1004752, HEMBA1004756, HEMBA1004 
850, HEMBA1004889, HEMBA1004923, HEMBA1004930, HEM 
BA1005029, HEHBA1005035, HEMBA1005050, HEMBA100555 
2, HEHBA1005576, HEMBA1005581, HEMBA1005588, HEHBA 30 
1005616, HEMBA1005699, HEMBA1005991, HEHBA1006036, 
HEHBA1006038, HEMBA1006067, HEMBA1006173, HEHBA100 
6198, HEHBA1006293, HEHBA1006310, HEHBA1006492, HE 
MBA1006502, HEHBA1006583, HEMBA1006659, HEHBA10067 
58. HEMBA1006789, HEHBA1006921. HEMBA1006926, HEMB 
A1006976, HEMBA1007203, HEMBA1007301, HEMBB100003 

7, HEHBB1000050, HEMBB1000054, HEMBB1000175, HEHBB 
1000317, HEMBB1000556, HEMBB1000593, HEMBB1000631, 

[ 1 0 5 2] HEMBB1000763, HEMBB1000827. HEMBB10009 
15, HEMBB1000975, HEMBB1001112, HEMBB1001151, HEMB 40 
B1001177, HEMBB1001302, HEMBB1001348, HEMBB100156 
4, HEMBB1001630, HEMBB1001871, HEMBB1001872, HEHBB 
1001925, HEMBB1001962, HEMBB1002042, HEMBB1002044, 

HEMBB1002142, HEMBB1002190, HEMBB1002193, HEMBB10 
02247, HEHBB1002383, HEMBB1002387. HEMBB1002550, H 
EMBB1002600, HEMBB1002692, MAMHA1000045, MAMHA1000 
129, MAMMA1000133, MAMMA1000277, MAMMA 1 000278, HAM 
MA1000410, MAHMA1000416, MAMMA1000472, MAMMA100067 
2, MAHMA1000684.MAMMA1000714, MAMHA1000734, MAMMA 1 
000778, MAMMA1000798, HAMMA1000842, MAHMA1000859, 50 
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MAMMA1000897, MAMMA1000956, HAMMA1001008, MAMMA100 
1030, MAMMA1001041, MAMHA1001073, MAMMA1001080, MA 
MMA1001139, MAMMA1001154, MAMMA1001322, MAMMA10013 
88, MAMMA1001411, MAMMA1001487, MAMMA1001751, MAMM 
A1001754, MAMMA1001771. MAMMA1002009, MAMMA100242 
7, MAMMA1002428, MAMMA1002461, HAMMA1002524, MAMMA 
1002573, MAMMA1002598, MAMMA1002655, MAMMA1002684, 

MAMMA1002769, MAMMA1002844, MAMMA1002881, MAMMA10 
02890, MAMMA1002938.HAMMA1002947, MAMMA1 003035, MA 
MMA1003089, MAMMA1003146, MAMMA1003150, NT2RM10000 
35, NT2RM1000037, NT2RM1000062, NT2RM1000080, NT2R 
M1000092, NT2RM1000131, NT2RM1000199, NT2RM100025 
7, NT2RM1000260, NT2RM1000355, NT2RM1000430, NT2RM 
1000563, NT2RM1000648, NT2RM1000742, NT2RM1000770, 

NT2RM1000800, NT2RM1000811, NT2RM1000833, NT2RM10 
00857, NT2RM1000867, NT2RM1000882. NT2RM1000905, N 
T2RM1001008, 

[ 1 0 5 3] NT2RM1001115, NT2RM1001139, NT2RM20002 
59, NT2RM2000260, NT2RM2000287, NT2RM2000395, NT2R 
M2000402, NT2RM2000407, NT2RM2000422, NT2RM200049 
0, NT2RM2000522, NT2RM2000566, NT2RM2000581, NT2RM 
2000609, NT2RM2000821, NT2RM2001370, NT2RM2001393, 

NT2RM2001499, NT2RM2001547, NT2RM2001613, NT2RM20 
01648, NT2RM2001659, NT2RM2001671, NT2RM2001688, N 
T2RH2001698, NT2RM2001718, NT2RM2001753, NT2RM2001 
760, NT2RM2001785, NT2RM2001930, NT2RM2001950, NT2 
RM2001997, NT2RM2001998, NT2RM2002049, NT2RM200214 
5, NT2RM4000233.NT2RM4000433, NT2RM400Q457, NT2RM4 
000486, NT2RM4000496, NT2RM4000520, NT2RM4000634, 
NT2RM4000674, NT2RM4000700, NT2RM4000764, NT2RM400 
0778, NT2RM4000795, NT2RM4000820, NT2RM4000857, NT 
2RM4001032, NT2RM4001054, NT2RM4001116, NT2RM40014 
55, NT2RM4001666, NT2RM4001810, NT2RM4001813, NT2R 
M4001930, NT2RM4001987, NT2RM4002054, NT2RM400207 
3, NT2RM4002145, NT2RM4002146, NT2RM4002189, NT2RM 
4002194, NT2RM4002251, NT2RM4002339, NT2RM4002438, 

NT2RM4002446. NT2RM4002452, NT2RM4002460, NT2RM40 
02493. NT2RH4002558, NT2RM4002565, NT2RM4002571, NT 
2RM4002594, NT2RP1000130, NT2RP1000191, NT2RP10003 
26, NT2RP1000358, NT2RP1000413, NT2RP1000418, NT2R 
P1000547, NT2RP1000609, NT2RP1000677, NT2RP100076 
7, NT2RP1000782, NT2RP1000856, NT2RP1001113, NT2RP 
1001247, NT2RP1001286, NT2RP1001310, NT2RP1001311, 

NT2RP1001313, NT2RP1001385, NT2RP1001449, NT2RP10 
01546, NT2RP1001569, NT2RP2000032, NT2RP2000040, N 
T2RP2000056, 

[1 0 5 4] NT2RP2000070, NT2RP2000091 , NT2RP20001 
14, NT2RP2000120, NT2RP2000173, NT2RP2000175, NT2R 
P2000195, NT2RP2000257, NT2RP2000270, NT2RP200028 
3, NT2RP2000288, NT2RP2000289, NT2RP2000459. NT2RP 
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2000516, NT2RP2000660, NT2RP2000842, NT2RP2000892, 
NT2RP2001081, NT2RP2001268, NT2RP2001295, NT2RP20 
01366, NT2RP2001378, NT2RP2001576, NT2RP2001581, N 
T2RP2001597, NT2RP2001613, NT2RP2001947, NT2RP2001 
991, NT2RP2002025, NT2RP2002066, NT2RP2002078, NT2 
RP2002105. NT2RP2002312, NT2RP2002325, NT2RP200238 
5, NT2RP2002479,NT2RP2002537, NT2RP2002643, NT2RP2 
002701, NT2RP2002740, NT2RP2002857, NT2RP2003125, 
NT2RP2003297, NT2RP2003433, NT2RP2003446, NT2RP200 
3466, NT2RP2003506, NT2RP2003513, NT2RP2003629, NT 10 
2RP2003668, NT2RP200376O, NT2RP2003777, NT2RP20037 
81, NT2RP2004041, NT2RP2004142, NT2RP2004194, NT2R 
P2004270, NT2RP2004300, NT2RP2004392, NT2RP200465 
5, NT2RP2004681, NT2RP2004775, NT2RP2004799, NT2RP 
2004936, NT2RP2004959, NT2RP2005012, NT2RP2005159, 
NT2RP2005227, NT2RP2005270, NT2RP2005344, NT2RP20 
05465, NT2RP2005509,NT2RP2005752, NT2RP2005781, NT 
2RP2005784, NT2RP2005812, NT2RP2006069, NT2RP20061 

00, NT2RP2006141, NT2RP2006184, NT2RP2006261, NT2R 
P2006565, NT2RP2006571, NT2RP2006573, NT2RP300009 20 

2, NT2RP3000109, NT2RP3000134, NT2RP3000207, NT2RP 
3000333, NT2RP3000341, NT2RP3000393, NT2RP3000439, 

NT2RP3000441, NT2RP3000531 , NT2RP3000685, NT2RP30 
00825, NT2RP3000826, NT2RP3000852, NT2RP3000919, N 
T2RP3001084, 

[ 1 0 5 5] NT2RP3001096, NT2RP3001126, NT2RP30011 
40, NT2RP3001176, NT2RP3001260, NT2RP3001282, NT2R 
P3001355, NT2RP3001383, NT2RP3001426, NT2RP300145 

3, NT2RP3001497, NT2RP3001538, NT2RP3001589, NT2RP 
3001642, NT2RP3001708, NT2RP3001716, NT2RP3001727, 30 

NT2RP3001739, NT2RP3001799, NT2RP3001943, NT2RP30 . 
01944, NT2RP3002002, NT2RP3002007, NT2RP3002014, N 
T2RP3002054, NT2RP3002108, NT2RP3002163, NT2RP3002 
351, NT2RP3002455, NT2RP3002549, NT2RP3002602, NT2 
RP3002628, NT2RP3002650, NT2RP3002687, NT2RP300270 

1, NT2RP3002810,NT2RP3002869, NT2RP3002969, NT2RP3 
002985, NT2RP3003008, NT2RP3003059, NT2RP3003071, 
NT2RP3003101, NT2RP3003145, NT2RP3003197, NT2RP300 
3203, NT2RP3003242, NT2RP3003302, NT2RP3003353, NT 
2RP3003409, NT2RP3003576, NT2RP3003621, NT2RP30036 40 
65, NT2RP3003672, NT2RP3003701 , NT2RP3003716, NT2R 
P3003799, NT2RP3003828, NT2RP3003914, NT2RP300391 

8, NT2RP3003992, NT2RP3004051, NT2RP3004148, NT2RP 
3004155, NT2RP3004207, NT2RP3004282, NT2RP3004454, 
NT2RP3004480, NT2RP3004503, NT2RP4000008, NT2RP40 
00051, NT2RP4000151,NT2RP4000212, NT2RP4000243, NT 
2RP4000259, NT2RP4000323, NT2RP4000417, NT2RP40005 
00, NT2RP4000524, NT2RP4000556, NT2RP4000560, NT2R 
P4000588, NT2RP4000713, NT2RP4000724, NT2RP400081 
7, NT2RP4000833, NT2RP4000878, NT2RP4000907, NT2RP 50 
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4000925, NT2RP4000928, NT2RP4000973, NT2RP4000989, 
NT2RP4001057, NT2RP4001064, NT2RP4001079, NT2RP40 
01117, NT2RP4001138, NT2RP4001149, NT2RP4001150, N 
T2RP4001174, 

[ 1 0 5 6] NT2RP4001219, NT2RP4001274, NT2RP40013 
13, NT2RP4001345, NT2RP4001372, NT2RP4001373, NT2R 
P4001379, NT2RP4001498. NT2RP4001547, NT2RP400157 
1, NT2RP4001574, NT2RP4001644, NT2RP4001656, NT2RP 
4001677, NT2RP4001730, NT2RP4001739, NT2RP4001803, 

NT2RP4001822, NT2RP4001823, NT2RP4001950, NT2RP40 
01975, NT2RP4002052, NT2RP4002075, NT2RP5003500, N 
T2RP5003506, NT2RP5003522, NT2RP5003534, 0VARC1000 
060, 0VARC1000335, OVARC1000682, OVARC1000689. OVA 
RC1000700, 0VARC1000722, OVARC1000751, OVARC100085 
0, 0VARC1000890,0VARC1000924, 0VARC1000936, 0VARC1 
000959, 0VARC1000984, 0VARC1000999, 0VARC1001034, 
0VARC1001055, 0VARC1001117, 0VARC1001129, 0VARC100 
1154, 0VARC1001329, 0VARC1001381, 0VARC1001391, OV 
ARC1001453, 0VARC1001476, 0VARC1001506, 0VARC10016 
10, 0VARC1OO1702, 0VARC1001703, 0VARC1001713, OVAR 
C1001745, 0VARC1001767, 0VARC1002127, 0VARC100213 
8, 0VARC1002158, 0VARC1002165, PLACE1000014, PLACE 
1000213, PLACE1000401, PLACE1000562, PLACE1 000611, 

PLACE1000656, PLACE1000712, PLACE1000793, PLACE10 
00909, PLACE1000948,PLACE1000977, PLACE1001241, PL 
ACE1001257, PLACE1001377, PLACE1001517, PLACE10016 
10, PLACE1001761, PIACE1001771, PLACE1001817, PLAC 
E1001983, PLACE1002046, PLACE1002140, PLACE100221 
3, PLACE1002395, PLACE1002437, PLACE1002500, PLACE 
1002583, PLACE1002714, PLACE1002722, PLACE1002782, 

PLACE1002794, PLACE1002851, PLACE1002908, PLACE10 
03030, PLACE1003044, PLACE1003045, PLACE1003238, P 
LACE1003296, 

[ 1 0 5 7] PLACE1003369, PLACE1003420, PLACE10034 
93, PLACE1003537, PLACE1003553, PLACE1003596, PLAC 
E1003760, PLACE1003768, PLACE1003771, PLACE100390 
3, PLACE1004149, PLACE1004197, PLACE1004203, PLACE 
1004258, PLACE1004270, PLACE1004277, PLACE1004289, 

PLACE1004473, PLACE1004629, PLACE1004646, PLACE10 
04743, PLACE1004751, PLACE1004793. PIACE1004840, P 
LACE1004969, PLACE1005086, PLACE1005162, PLACE1005 
206, PLACE1005313, PLACE1005467, PLACE1005530, PU 
CE1005595, PLACE1005611, PLACE1005623, PLACE100576 
3, PLACE1005884.PLACE1005890, PLACE1005898, PLACE1 
005934, PLACE1005953, PLACE1006157, PLACE1006225, 
PUCE1006239, PLACE1006288, PLACE1006492, PLACE100 
6534, PLACE1006678, PLACE1006754, PLACE1 00690 1 . PL 
ACE1006935, PLACE1006956, PLACE1007111, PLACE10072 
43, PLACE1007274, PLACE1007282, PLACE1007317, PLAC 
E1007375, PUCE1007386, PUCE1007409. PLACE100741 
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6, P1ACE1007484, PLACE1007583, PLACE1007632, PLACE 
1007645, PLACE1007649, PLACE1007852, PLACE1007877, 

PLACE1007954, PLACE1Q08273, PLACE1Q08309, PLACE10 
08331, PLACE1008402.PLACE1008424, PLACE1008429, PL 
ACE1008531, PLACE1008532, PLACE1008533, PUCE10085 
68, PLACE1008643, PLACE1008693, PLACE1008715, PIAC 
E1009045, PLACE1009094, PLACE1009298, PLACE100931 
9, PLACE1009338, PLACE1009368, PLACE1009493, PLACE 
1009639, PIACE1009659, PLACE1009708, PLACE1009731, 

PLACE1009845, PLACE1009861, PLACE1009935, PLACE10 10 
09992, PLACE1010089, PLACE1010231 , PIACE1010321, P 
LACE1010362, 

[ 1 0 5 8] PLACE1010599, PLACE1010622, PLACE10106 

62, PLACE1010811, PUCE1010917, PLACE1010942, PLAC 
E1010954, PLACE1011090, PLACE1011214, PLACE101122 
1, PLACE1011371, PLACE1011399, PLACE1011492, PLACE 
1011646, PLACE1011749, PLACE1011896, PLACE2000034, 

PLACE2000062, PLACE20001 1 1 , PLACE2000132, PLACE20 
00176, PLACE2000187, PLACE2000216, PLACE2000335, P 
LACE2000341, PLACE2000373, PLACE2000379, PLACE2000 20 
398, PLACE2000399, PLACE2000425, PLACE2000438, PLA 
CE2000458, PLACE2000477, PLACE3000020, PLACE300021 
8, PLACE3000226,PLACE3000242, PLACE3000244, PLACE3 
000339, PLACE3000373, PLACE3000399, PLACE3000406, 
PLACE3000413, PIACE3000455, PLACE4000052, PIACE400 

0063, PLACE4000129, PLACE4000247, PLACE4000250, PL 
ACE4000259, PLACE4000300, PLACE4000387, PLACE40004 
31, PLACE4000487, PLACE4000494, PLACE4000522, PLAC 
E4000548, PLACE4000581, PLACE4000593, PLACE400065 

0, T1YR01000156, HYRO 1000327, TDYR01000394, THYRO 30 
1000395, THYR01000570, THYR01000748, THYR01000756, 
THYR01000783, THYR01001134, THYR01001271, THYR010 
01287, THYR01001320.THYR01001401, THYR01001534, TH 
YR01001537, THYR01001541, THYR01001828, Y79AA10002 
58, Y79AA1000420, Y79AA1000469, Y79AA1000734, Y79A 
A1000800, Y79AA1000976, Y79AA1001023, Y79AA100117 

7, Y79AA1001384, Y79AA1001394, Y79AA1001603, Y79AA 
1001647, Y79AA1001846, Y79AA1001874, Y79AA1002139, 

Y79AA1002246, Y79AA1002351, Y79AA1002399, Y79AA10 
02416, 40 

[ i o 5 9] m*y/<?wm&*y'<?mzftmi$titc 

HEMBA1000156, HEHBA1000518, HEMBA1000852, HEMBA100 
1071, HEHBA1001286, HEMBA1001661, HEHBA1001734, HE 
HBA1001866, HEHBA1003071, HEMBA1003077, HEMBA10032 
81, HEHBA1003538, HEMBA1003679, HEHBA1003866, HEMB 
A1005576, HEHBA1005581, HEMBA1005699, HEMBA100603 

8, HEHBA1006976, HEMBA 1007301, HEHBB1000317, HEHBB 
1000915, HEHBB1001871, HEHBB1001872, HEMBB1002193, 

MAHHA1000672, MAMMA1000897, MAMMA 100 1030, MAMMA10 50 
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01388, HAHHA1002329, HAHHA1002428, HAHHA1002573, M 
AMHA1003150, NT2RM1000648, NT2RM1001115, NT2RM2000 
260.NT2RM2000407, NT2RM2000422, NT2RM2000490, NT2R 
H2001499, NT2RM2001659, NT2RM2001930, NT2RM400082 

0, NT2RH4000857, NT2RM4001810, NT2RM4001813, NT2RH 
4001987, NT2RM4002145, NT2RM4002189, NT2RM4002251 , 

NT2RM4002460, NT2RM4002558, NT2RP1000677, NT2RP10 
00782, NT2RP1000856, NT2RP1001546, NT2RP2000056, N 
T2RP2000070, NT2RP2001295, NT2RP2001378, NT2RP2001 
597, NT2RP2001991, NT2RP2002025, NT2RP2002078, NT2 
RP2002385, NT2RP2004587, NT2RP2004732, NT2RP200553 

1, NT2RP3000207, NT2RP3000531, NT2RP3000825, NT2RP 
3001140, NT2RP3002810, NT2RP3003672, NT2RP3003701, 
NT2RP3003716, NT2RP3003914, NT2RP3004148, NT2RP400 
0212, NT2RP4000417, NT2RP4000724, NT2RP4000817, NT 
2RP4000925, NT2RP4001150, NT2RP4001372, NT2RP40017 
30, NT2RP4001822, NT2RP4001823, NT2RP5003522, OVAR 
C1000091, 0VARC1000288, 0VARC1000682, 0VARC100105 

5, OVARC1001506, 0VARC1001713, 0VARC1002127, PLACE 
1000213, PLACE1000401, PLACE1002437, PLACE1002583, 

[1 0 6 0] PLACE1002722, PLACE1003045, PLACE10032 
38, PLACE1003258, PLACE1003493, PLACE1004197, PLAC 
E1004793, PLACE1005953, PIACE1005955, PLACE100615 

7, PLACE1006239, PLACE1006368, PLACE1006534, PLACE 
1006754, PLACE1006956, PLACE1007416, PLACE1007632, 
PLACE1007649, PLACE1008643, PLACE1009094, PLACE10 

09992, PUCE1010231, PLACE1010662, PLACE1011371, P 
LACE2000034, PLACE2000373, PLACE2000398, PLACE2000 
399, PLACE2000438, PLACE2000458, PLACE3000339, PLA 
CE4000063, PLACE4000230, PLACE4000522, PLACE400054 

8, PLACE4000581,THYR01000327, THYR01000756, THYR01 
001287, Y79AA1001603, Y79AA1001874 

[1061] <s<fi-Mmrm? y^tn^mzMz 

HEHBA1000303, HEHBA1000369, HEMBA1000608, HEHBA100 
0657, HEMBA1000919, HEMBA1001019, HEHBA1001174, HE 
HBA1001822, HEMBA1001921, HEHBA1002139, HEHBA10022 
12, HEMBA1002341, HEMBA 10024 17, HEHBA1002768, HEMB 
A1003250, HEHBA1003291, HEHBA1003645, HEMBA100428 

6, HEHBA1005737, HEHBA1006130. HEMBA1006708, HEMBB 
1000083, HEHBB1000266, HEMBB1000632, HEHBB1 000781, 

HEHBB1000831, HEMBB1002193, MAMMA1000173, MAMMA 10 
01038, MAMMA1001198, MAMMA1002842, MAMMA1003057, N 
T2RH1000702, NT2RM1000772, NT2RM1001072, NT2RM2000 
030.NT2RM2000469, NT2RM2000612, NT2RM2001221. NT2R 
M2001345, NT2RM2002128, NT2RH4000229, NT2RM400035 
4, NT2RM4000611, NT2RM4000798, NT2RM4001411, NT2RM 
4001412, NT2RM4001629, NT2RM4001758, NT2RM4002013, 

NT2RM4002527, NT2RP1000018, NT2RP1000701, NT2RP10 
01294, NT2RP1001302, NT2RP2000668, NT2RP2001440, N 
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T2RP2001560, NT2RP2002058, NT2RP2002193, NT2RP2002 
408, NT2RP2002710, NT2RP2002929, NT2RP2003164, NT2 
RP2003912, NT2RP2004232, NT2RP2004768, NT2RP200607 

1, NT2RP2006534, NT2RP3000759, NT2RP3000845, NT2RP 
3001646, NT2RP3001857, NT2RP3001938, NT2RP3002004, 
NT2RP3002785, NT2RP3002909, NT2RP3002988, NT2RP300 
3800, NT2RP3004189, NT2RP3004544, NT2RP4000147, NT 
2RP4000839, NT2RP4001122, NT2RP4001148, NT2RP40013 
36, NT2RP4001375, NT2RP4001644, NT2RP4001725, NT2R 
P4001849, NT2RP4001896, NT2RP4001927, NT2RP400240 10 
8, NT2RP5003477, 0VARC1000013, OVARC1000437, OVARC 
1000556, 0VARC1000649, 0VARC1000945, OVARC1001200, 

[ 1 0 6 2] 0VARC1002182, PUCE1000977, PLACE10013 
87, PLACE1002493, PLACE1002591, PLACE1003190, PLAC 
E1003353, PLACE1004128, PLACE1004302, PLACE100493 

7, PLACE1005243, PLACE1008000, PLACE1008244, PLACE 
1008650, PLACE1009468, PLACE1009596, PLACE1009708, 

PLACE1009845, PLACE1010926, PLACE1011041, PLACE20 
00164, PLACE2000371, PLACE3000145, PLACE3000350, T 
HYR01000072, THYR01000748, THYR01001120, Y79AA1000 20 
328, Y79AA1002431 

[1063] m^mm>;<?m^M£fotc? 

liaT<03 0 9?n-y-e*ot, 
HEHBA1000158, BEMBA1 000201, HEHBA1 000216, HEMBA100 
0555, HEHBA1000561, HEMBA1000851, HEHBA1001077, HE 
HBA1001137, HEHBA1001405, HEMBA1001510, HEMBA10016 
35, HEHBA1001804, HEMBA1001809, HEHBA1001819, HEMB 
A1001847, HEMBA1001869, HEMBA1002035, HEHBA100209 

2, HEMBA1002177, HEMBA1002770, HEMBA1002935, HEMBA 
1003408, HEMBA1003545, HEHBA1003568, HEHBA1003662, 30 

HEHBA1003684, HEMBA1003760, BEMBA1 003953, HEHBA10 
04097, HEMBA1004321, HEMBA1004353, HEHBA1004389, H 
EMBA1004479, HEHBA1004758, HEMBA1004973, HEMBA 1005 
219.HEMBA1005359, HEHBA1005513, HEHBA1005528, HEMB 
A1005548, HEMBA1005558, HEMBA1005931 , HEMBA100615 

8, HEMBA1006248, HEMBA1006278, HEMBA1006283, HEMBA 
1006347, HEMBA1006359, HEMBA1006559, HEHBA1 006941, 

HEMBB1000789, HEMBB10010U, HEMBB1001314, HEMBB10 
01482, HEMBB1001673, HEMBB1001749, HEMBB1001839, H 
EMBB1001908, HEHBB1002134, HEMBB1002217, HEMBB1002 40 
342, HEMBB1002607, MAMMA1000183, MAMMA1000388, MAM 
MA1001105, MAMMA1001222, MAMMA1001260, MAMMA100162 
7, MAMMA1001633, MAMMA1001743, MAMMA1001820, MAMMA 
1001837, MAMMA1002617, MAMMA1 002650, MAMHA1002937, 
NT2RM1000055, NT2RM1000086, NT2RM1000746, NT2RM100 
0885, NT2RM1000894, NT2RM1001092, NT2RM2000013, NT 
2RM2000452, NT2RM2000735, NT2RM2000740, NT2RM20010 
35, NT2RM2001105, NT2RM2001575, NT2RM2Q01670, NT2R 
M2001716, NT2RM2001771, NT2RM2002091 , NT2RM400002 
4, NT2RM4000046, NT2RM4000104, NT2RM4000202, NT2RM 50 
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4000531, NT2RM4000595, NT2RM4000733, NT2RM4000734, 

[ 1 0 6 4] NT2RM4000741, NT2RM4000751, NT2RH40009 
96, NT2RM4001092, NT2RM4001140, NT2RM4001200, NT2R 
M4001483, NT2RM4001592, NT2RM4001783, NT2RM400182 
3, NT2RM4001828, NT2RM4001858, NT2RM4001979, NT2RM 
4002066, NT2RP1000086, NT2RP1000111, NT2RP1000574, 

NT2RP1000902, NT2RP1001013, NT2RP2000008, NT2RP20 
00126, NT2RP2000297, NT2RP2000420, NT2RP2001174, N 
T2RP2001233, NT2RP2001756, NT2RP2001869, NT2RP2002 
046, NT2RP2002252, NT2RP2002270, NT2RP2002464, NT2 
RP2002503, NT2RP2002520, NT2RP2002591 , NT2RP200288 
0, NT2RP2002939,NT2RP2002993, NT2RP2003243, NT2RP2 
003329, NT2RP2003347, NT2RP2003480, NT2RP2003522, 
NT2RP2003564, NT2RP2003714, NT2RP2004013, NT2RP200 
4066, NT2RP2004187, NT2RP2004920, NT2RP2004961, NT 
2RP2005003, NT2RP2005139, NT2RP2005325, NT2RP20054 
96, NT2RP2005701, NT2RP2005722, NT2RP2005776, NT2R 
P2005942, NT2RP2006238, NT2RP2006436, NT2RP300005 
0, NT2RP3000320, NT2RP3000512, NT2RP3000527, NT2RP 
3000590, NT2RP3000603, NT2RP3000605, NT2RP3000632, 

NT2RP3001057, NT2RP3001107, NT2RP3001111, NT2RP30 
01120, NT2RP3001150,NT2RP3001268, NT2RP3001338, NT 
2RP3001398, NT2RP3001527, NT2RP3001688, NT2RP30018 
55, NT2RP3002165, NT2RP3002399, NT2RP3002876, NT2R 
P3003133, NT2RP3003193, NT2RP3003251, NT2RP300331 
3, NT2RP3003327. NT2RP3003555, NT2RP3004016, NT2RP 
3004125, NT2RP3004242, NT2RP3004428, NT2RP3004498, 

NT2RP3004566, NT2RP3004617, NT2RP4000210, NT2RP40 
00398, NT2RP4000455, NT2RP4000648. NT2RP4000837, N 
T2RP4000865, 

[ 1 0 6 5] NT2RP4000997, NT2RP4001029, NT2RP40010 
80, NT2RP4001213, NT2RP4001433, NT2RP4001529, NT2R 
P4001551, NT2RP4001568, NT2RP4001638, NT2RP400175 
3, NT2RP4001760, NT2RP4001790, NT2RP4001838, NT2RP 
4001938, NT2RP4002078, NT2RP4002081, NT2RP5003461, 

0VARC1000151, 0VARC1000241, 0VARC1000479, 0VARC10 
01271, 0VARC1001417, 0VARC1001436, PLACE1000133, P 
LACE1000583, PLACE1000706, PLACE1000786, PLACE1000 
979, PUCE1001118. PLACE1001238, PLACE1001294, PLA 
CE1001304, PLACE1001383, PLACE1001602, PLACE100163 
2, PLACE1002171, PLACE1002438, PLACE1002450, PLACE1 
002532, PIACE1002775, PIACE1002834, PLACE1003302. 
PIACE1003605, PLACE1003738, PLACE1003885, PLACE100 
4471, PLACE1005584, PLACE1005803, PLACE1005966, PL 
ACE1006167, PLACE1006318, PLACE1006438, PLACE10064 
82, PUCE1007239, PLACE1007346, PIACE1007488, PUC 
E1007547, PIACE1007598, PLACE1007955. PIACE100813 
2, PLACE1008201, PLACE1009099, PLACE1009246, PLACE 
1009308, PLACE1009398, PLACE1009798, PUCE1010134, 

PLACE1010702, PLACE1010771, PLACE1010870, PLACE10 
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11160, PLACE1011433,PLACE1011576, PLACE3000009, PL 
ACE3000169, PLACE3000254, PLACE4000128, PLACE40001 
56, PLACE4000192, PLACE4000211, PLACE4000261, PLAC 
E4000450, PLACE4000489, THYRO 1000085, THYR0100012 
1, THYR01000242, THYR01000488, THYR01000501, THYRO 
1000569, THYR01001100, THYR01001189, TBYR01001809, 
Y79AA1000013, Y79AA1000033, Y79AA1000037, Y79AA10 
00342, Y79AA1000627, Y79AA1000705, Y79AA1001299, Y 
79AA1001312,Y79AA1001391, Y79AA1001533, Y79AA10016 
13, Y79AA1001866, Y79AA1002103, Y79AA1002229, Y79A 10 
A1002433, Y79AA1002472, Y79AA1002482, 

[1066] mmm#>'<?mzftmi$titc? 

mXY<DZ 9 2^n->t'ifeof: 0 
HEMBA 1000020, HEMBA 100021 6, HEHBA1000304, HEHBA100 
0561, HEMBA1000569, HEMBA1 000910, HEHBA1001043, HE 
MBA1001059, HEHBA1001071. HEMBA1001088, HEHBA10015 
69, HEHBA1001661, HEHBA1001672, HEHBA1001819, HEHB 
A1001921, HEHBA1002267, HEHBA1002419, HEHBA100246 
9, HEMBA1Q02547, HEHBA1002555, HEHBA1002810, HEMBA 
1002939, HEMBA1002997, HEHBA1003148, HEMBA1003369, 20 

HEMBA1003417, HEMBA1003418, HEMBA1003433, HEMBA10 
03538, HEHBA1003555, HEHBA1003568, HEHBA1003569. H 
EHBA1003581, HEHBA1004168. HEHBA1004202, HEMBA 1004 
248.HEMBA1004275, HEMBA1004321, HEMBA1004353, HEMB 
A1004356, HEHBA1004479, HEMBA1004509, HEHBA100466 
9, HEMBA1005009, HEMBA1005338, HEMBA1005367, HEMBA 
1005423, HEMBA1005528, HEMBA1 005581, HEMBA1005621, 

HEMBA1005699, HEMBA1006507, HEMBA1006650, HEMBA10 
06652, HEMBA1006737, HEMBA1006807, HEMBA1006877, H 
EMBA1007121, HEMBA1007243, HEMBB1000119, HEMBB1000 30 
693, HEMBB1000927, HEMBB1000985, HEMBB1001068, HEM 
BB1001282, HEMBB1001339, HEMBB1001482, HEMBB100156 

4, HEMBB1001802, HEMBB1001905, HEMBB1001908, HEMBB 
1002217, HEMBB1002477, MAMMA1000388, MAMMA1000731, 
MAMMA1001305, HAMMA1001633, MAMMA1001868, MAMMA100 
2170, MAMMA1002198, MAMMA1002268, MAMMA1002485, MA 
MMA1002530, MAMMA1002858, MAMMA1002869, MAMMA10028 
81, MAMMA1003047, MAMMA1003146, HAMMA1003166, NT2R 
M1000001, NT2RM1000153, NT2RM1000252, NT2RM100055 

5, NT2RM1000770, NT2RH1000826, NT2RM1000850, NT2RM 40 
1001003, NT2RM1001092, NT2RM1001102, NT2RM2000191, 

[ 1 0 6 7] NT2RM2000363, NT2RM2000594, NT2RM20006 
24, NT2RM2000714, NT2RM2000821, NT2RM2001035, NT2R 
M2001575, NT2RM2001652, NT2RM2001664, NT2RM200166 
8, NT2RM2001698, NT2RM2001803, NT2RM2001839, NT2RM 
4000155, NT2RM4000471, NT2RM4000486, NT2RM4000657, 

NT2RH4000751, NT2RM4000996, NT2RM4001629, NT2RH40 
01810, NT2RM4001819, NT2RM4001865, NT2RM4001876, N 
T2RM4001940, NT2RM4002066, NT2RM4002093, NT2RM4002 
146, NT2RM4002161, NT2RM4002323, NT2RM4002558, NT2 50 
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RM4002571, NT2RP1000086, NT2RP1000574, NT2RP100073 

8, NT2RP1000825,NT2RP1000833, NT2RP1000959, NT2RP1 
000966, NT2RP1001013, NT2RP1001185, NT2RP1001482, 
NT2RP1001665, NT2RP2000070, NT2RP2000147, NT2RP200 
0224, NT2RP2000248, NT2RP2000297, NT2RP2000310, NT 
2RP2000414, NT2RP2000420, NT2RP2000523, NT2RP20008 

09, NT2RP2000812, NT2RP2001233, NT2RP2001327, NT2R 
P2001378, NT2RP2001394, NT2RP2001397, NT2RP200146 
0, NT2RP2001520, NT2RP2001536, NT2RP2001876, NT2RP 
2001898, NT2RP2002025, NT2RP2002058, NT2RP2002124, 

NT2RP2002325, NT2RP2002503, NT2RP2002959, NT2RP20 
03000, NT2RP2003157.NT2RP2003164, NT2RP2003228, NT 
2RP2003295, NT2RP2003517, NT2RP2003564, NT2RP20036 
04, NT2RP2003714, NT2RP2003737, NT2RP2003952, NT2R 
P2004013, NT2RP2004170, NT2RP2004587, NT2RP200473 
2, NT2RP2004933, NT2RP2005003, NT2RP2005144, NT2RP 
2005239, NT2RP2005276, NT2RP2005288, NT2RP2005315, 

NT2RP2005325, NT2RP2005336, NT2RP2005358, NT2RP20 
05407, NT2RP2005436, NT2RP2005476, NT2RP2005525, N 
T2RP2005694, 

[ 1 0 6 8] NT2RP2005719, NT2RP2006043, NT2RP20060 
71, NT2RP2006219, NT2RP2006312, NT2RP2006456, NT2R 
P3000050. NT2RP3000068, NT2RP3000085, NT2RP300029 
9, NT2RP3000403, NT2RP3000596, NT2RP3000739, NT2RP 
3000753, NT2RP3000875, NT2RP3001057, NT2RP3001081, 

NT2RP3001216, NT2RP3001307, NT2RP3001338, NT2RP30 
01427, NT2RP3001428, NT2RP3001679, NT2RP3001723, N 
T2RP3001855, NT2RP3001898, NT2RP3001969, NT2RP3002 
056, NT2RP3002062, NT2RP3002151, NT2RP3002351, NT2 
RP3002399, NT2RP3002953, NT2RP3002988, NT2RP300307 
8, NT2RP3003251, NT2RP3003282, NT2RP3003313, NT2RP3 
003327, NT2RP3003409, NT2RP3003672, NT2RP3003831 , 
NT2RP3004016, NT2RP3004078, NT2RP3004209, NT2RP300 
4258, NT2RP3004490, NT2RP3004534, NT2RP3004569, NT 
2RP3004572, NT2RP4000109, NT2RP4000367, NT2RP40003 
76, NT2RP4000449, NT2RP4000855, NT2RP4000879, NT2R 
P4000925, NT2RP4001086, NT2RP4001126, NT2RP400115 
0, NT2RP4001213, NT2RP4001276, NT2RP4001407. NT2RP 
4001433, NT2RP4001483, NT2RP4001575, NT2RP4001760, 

NT2RP4001861, NT2RP4002078, NT2RP4002791, 0VARC10 
00014, 0VARC1000139, 0VARC1000520, 0VARC1000722, OV 
ARC1000771, 0VARC1000834, OVARC1001051, 0VARC10011 
13, 0VARC1001244, 0VARC1001372, 0VARC1001417, OVAR 
C1001496, 0VARC1001506, 0VARC1001577, 0VARC100172 
6, 0VARC1001766, 0VARC1001809, 0VARC1002165, PLACE 
1000133, PLACE1000383, PUCE1000420, PLACE1000583, 

PIACE1000588, PLACE1001171, PUCE1001387, PLACE10 
01602, PLACE1002046, PLACE1002140, PLACE1002437, P 
LACE1002474, 

[ 1 0 6 9] PUCE1002685, PLACE1002782, PLACE10028 
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34, PLACE1002908, PLACE1003045, PLACE1003302, PLAC 
E1003353, PLACE1003366, PLACE1003493, PLACE100366 
9, PLACE1003704, PLACE1003903, PLACE1003968, PLACE 
1004183, PLACE1004197, PLACE1004277, PUCE1004316, 

PLACE1004358, PLACE1004471, PLACE1004506, PLACE10 
04510, PLACE1004674, PLACE1004777, PLACE1004814, P 
LACE1005494, PLACE1006040, PLACE1006170, PLACE1006 
438, PLACE1006615, PLACE1007140, PLACE1007239, PLA 
CE1007257, PLACE1007511, PLACE1007598, PLACE100817 
7, PLACE1008356,PLACE1008402, PLACE1008696, PLACE1 10 
009027, PLACE1009113, PLACE1009158, PLACE1009444, 
PLACE1009524, PLACE1010529, PLACE1010870, PUCE101 
0896, PLACE1011635, PLACE1011858, PLACE1011922, PL 
ACE2000015, PLACE2000072, PLACE2000216, PLACE20003 
99, PLACE2000438, PLACE2000458, PLACE3000242, PLAC 
E4000009, PLACE4000014, PLACE4000156, PLACE400036 
9, SKNMC1000046, SKNMC1000050, THYR01000034, THYRO 
1000327, THYR01000343, TBYR01000358, THYR01000501, 

THYR01000662, I1YR01000684, THYR01000748, THYR010 
00934, THYR01001120, THYR01001189, THYR01001204, TH 20 
YR01001458, THYR01001617, THYR01001671, Y79AA10003 
46, Y79AA1000469, Y79AA1000560, Y79AA1000734, Y79A 
A1000782, Y79AA1001391, Y79AA1001548, Y79AA100159 
4, Y79AA1001711, Y79AA1001874, Y79AA1002204, Y79AA 
1002210, Y79AA1002258, Y79AA1002472, Y79AA1002482, 

[ 1 0 7 0] ZiDihs Swlss-Prott y Yt~9, 
GenBank, Uni Genet y bT-9fi\ t b<DM& z f-k&& 
£>T— *^<— *T*fc ^Online Mendelian Inheritance i 
nMan (OMIM) [dgfti* tlX^tttz^ ?y<?KX'h 
ofc^ P-y|i«T^3 8 O ^ D-^tfcofc (*n— 30 
>£<D'&6(D%yxfa\ttt%ikte<otc(miL Number) 0 
HEMBB1000985(147485), HEMBB1001068 (603142) , HEMBB1 
001282(182900), HEMBB 100 1339 (300080), HEHBB1001482 
(603971), HEMBB1001564 (603931), HEMBB1 001 802 (12566 
0), HEMBB1001905 (190370), HEMBB1001908 (601408) , HE 
HBB1002217(603971), HEHBB1 0024 77 (604439), MAMMA100 
0388(604865), MAMMA1000731 (6021 18) , MAMMA 100 1305 (6 
02732), MAMMA1001633(600834), MAMMA 100 1868 (19037 
0), MAMMA1002170(603624), MAMMA1002198 (600538) , MA 
MMA1002268 (603730), MAMMA1 002485 (603665), MAMMA100 40 
2530(603602), MAMMA 1002858 (60 1064), MAMMA1 002869 (6 
02567), MAMMA1002881 (602692), MAMMA1 003047 (60356 
6), MAMMA1003146 (603094), MAMMA1003166 (604061) , NT 
2RM1000001 (601169), NT2RM 1000 153 (6004 17), NT2RM100 
0252(604108), NT2RM1000555 (191510) , NT2RM1 000770 (3 
00061), NT2RM1000826(191510), NT2RM1000850( 18290 
0), NT2RM1001003 (604785), NT2RM1001092 (603971), NT2 
RM1001102(604533), NT2RM2000191 (602973), NT2RM2000 
363(151410), NT2RM2000594 (602900), NT2RM2000624 (60 
1940), NT2RM2000714 (179555), NT2RM2000821 (600959) , 50 
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NT2RM2001035(604913), NT2RM2001575 (109092), NT2RM 
2001652(604141), NT2RM2001664 (603722), NT2RM200166 
8(602952), NT28M2001698 (604327), NT2RM200 1803 (6037 
22), NT2RM2001839(603420), NT2RM4000 155 (187790), N 
T2RM4000471 (603485), NT2RM4000486(168730), NT2RM40 
00657(602142), NT2RM4000751 (602277) , NT2RM4000996 
(603971), NT2RM4001629(601114), NT2RM4001810(15576 
0), NT2RM4001819(176873), NT2RM400 1876 (179555), NT 
2RM4001940(603887), NT2RM4002066(300188), NT2RM400 
2093(600693), NT2RM4002146(602603), NT2RH4002161 (2 
54780), NT2RM4002558 (604194), NT2RM4002571 (60227 

4) , NT2RP1000086(602219), NT2RP1000574 (601740) , NT 
2RP1000825 (602732) , NT2RP1000833 (602973) , NT2RP1000 
959(180510), NT2RP1000966(164035), NT2RP1001013(19 
4558), NT2RP1001185(243500), NT2RP1001482 (600586), 

NT2RP1001665 (114180), NT2RP2000070 (600976) , NT2RP 
2000147(603535), NT2RP2000248 (603367), NT2RP200029 
7(602277), NT2RP2000310 (239500), NT2RP2000414(6010 
37), NT2RP2000420(600834), NT2RP2000523(600130), N 
T2RP2000809 (603885), NT2RP2000812 (160777), NT2RP20 
01233(603971), NT2RP2001327(191161), NT2RP2001378 
(158370), NT2RP2001394(300208), NT2RP2001 397 (60275 

5) , NT2RP2001460(190370), NT2RP200 1520 (603667), NT 
2RP2001536(600675), NT2RP2001876 (601833), NT2RP200 
1898(147264), NT2RP2002025(601581), NT2RP2002058(6 
04737), 

[10 7 1] NT2RP2002124 (603486), NT2RP2002325 (603 
866), NT2RP2002503(601781), NT2RP2002959 (602962), 
NT2RP2003000(191161), NT2RP2003157 (601940), NT2RP2 
003164(604746), NT2RP2003228 (602638), NT2RP2003295 
(603494), NT2RP2003517(190040), NT2RP2003564( 10909 

2) , NT2RP2003604 (604785), NT2RP2003714 (603971), NT 
2RP2003737 (602962), NT2RP2003952 (602675), NT2RP200 
4013(602542), NT2RP2004170(300196) , NT2RP2004587(1 
62250), NT2RP2004732 (162250), NT2RP2004933 (60328 
9), NT2RP2005003(109092), NT2RP2005 144 (604730), NT 
2RP2005239(603485). NT2RP2005276 (602371) , NT2RP200 
5288(603524), NT2RP200531 5 (604039), NT2RP2005325(6 
03759). NT2RP2005336 (190370), NT2RP2005358 (60357 

3) , NT2RP2005407(167040), NT2RP2005436 (601940) , NT 
2RP2005476(602680), NT2RP2005525 (602655), NT2RP200 
5719(601178), NT2RP2006043(601940), NT2RP2006071 (6 
04299) , NT2RP2006219(601279) , NT2RP2006312 (6031 1 1) , 

NT2RP2006456(604619), NT2RP3000050 (603971), NT2RP 
3000068(182530), NT2RP3000085 (300032), NT2RP300029 
9(602941), NT2RP3000403 (604981), NT2RP3000596(1903 
70), NT2RP3000739 (125370), NT2RP3000753( 162230), N 
T2RP3001057 (603971), NT2RP3001 08 1(603524), NT2RP30 
01216(603121), NT2RP3001307(180069), NT2RP3001338 
(314998), NT2RP3001428(189940), NT2RP3001 723 (60456 
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9), NT2RP3001855(602100), NT2RP3001 898 (604561), NT 
2RP3001969(190370), NT2RP3002056 (180201), NT2RP300 
2062(603885) , NT2RP3002151 (139259) , NT2RP3002351 (6 
04887), NT2RP3002399 (602638), NT2RP3002953 (60496 

7) , NT2RP3002988(603258), NT2RP3003251 (109092), NT 
2RP3003282 (602378), NT2RP3003313(603810), NT2RP300 
3409(604533), NT2RP3003672(313470), NT2RP3003831 (6 
04051), NT2RP3004016(601742), NT2RP3004078 (14276 
5),NT2RP3004209(125255), NT2RP3004258 (604347), NT2 
RP3004490 (603328), NT2RP3004534 (600586) , NT2RP3004 10 
569(106410), NT2RP3004572(604912), NT2RP4000109(60 
3745), NT2RP4000367 (603722), NT2RP4000376 (603873) , 

NT2RP4000449 (604479), NT2RP4000855 (602675), NT2RP 
4000879(314370), NT2RP4000925 (600245) , NT2RP400108 
6(162230), NT2RP4001 126(190370), NT2RP4001 150(6015 
81), NT2RP4001213(602277), NT2RP4001276 (190370) , N 
T2RP4001407(190370), NT2RP4001 433 (602277), NT2RP40 
01483(203740), NT2RP400 1575 (603443), NT2RP4001760 
(305400), NT2RP4001861 (190370), NT2RP4002078 (60397 
1), NT2RP4002791 (189940), 0VARC100001 4 (603371), OV 20 
ARC1000139(603486), 

[ 1 0 7 2] OVARC1000520(604126), OVARC 1000722 (604 
014), 0VARC1000771 (179509), OVARC1001051 (600051), 
0VARC1001 113(602121), OVARC 100 1244 (60 1540), 0VARC1 
001372(603145), 0VARC1001417(300182), 0VARC1001496 
(602619), 0VARC1001506(601313), OVARC 1001 577 (60326 
9), 0VARC1001726(300103), OVARC 100 1766 (6039 10), OV 
ARC1001809(603730), PLACE10001 33 (602542), PLACE100 
0383(300171), PLACE1000420(600312), PUCE1000583(1 
94558), PLACE1000588(600411), PLACE1001 171 (31040 30 
0), PLACE1001387 (600206), PIACE 1001 602 (6049 13), PL 
ACE1002046Q51625), PLACE1002140(603748), PLACE100 
2437(600046), PLACE 1002474 (602108) , PLACE1002685(6 
04515), PLACE1002782 (602095), PLACE1 002834 (19455 

8) , PLACE1002908(604327), PUCE1 003045 (1739 10), PL 
ACE1003302(194558), PLACE1003353 (604704) , PLACE100 
3366(603681), PLACE1003493 (601456), PLACE1 003669(1 
90370) , PLACE1003704 (601940) , PLACE1003903 (123860) , 

PLACE1003968 (602742), PLACE1004183 (604701), PLACE 
1004197(601610), PLACE1004277 (603493) , PLACE100431 40 
6(604261), PLACE1004358(603272), PLACE1004471 (1945 
58), PLACE1004506(603450), PUCE1004510 (604912) , P 
LACE1004674 (601057), PLACE1004777(1 18423) , PLACE10 
04814(601940), PLACE1005494 (603652), PLACE1006040 
(603061), PLACE1 006 1 70 (60 1 026) , PLACE 1006438 (60083 
4), PIACE1006615(603910), PUCE1 007 140 (190370), PL 
ACE1007239(604784), PLACE1007257 (300108), PLACE100 
7511(148020), PUCE1007598 (602277), PIACE1 008 177(1 
90370), PLACE1008356(604039), PLACE1 008402 (60334 
4), PLACE1008696(602141), PLACE1009027(300121), PL 50 
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ACE1009113(600675), PLACE 10091 58 (604 140), PLACE100 
9444(600286), PLACE1009524 (602488), PLACE1010529(6 
04834), PLACE1010870(603971), PLACE1010896 (16077 
6) . PLACE101 1635 (604058) , PLACE1 01 1858 (603882), PLA 
CE101 1922 (160776), PLACE2000015 (600051), PLACE2000 
072(603430), PLACE20002 16 (182790). PLACE2000399(31 
3470), PLACE2000438 (602273), PLACE2000458 (600976), 
PLACE3000242(300132), PLACE4000009 (160776), PLACE 
4000014(300032), PLACE4000 156 (603971), PLACE400036 
9(603808), SKNMC1000046(603144), SKNMC1000050(1142 
30), THYR01000034 (190370), THYR01 000327 (603243), T 
HYR01000343(125370), THYRO 1000358 (604 188), THYR010 
00501(109092), THYR01000662 (278750), THYR01000684 
(603885), THYR01000748 (300023), THYR01 000934 (17903 

5) , THYR01001120(602582), THYR01001 189 (603971), TH 
YR01001204 (603169), 

[1 0 7 3] THYR01001458(160776), THYR01001617(602 
744), THYR01001671 (603281), Y79AA1000346 (604355), 
Y79AA1000469(602434), Y79AA1000560 (601026) . Y79AA1 
000734(603867), Y79AA1 000782 (6004 17), Y79AA1001391 
(142959), Y79AA1001548 (600286), Y79AA1 00 1594 (60093 

6) , Y79AA100171 1(600063), Y79AA1001874 (600315) , Y7 
9AA1002204 (605033), Y79AA1002210(191161), Y79AA100 
2472(603971) , Y79AA1002482 (603971) , 

[ 1 0 7 4 J • itfflM&f >'<9R<D*t 
mti> tmfeZtltz? tt->\mT(0 4 2 5?n-y-C 
fcofc 0 

HEHBA1000012, HEMBA1000129, HEMBA1000141, HEMBA100 
0150, HEHBA1000542, HEHBA 1000852, HEMBA1001019, HE 
MBA1001257, BEHBA1001526, HEHBA1001620, HEHBA10018 
66, HEHRA1001896, HEMBA1002212, HEHBA1002513, HEHB 
A1002746, HEHBA1002973, HEHBA1003046, HEMBA100313 
6, HEMBA1003179, HEMBA1003250, HEHBA1003291 , HEMBA 
1003408, HEHBA1003538, HEHBA1003679, HEMBA1003680, 

HEHBA1004199, HEHBA1004227, HEHBA1004408, HEHBA10 
04509, HEMBA1004734, HEHBA1004768, HEHBA 1005394, H 
EMBA1005513, HEHBA1005737, HEMBA1005815, HEMBA1006 
031.HEHBA1006272, HEHBA1006278, HEMBA1006291, HEMB 
A1006309, HEHBA1006347, HEMBA1006485, HEMBA100652 
1, HEHBA1006624, HEHBA1006885, HEMBA1006976. HEMBA 
1007121, HEHBA1007224, HEMBA1007243, HEHBA1007300, 

HEHBB1000083, HEMBB1000217. HEHBB1000915, HEHBB10 
00947, HEHBB1001137, HEHBB1001346, HEHBB1001429, H 
EHBB1001443, HEMBB1001915, HEHBB1001950, HEHBB1002 
042, MAMIA1000020, HAHHA1000085, HAHMA1000672, HAM 
MA1000713, MAMMA1000841, MAMMA1000897, MAMMA100100 
8, MAMMA1001038, MAMMA1001059, MAMMA1001476, MAMMA 
1001501, MAMMA1002268, MAMMA1002470, MAMMA1002530, 
MAMMA1002573, MAMMA 1002619, HAMMA1002655, MAMMA100 
2671, MAMMA1003013, HAMMA1003035, NT2RM1000039, NT 
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2RM1000132, NT2RM1000153, NT2RM1000256, NT2RM10002 
80, NT2RM1000377, NT2RM1000553. NT2RM1000648, NT2R 
M1Q00702, NT2RH1000894, NT2RM1001072, NT2RM100111 

5, NT2RM2000013, NT2RM2000092, NT2RM2000322, NT2RM 
2000368, NT2RM2000371, NT2RM2000469, NT2RM2000504, 

[ 1 0 7 5] NT2RM2000577, NT2RM2000594, NT2RM20009 
51, NT2RM2001238, NT2RM2001547, NT2RM2001632, NT2R 
M2001664, NT2RH2001698, NT2RM2001700, NT2RM200173 
0, NT2RH2001782, NT2RM2001803, NT2RM2001886, NT2RM 
2001935, NT2RM2001997, NT2RM2002030, NT2RM2002128, 10 

NT2RM4000024, NT2RM4000155, NT2RM4000344, NT2RH40 
00471, NT2RM4000616, NT2RM4000657, NT2RH4000712, N 
T2RM4000820, NT2RM4001313, NT2RM4001316, NT2RM4001 
444, NT2RM4001592, NT2RM4001758, NT2RM4001819, NT2 
RM4001880, NT2RM4002G62, NT2RM4002063, NT2RM400218 
9. NT2RM4002213,NT2RM4002251, NT2RH4002409, NT2RM4 
002532, NT2RM4002623, NT2RP1000376, NT2RP1000443, 
NT2RP1000522, NT2RP1000834, NT2RP1000947, NT2RP100 
1079, NT2RP1001185, NT2RP1001253, NT2RP1001361, NT 
2RP1001543, NT2RP2000056, NT2RP2000114, NT2RP20001 20 
83, NT2RP2000248. NT2RP2000329, NT2RP2000422, NT2R 
P2000448, NT2RP2000668, NT2RP2000710, NT2RP200081 

6, NT2RP2001070, NT2RP2001392, NT2RP2001601, NT2RP 
2001663, NT2RP2001740, NT2RP2001748, NT2RP2001898, 

NT2RP2002124, NT2RP2002256, NT2RP2002609, NT2RP20 
02618, NT2RP2002959,NT2RP2002993, NT2RP2003230, NT 
2RP2003286, NT2RP2003401, NT2RP2003506, NT2fiP20035 
43, NT2RP2003643, NT2RP2003702, NT2RP2003704, NT2R 
P2003713, NT2RP2003737, NT2RP2003840, NT2RP200391 
2, NT2RP2003952, NT2RP2004098, NT2RP2004239, NT2RP 30 
2004245, NT2RP2004768, NT2RP2004791 , NT2RP2004799, 

NT2RP2004933, NT2RP2005038, NT2RP2005139, NT2RP20 
05162, NT2RP2005204, NT2RP2005239, NT2RP2005276, N 
T2RP2005344, 

[ 1 0 7 6] NT2RP2005360. NT2RP2005457, NT2RP20054 
98, NT2RP2005549, NT2RP2005557, NT2RP2005605, NT2R 
P2005635, NT2RP2005723, NT2RP2005773, NT2RP200577 
5, NT2RP2005776, NT2RP2005784, NT2RP2005835, NT2RP 
2005942, NT2RP2006534, NT2RP2006571, NT2RP2006573, 

NT2RP3000031, NT2RP3000085, NT2RP3000207, NT2RP30 40 
00359, NT2RP3000578, NT2RP3000742, NT2RP3000845, N 
T2RP3000875, NT2RP3000917, NT2RP3001055, NT2RP3001 
221, NT2RP3001495, NT2RP3001898. NT2RP3001938, NT2 
RP3002303, NT2RP3002351, NT2RP3002501 , NT2RP300260 
2, NT2RP3002628,NT2RP3002663, NT2RP3003301, NT2RP3 
003385, NT2RP3003490, NT2RP3003659, NT2RP3003825, 
NT2RP3003831, NT2RP3003846, NT2RP3003914, NT2RP300 
4148, NT2RP3004209, NT2RP3004378, NT2RP3004669, NT 
2RP3004670, NT2RP4000259, NT2RP4000312, NT2RP40003 
67, NT2RP4000417, NT2RP4000457. NT2RP4000657. NT2R 50 
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P4000817, NT2RP4000855, NT2RP4000879, NT2RP400092 
7, NT2RP4000973, NT2RP4000997, NT2RP4001041, NT2RP 
4001079, NT2RP4001095, NT2RP4001143, NT2RP4001219, 
NT2RP4001375, NT2RP4001389, NT2RP4001483, NT2RP40 
01555, NT2RP4001592,NT2RP4001644, NT2RP4001730, NT 
2RP4001946, NT2RP4002408, NT2RP5003500, NT2RP50035 
22, 0VARC1000013, 0YARC1000060, 0VARC1000139, OVAR 
C1000288, 0VARC1000309, 0VARC1000473, 0VARC100055 

6, 0VARC1000682, 0VARC1000722, 0VARC1000751, OVARC 
1000885, 0VARC1000915, 0VARC1001107, 0VARC1001713. 

0VARC1001762, 0VARC1001809, 0VARC10O1942, 0VARC10 
02156, 0VARC1002165, PLACE1000007, PLACE1000142, P 
IACE1000185, 

[ 1 0 7 7] PLACE1000213, PLACE1000383, PLACE10004 
20, PLACE1000547, PLACE1000653, PLACE1000755, PLAC 
E1001054, PLACE1001062, PLACE1001672, PLACE100169 

2, PLACE1001748, PLACE1001781, PLACE1001817, PLACE 
1001869, PLACE1001989, PLACE1002073, PLACE1002598, 

PLACE1002908, PLACE1002991, PLACE1003174, PLACE10 
03176, PLACE1003709, PLACE1003885, PLACE1003888, P 
LACE1003903, PLACE1003915, PLACE1004270, PLACE1004 
428, PUCE1004437, PLACE1004751, PLACE1004804, ?\A 
CE1004918, PLACE1005243, PLACE1005305, PLACE100537 

3, PLACE1005656,PLACE1005763, PLACE1005804, PLACE1 
005953, PLACE1005955, PLACE1006011, PLACE1006469, 
PLACE1006534, PLACE1006626. PLACE1006731, PLACE100 
6819, PLACE1006829, PLACE1006878, PLACE1007226, PL 
ACE1007416, PLACE1007649, PLACE1007706, PLACE10077 
29, PLACE1007954, PLACE1007958, PLACE1008111, PLAC 
E1008275, PLACE1008330, PLACE1008643, PLACE100909 

4, PLACE1009130, PLACE1009444, PLACE1009763, PLACE 
1009861, PLACE1009992, PLACE1009997, PLACE1010096, 

PLACE1010362, PLACE1010481, PUCE1010662, PLACE10 
11046, PLACE1011219,PLACE1011229, PLACE1011332, PL 
ACE1011635, PLACE1011923, PLACE2000021, PLACE20000 
34, PIACE2000398, PLACE2000404, PLACE2000438, PLAC 
E3000009, PLACE3000020, PLACE3000059, PLACE300014 

7, PLACE3000339, PLACE3000350, P1ACE4000063, PLACE 
4000100. PLACE4000401, PUCE4000548, PLACE4000654, 

SKNHC1000050, THYR01000072, THYR01000197, THYR010 
00288, THYR01000605, THYR01000662, THYR01000756, T 
HYR01000852, 

[ 1 0 7 8] THYR01000926, THYR01000934, THYR010009 
51, THYR01000983, THYR01001003, THYR01001287, THYR 
01001374, THYR01001406, THYR01001617, THYR0100167 
1, THYR01001738, Y79AA1000782, Y79AA1001048, Y79AA 
1001233, Y79AA1001394, Y79AA1001493, Y79AA1001548, 

Y79AA1001581, Y79AA1001603, Y79AA1001827, Y79AA10 
02027, Y79AA1002209, Y79AA1002211, Y79AA1002361, Y 
79AA1002416, 
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[ 1 0 7 9] ATP-CTP^^y/^KcO^T^y-(Cl 

HEMBA1000012, HEMBA1000129, HEHBA1000185, HEMBA100 
0491, HEHBA1000531, HEMBA1001019, HEMBA1001174, HE 
MBA1001387, HEMBA1001595, HEMBA1001723, HEMBA10019 
13, HEMBA1002161, HEMBA1002212, HEMBA1002876, HEMB 
A1002997, HEHBA1003250, HEHBA1003291, HEMBA100336 
9, HEMBA1003555, HEMBA1 003560, HEMBA1004131, HEMBA 
1004199, HEHBA1004202, HEHBA1004354, HEMBA1004697, 10 

HEHBA1005047, HEHBA1005595, HEHBA1007018, HEHBA10 
07151, HEHBB1000083, HEHBB1000226, HEMBB1 000264, H 
EHBB1000632, HEHBB1000725, HEMBB1001294, HEHBB1002 
193.HAMMA1000085, MAMHA1000612, MAMMA 1000731, MAMM 
A1000738, HAMMA1001038, MAMMA1001735, HAHMA100176 
8, MAMMA1003127, NT2RH1000187, NT2RH1000388, NT2RM 
1000702, NT2RH1000772, NT2RM1000924, NT2RM2000469, 

NT2RM2000577, NT2RM2000740, NT2RM200U00, NT2RM20 
01201, NT2RM2001345, NT2RM2001823, NT2RM2002128, N 
T2RM4000155, NT2RM4000191, NT2RM4000356, NT2RM4000 20 
496, NT2RM4000611, NT2RM4000733, NT2RM4000820, NT2 
RM4001084, NT2RM4001178, NT2RM4001344, NT2RM400144 
4, NT2RM4001592, NT2RM4001714, NT2RM4001758, NT2RM 
4001880, NT2RM4002062, NT2RM4002174, NT2RM4002205, 
NT2RM4002527, NT2RM4002594, NT2RM4002623, NT2RP100 
0470, NT2RP1000478, NT2RP1000915, NT2RP1000958, NT 
2RP1001080, NT2RP1001410, NT2RP1001569, NT2RP20001 
26, NT2RP2000258, NT2RP2000329, NT2RP200Q660, NT2R 
P2000668, NT2RP2000710, NT2RP2000812, NT2RP200088 
0, NT2RP2001245, NT2RP2001392, NT2RP2002606, NT2RP 30 
2003277, NT2RP2003912, NT2RP2004538, NT2RP2004568, 

[1 0 8 0] NT2RP2004689, NT2RP2004768, NT2RP20047 
91 , NT2RP2004920, NT2RP2005344, NT2RP2005393, NT2R 
P2005763, NT2RP2006534, NT2RP3000046, NT2RP300025 
2, NT2RP3000350, NT2RP3000359, NT2RP3000366, NT2RP 
3000397, NT2RP3000759, NT2RP3000845, NT2RP3000875, 

NT2RP3001150, NT2RP3001427, NT2RP3001453, NT2RP30 
01529, NT2RP3001730, NT2RP3001799, NT2RP3001857, N 
T2RP3001938, NT2RP3002007, NT2RP3002151, NT2RP3002 
330, NT2RP3002399, NT2RP3002671, NT2RP3003301, NT2 40 
RP3003353, NT2RP3003589, NT2RP3003809, NT2RP300387 
6, NT2RP3004189,NT2RP3004428, NT2RP3004578, NT2RP4 
000290, NT2RP4000481, NT2RP4000518, NT2RP4000781, 
NT2RP4000839, NT2RP4000929, NT2RP4001041, NT2RP400 
1079, NT2RP4001375, NT2RP4001414, NT2RP4001592, NT 
2RP4001634, NT2RP4001644, NT2RP4001656, NT2RP40018 
96, NT2RP4002047, NT2RP4002058, NT2RP4002408, NT2R 
P5003477, OVARC1000013, 0VARC1000304, 0VARC100055 
6, 0VARC1000771, 0VARC1000800, 0VARC1001068, OVARC 
1002138. PLACE1000040, PUCE1000588, PLACE1001104, 50 
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PLACE1001739, PLACE1002433, PUCE1002437, PLACE10 
02714, PLACE1003394, PLACE1003521 , PLACE1003915, PL 
ACE1004902, PLACE1005243, PLACE1005305, PLACE10055 
49, PLACE1005739, PLACE1005921, PLACE1006119, PLAC 
E1006196, PLACE1006552, PLACE1006956, PLACE100740 
9, PLACE1007697, PLACE1007946, PLACE1008244, PLACE 
1009404, PLACE1009476, PLACE1009596, PLACE1009908, 

PLACE1010134, PLACE1010720, PIACE1010896, PLACE10 
11109, PLACE1011114, PLACE1011310, PLACE1011922, P 
LACE2000014,P1ACE2000039, PLACE2000274, PLACE20004 

04, PLACE2O00427, PLACE3000350, PLACE4000009, PLAC 
E4000014, PLACE4000326, SKNMC1000013, THYR0100007 
2, THYR01001458, Y79AA1000833, Y79AA1000962, Y79AA 
1001394, Y79AA1001875, Y79AA1001963, Y79AA1002209, 

[1081] tt?w^K©*x^y-t«-rst«s 

HEMBA1000005, HEMBA1000158, HEHBA1000216, HEMBA100 
0561, HEMBA1000591, HEMBA1001088, HEHBA1001137, HE 
MBA1001405, HEHBA1001510, HEHBA1001579, HEHBA10018 
09, HEMBA1001819, HEHBA1001824, HEHBA1001847, HEMB 
A1001869, HEHBA1002177, HEHBA1002241, HEHBA100249 

5, HEMBA1002569, HEHBA1002935. HEMBA1002951, HEMBA 
1002999, HEHBA1003408, HEHBA1003545, HEMBA1003662, 

HEHBA1003684, HEHBA1003690, HEMBA1003760, HEMBA 10 
04203, HEMBA1004321, HEMBA1004353, HEMBA1004479, H 
EMBA1004973, HEMBA1005219, HEMBA1005359, HEMBA 1005 
558.HEMBA1005931, HEHBA1006278, HEMBA1006283, HEMB 
A1006359, HEMBA1006485, HEMBA1007087, HEMBB100022 

6, HEMBB1000789, HEHBB10010U, HEMBB1001056, HEMBB 
1001242, HEHBB1001482, HEMBB1001915, HEMBB1002134, 

HEHBB1002217, MAMMA 1000 183, MAMMA1000731, MAMMA10 
01105, MAMMA1001222, MAMMA1001260, MAHHA1001633, M 
AMMA1001743, MAMMA1001837, MAMMA1002617, MAMMA1002 
869, MAMMA1002937, MAMMA1003011, NT2RM1000086, NT2 
RM1000187, NT2RM1000666, NT2RM1000885. NT2RM100089 
4, NT2RM1001059, NT2RM1001092, NT2RM2000013, NT2RM 
2000588, NT2RM2000624, NT2RM2000735, NT2RM2000740, 
NT2RM2001105, NT2RM2001635, NT2RM2001670, NT2RM200 
1771, NT2RM2001823, NT2RM2001936, NT2RM2001989, NT 
2RM2002004, NT2RM2002088. NT2RM2002091, NT2RM40000 
24, NT2RM4000046, NT2RM4000104, NT2RM4000202, NT2R 
M4000215, NT2RM4000290, NT2RM4000531, NT2RM400075 
l t NT2RM4000996, NT2RM4001092, NT2RM4001140. NT2RM 
4001200, NT2RM4001483, NT2RM4001566, NT2RM4001592, 

[ 1 0 8 2] NT2RM4001597, NT2RM4001783, NT2RM40018 
23, NT2RM4001828, NT2RM4001858, NT2RM4001979, NT2R 
P1000035, NT2RP1000111, NT2RP1000493, NT2RP100057 
4, NT2RP1000630, NT2RP1000902, NT2RP1000915. NT2RP 
1000958, NT2RP1000966, NT2RP1001013, NT2RP1001177, 

NT2RP2000008, NT2RP2000076, NT2RP2000126, NT2RP20 
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00153, NT2RP2000161, NT2RP2000248, NT2RP2000258, N 
T2RP2000297, NT2RP2000420, NT2RP2000931, NT2RP2001 
233, NT2RP2001420, NT2RP2001756, NT2RP2001869, NT2 
RP2002079, NT2RP2002270, NT2RP2002503, NT2RP200259 
1, NT2RP2002880,NT2RP2002939, NT2RP2002993, NT2RP2 
003137, NT2RP2003157, NT2RP2003277, NT2RP2003286, 
NT2RP2003308, NT2RP2003347, NT2RP2003714, NT2RP200 
3912, NT2RP2004013, NT2RP2004187, NT2RP2004689, NT 
2RP2004920, NT2RP2005393, NT2RP2005436, NT2RP20054 
96, NT2RP2005539, NT2RP2005701, NT2RP2005767, NT2R 10 
P2005776, NT2RP2005933, NT2RP2005942, NT2RP200604 
3, NT2RP2006436, NT2RP3000031 , NT2RP3000050, NT2RP 
3000397, NT2RP3000512, NT2RP3000527, NT2RP3000590, 

NT2RP3000603, NT2RP3000632, NT2RP3000917, NT2RP30 
01057, NT2RP3001 107, NT2RP3001 120, NT2RP3001253, NT 
2RP3001338, NT2RP3001384, NT2RP3001398, NT2RP30014 
27, NT2RP3001428, NT2RP3001472, NT2RP3001646, NT2R 
P3001671, NT2RP3001792, NT2RP3001855, NT2RP300205 
6, NT2RP3002165, NT2RP3002399, NT2RP3002876, NT2RP 
3003193, NT2RP3003212, NT2RP3003555, NT2RP3004016, 20 

NT2RP3004206, NT2RP3004424, NT2RP3004428, NT2RP30 
04566, NT2RP3004617, NT2RP4000078, NT2RP4000111, N 
T2RP4000210, 

[ 1 0 8 3] NT2RP4000398, NT2RP4000481, NT2RP40005 
18, NT2RP4000997, NT2RP4001148, NT2RP4001206, NT2R 
P4001213, NT2RP4001433, NT2RP4001568, NT2RP400163 
8, NT2RP4001696, NT2RP4001753, NT2RP4001938, NT2RP 
4002058, NT2RP4002078, NT2RP4002081, NT2RP4002791 , 

0VARC1000006, OVARC1000087, 0VARC1000091, 0VARC10 
00241, 0VARC1000326, 0VARC1000556, 0VARC1000846, 0 30 
VARC1001038, OVARC1001180, 0VARC1001232, 0VARC1001 
271, 0VARC1001306, 0VARC1001436, 0VARC1002112, PLA 
CE1000133, PLACE1000184, PLACE1000406, PLACE100058 

3, PLACE1000596,PLACE1000979, PLACE1001118, PLACE1 
001383, PLACE1001632, PLACE1002171, PLACE1002433, 
PLACE1002438, PLACE1002532, PLACE1002775, PLACE100 
2816, PLACE1002834, PLACE1003100, PLACE1003190, PL 
ACE1003302, PLACE1Q03519, PLACE1003521, PLACE10036 
05, PLACE1003704, PLACE1003738, PLACE1003885, PLAC 
E1003923, PUCE1004302, PLACE1004471, PLACE100456 40 

4, PLACE1004814, PLACE1004902, PLACE1005287, PLACE 
1005876, PLACE1005966, PLACE1006167, PUCE1006438, 

PLACE1006482, PLACE1006829, PUCE1006878, PLACE10 
06917, PIACE1007014,PLACE1007547, PIACE1007598, PL 
ACE1007688, PLACE1007969, PUCE1008044, PLACE10081 
32, PLACE1008603, PLACE1009099, PLACE1009130, PLAC 
E1009308, PLACE1009398, PLACE1010134, PIACE101019 
4, PLACE1010702, PLACE1010720, PLACE1010870, PLACE 
1011056, PLACE1011433, PLACE1011664, PLACE2000014, 

PLACE2000427, PLACE3000009, PLACE3000169, PLACE40 50 
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00014, PLACE4000156, PLACE4000192, PLACE4000261, P 
LACE4000326, 

[ 1 0 8 4] PLACE4000489, SKNHC1000011, THYR010000 
85, THYR01000242, THYR01000585, THYR01001100, THYR 
01001189, THYR01001809, Y79AA1000037, Y79AA100021 

4, Y79AA1000231, Y79AA1000589, Y79AA1000752, Y79AA 
1001391, Y79AA1001613, Y79AA1001705, Y79AA1001963, 
Y79AA1002431, Y79AA1002472, Y79AA1002482 

[ 1 0 8 5] DNA-RHA*S^^>/^«co^x^y-{CJS 

HEMBA1000158, HEHBA1000216, HEMBA1000561, HEMBA100 
0591, HEHBA1000851, HEMBA1001088, HEHBA1001137, HE 
MBA1001405, HEMBA1001510, HEHBA1001804, HEMBA10018 
09, HEHBA1001819, HEMBA1001847, HEMBA1001869, HEMB 
A1002177, HEHBA1002935, HEHBA1003408, HEHBA100354 

5, HEMBA1003568, HEMBA1003591, HEMBA 1003662, HEHBA 
1003684, HEHBA1003760, HEMBA1003783, HEHBA1003805, 

HEHBA1003953, HEHBA1004321, HEMBA1004354, HEHBA10 
04389, HEMBA1004479, HEMBA1004669, HEMBA1004847, H 
EMBA1004973, HEHBA1005202, HEMBA1005359, HEMBA1005 
931,HEHBA1006248, HEHRA1006278, HEHBA1006283, HEMB 
A1006359, HEHBA1006652, HE1BA1007087, HEHBA100719 
4, HEMBB1000264, HEMB81000789, HEMBB100101 1 , HEHBB 
1001482, HEHBB1001736, HEHBB1001749, EEHBB1001839, 

HEHBB1002217, MAMKA 1000 183, HAHMA1000284, MAMMA 10 
00731, MAMMA1001105, MAMMA1001222, HAMHA1001260, M 
AMMA1001743, MAMMA1001837, MAMMA1002385, MAMMA1002 
617, HAMMA1002869, MAMMA1002937, MAMHA10030U, NT2 
RM1000086, NT2RM1000539, NT2RM1000555, NT2RM100066 

6, NT2R11000691, NT2RM1000826, NT2RM1000885, NT2RM 
1001059, NT2RM1001092, NT2RM2000371, NT2RM2000624, 
NT2RM2000735, NT2RM2001105, NT2RM2001424, NT2RM200 
1575, NT2RM2001605, NT2RM2001670, NT2RM2001771, NT 
2RM2001823, NT2RM2001989, NT2RM2002004, NT2RM20020 
14, NT2RM2002088, NT2RM2002091 , NT2RM4000046, NT2R 
M4000104, NT2RM4000167, NT2RM4000191, NT2RI400020 
2, NT2RM4000531, NT2RM4000595, NT2RM4000733, NT2RM 
4000751, NT2RM4000996, NT2RM4001092, NT2RM4001140, 

[ 1 0 8 6] NT2RM4001178, NT2RM4001200, NT2RM40014 
83, NT2RH4001592, NT2RM4001783, NT2RM4001823, NT2R 
H4001828, NT2RM4001858, NT2RM4001880, NT2RM400197 
9, NT2RM4002093, NT2RM4002109, NT2RP1000470, NT2RP 
1000493, NT2RP1000574, NT2RP1000902, NT2RP1000966, 

NT2RP1001013, NT2RP1001073, NT2RP1001080, NT2RP20 

00008, NT2RP2000153, NT2RP2000258, NT2RP2000297, N 
T2RP2001127, NT2RP2001174, NT2RP2001233, NT2RP2001 
511, NT2RP2001756, NT2RP2001869, NT2RP2002079, NT2 
RP2002099, NT2RP2002503, NT2RP2002591, NT2RP200293 

9, NT2RP2003157, NT2RP2003329, NT2RP2003347. NT2RP2 
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003480, NT2RP2003522, NT2RP2003564, NT2RP2003714, 
NT2RP2004187, NT2RP2004568, NT2RP2004920, NT2RP200 
5003, NT2RP2005139, NT2RP2005168, NT2RP2005436, NT 
2RP2005496, NT2RP2005701 , NT2RP2005763, NT2RP20057 
76, NT2RP2005942, NT2RP2006043, NT2RP2006436, NT2R 
P2006464, NT2RP3000050, NT2RP3000512, NT2RP300052 

7, NT2RP3000562, NT2RP3000590. NT2RP3000603, NT2RP 
3000624, NT2RP3000632, NT2RP3000994, NT2RP3001057, 

NT2RP3001107, NT2RP3001120, NT2RP3001150, NT2RP30 
01155, NT2RP3001338,NT2RP3001398, NT2RP3001472, NT 10 
2RP3001672, NT2RP3001688, NT2RP3001724, NT2RP30017 
92, NT2RP3001855, NT2RP3002165, NT2RP3002399, NT2R 
P3002876, NT2RP3003138, NT2RP3003193, NT2RP300325 

1, NT2RP3003327, NT2RP3003555, NT2RP3004013, NT2RP 
3004078, NT2RP3004428, NT2RP3004490, NT2RP3004566, 

NT2RP3004594, NT2RP3004617, NT2RP3004618, NT2RP40 
00111, NT2RP4000398, NT2RP4000455, NT2RP4000518, N 
T2RP4000648, 

[ 1 0 8 7] NT2RP4000865, NT2RP4000929, NT2RP40010 
80, NT2RP4001095, NT2RP4001213, NT2RP4001433, NT2R 20 
P4001568, NT2RP4001696, NT2RP4001753, NT2RP400183 

8, NT2RP4001938, NT2RP4002078, OVARC1000006, OVARC 
1000087, 0VARC1000241, OVARC1000746, 0VARC1000846, 

0VARC1001232, 0VARC1001271, 0VARC1001306, 0VARC10 
01987, 0VARC1002112, PLACE1000406, PLACE1000583, P 
LACE1000979. PLACE1001118, PLACE1001632, PLACE1001 
739, PLACE1002438, PLACE1002532, PLACE1002775, P1A 
CE1002834, PLACE1003302, PLACE1003519, PLACE100360 
5, PLACE1003704,PLACE1003738, PLACE1003885, PLACE1 
004471, PLACE1004564, PLACE1004814, PLACE1005584, 30 
PLACE1005876, PLACE1005951, PLACE1006196, PLACE100 
6482, PLACE1006488, PLACE1006531, PLACE1006917, PL 
ACE1007346, PLACE1007547, PLACE1007598, PLACE10076 
88, PLACE1007969, PLACE1008132, PLACE1009099, PLAC 
E1009246, PLACE1009398, PLACE1009476, PLACE100962 

2, PLACE1010053, PLACE1010194, PLACE1010702, PLACE 
1010870, PLACE1011056, PLACE1011114, PIACE1011433, 

PLACE2000427, PLACE3000009, PLACE3000169, PLACE40 
00014, PUCE4000156.PLACE4000192, PLACE4000261, PL 
ACE4000489, SKNMC1000091, THYR01000085, THYR010002 40 
42, THYR01000501, THYR01001100, THYR01001189, THYR 
01001809, Y79AA1000037, Y79AA1000349, Y79AA100075 
2, Y79AA1001211, Y79AA1001312, Y79AA1001391, Y79AA 
1001613, Y79AA1002103, Y79AA1002472, Y79AA1002482, 
RNA^Mil 9 >'<9 K<D$ t dt \) -KJR-f 5 t £ 

HEMBA1000591, HEMBA1001579, HEMBA1003179, HEMBA100 
3591, HEMBA1006278, HEMBB1000226, NT2RM1000187, NT 
2RH1000852, NT2RM2000624, NT2RM2001989, NT2RM20021 
00, NT2RM4000191, NT2RM4001178, NT2RM4002093, NT2R 50 
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P1000035, NT2RP1000272, NT2RP1000470, NT2RP100108 
0, NT2RP2000153, NT2RP2002928, NT2RP2003157, NT2RP 
2004568, NT2RP2005126, NT2RP2005436, NT2RP2005539, 

NT2RP2005605, NT2RP2005776, NT2RP2005942, NT2RP20 
06043, NT2RP2006238, NT2RP3000361 , NT2RP3000397, N 
T2RP3001671, NT2RP3004504, NT2RP4000078, NT2RP4000 
111,NT2RP4000481, NT2RP4000518, NT2RP4000614, NT2R 
P4000929, NT2RP4001696, NT2RP4002058, 0VARC100123 
2, 0VARC1001577, PUCE1 000406, PLACE1000596, PLACE 
1000755, PLACE1001739, PLACE1003704, PLACE1003885, 

PLACE1004564, PLACE1004814, PLACE1004902, PLACE10 
05373, PLACE1005646, PLACE1005876, P1ACE1006196, P 
LACE1006626, PLACE1006878, PLACE1006917, PLACE1009 
476, PLACE1009925, PIACE1010194, PLACE1011114, THY 
R01000121, Y79AA1001963, 

[1088] -m%mm* 

HEMBA1000012, HEHBA1000141, HEMBA1000592, HEHBA100 
3617, HEMBA1003773, HEMBA1004202, HEMBA1004276, BE 
MBA1004734, HEMBA1004847, HEHBA1004929, HEMBA10049 
30, HEHBA1005047, HEHBA1005202, HEHBA1006031, HEMB 
A1006272, HEHBA1006474, HEHBA1006652, EEMBA100691 
4, HEMBA1006973, HEHBA1007224, HEHBB1000915, HEMBB 
1001112, HEHBB1001137, HEHBB1001736. HEMBB 100 1831, 
HEHBB1001915, MAMMA1000085, MAMMA 1000734, MAMMA10 
01008, MAMMA1002170, MAMMA1002219, MAMMA1002236, M 
AMMA1002619, NT2RM1000661, NT2RM1000833, NT2RM2000 
092,NT2RM2000504, NT2RM2000577, NT2RM2000821, NT2R 
M2001201, NT2RM2001592, NT2RM2001613, NT2RM200164 

8, NT2RM2001730, NT2RM2001760, NT2RM2002055, NT2RM 
4000155, NT2RM4000169, NT2RM4000344, NT2RM4000356, 

NT2RM4000421, NT2RM4000712, NT2RM4001054, NT2RM40 
01203, NT2RH4001382, NT2RM4001444, NT2RM4002062, N 
T2RM4002205, NT2RM4002623, NT2RP1000326, NT2RP1000 
522, NT2RP1000547, NT2RP1000746, NT2RP1000947, NT2 
RP1001569, NT2RP2000147, NT2RP2000710, NT2RP200088 
0, NT2RP2000943, NT2RP2001290, NT2RP2001392, NT2RP 
2001601, NT2RP2001613, NT2RP2001660, NT2RP2001740, 
NT2RP2002124, NT2RP2002606, NT2RP2002862, NT2RP2O0 
2959, NT2RP2002980, NT2RP2003137, NT2RP2003158, NT 
2RP2003391, NT2RP2003394, NT2RP2003401, NT2RP20034 
33, NT2RP2003704, NT2RP2003713, NT2RP2003737, NT2R 
P2003760, NT2RP2003981, NT2RP2004366, NT2RP200438 

9, NT2RP2004791, NT2RP2005012, NT2RP2005116, NT2RP 
2005360, NT2RP2005763, NT2RP2005784, NT2RP3000366, 

[ 1 0 8 9] NT2RP3000759, NT2RP3000968, NT2RP30011 
13, NT2RP3001690, NT2RP3002045, NT2RP3002151, NT2R 
P3002529, NT2RP3002671, NT2RP3003301 , NT2RP300384 
6, NT2RP3003876, NT2RP3004209, NT2RP4000370. NT2RP 
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4000457, NT2RP4000879, NT2RP4000927, NT2RP4001041, 
NT2RP4001117, NT2RP4001313, NT2RP4001315, NT2RP40 
01574, NT2RP4001592, 0VARC1000013, 0VARC1000071, 0 
VARC1000085, 0VARC1000465, 0VARC1000564, 0VARC1000 
771, OVARC1000862, 0VARC1001171, 0VARC1001180, OVA 
RC1001342, PLACE1000007, PLACE1000061, PLACE100008 
1, PLACE1000492, PLACE1000863, PLACE1001092, PLACE1 
001748, PLACE1002090, PLACE1003174, PLACE1003915, 
PLACE1004104, PLACE1004270, PLACE1004743, PLACE100 
5557, PLACE1005813, PLACE1006170, PLACE1006488, PL 10 
ACE1006829, PLACE1007706, PLACE1007729, PLACE10082 
73, PLACE1008402, PLACE1008790, PUCE1008813, PLAC 
E1009094, PLACE1009130, PLACE1009477, PLACE100972 

1, PLACE1009845, PLACE1010074, PLACE1010547, PLACE 
1011109, PLACE1011229, PLACE1011477, PLACE1012031, 

PLACE2000404, PLACE3000059, PLACE3000121, PLACE40 
00269, PLACE4000654,SKNMC1000011, THYR01000983, TH 
YR01001003, THYR01001313, Y79AA1000560, Y79AA10007 
84, Y79AA1000968, Y79AA1001493, Y79AA1001875, Y79A 
A1002027, Y79AA1002209, 20 

[1090] m!&ftifoMmfy'<*K<D*T=?9-izm 

HEMBA1 000156, HEMBA1000168, HEHBA1000411, HEMBA100 
0588, HEHBA1001043, HEHBA1001651, HEHBA1001661, HE 
MBA1002102, HEMBA1002161, HEHBA1 002939, HEMBA10032 
35, HEMBA1003581, HEHBA1004499, HEMBA1004534, HEMB 
A1004697, HEHBA1004929, HEHBA1004972, HEMBA100558 

2, HEMBA1005595, HEHBA1006344, HEMBA1006737, HEMBB 
1001175, HEHBB1001282, HEHBB1001562, HEHBB1001802, 30 

HAMHA1000824, MAMMA1001041, MAMMA1001576, MAMMA 10 
01679, HAMHA1001735, HAHHA1002297, MAHHA1002351, H 
AMHA1002622, MAMMA1002637, HAHMA1003127, NT2RM1000 
850,NT2RM1000898, NT2RM2000030, NT2RM2000260, NT2R 
H2000691, NT2RM2001324, NT2RM4000169, NT2RM400022 
9, NT2RM4000515, NT2RH4001217, NT2RP1000202, NT2RP 
1000348, NT2RP1000460, NT2RP1000478, NT2RP1001033, 

NT2RP1001294, NT2RP1001302, NT2RP2000070, NT2RP20 
00812, NT2RP2000814, NT2RP2001168, NT2RP2001245, N 
T2RP2001634, NT2RP2001900, NT2RP2003307, NT2RP2003 40 
394, NT2RP2004041, NT2RP2004242, NT2RP2004538, NT2 
RP2004587, NT2RP2004681, NT2RP2004732, NT2RP2Q0497 
8, NT2RP2005491, NT2RP2005531, NT2RP2005712, NT2RP 
2006275, NT2RP3000753, NT2RP3001113, NT2RP3001216, 
NT2RP3001239, NT2RP3001272, NT2RP3001554, NT2RP300 
1690, NT2RP3001799, NT2RP3002688, NT2RP3003061, NT 
2RP3003185, NT2RP3003230, NT2RP3004569, NT2RP30045 
78, NT2RP4001004, NT2RP4001086, NT2RP4001256, NT2R 
P4001567, NT2RP4001927, 0VARC1000001, 0VARC100010 
6, 0VARC1000437, 0VARC1000520, 0VARC1000679, OVARC 50 
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1001731, 0VARC1002050, PLACE1001104, PIACE1002571, 
PLACE1002591, PLACE1002655, PLACE1002714, PLACE100 
3625, PLACE1005287, PLACE1006552, PLACE1007946, PL 
ACE1008426, PLACE1010148, PLACE1010547, PLACE10107 
43, PLACE1010896, PLACE1010960, PLACE1011310, PLAC 
£1011922, PLACE2000216, PLACE2000274, PLACE200037 
1, PLACE2000458, PLACE3000145, PLACE3000416, PLACE 
4000009, THYR01000132, THYR01001405, THYR01001458, 
Y79AA1000368, Y79AA1000794, Y79AA1000833, Y79AA10 
00962, Y79AA1002208, 

[1091] m&ttm • %mmm?>'<?w<D%T^}) 

HEMBA1001019, HEMBA1001595, HEHBA1002363, HEHBA100 
2997, HEHBA1003136, HEHBA1003369, HEHBA1004131, HE 
MBA1004354, HEHBA1005621, HEHBB1000037, HEHBB10002 
64, MAMMA1001768, MAHMA1002769, NT2RH1000354, NT2R 
M1000430, NT2RH1000874, NT2RH2001256, NT2RM200174 
3, NT2RM2001896, NT2RM2002145, NT2RM4000215, NT2RM 
4001714, NT2RP1000163, NT2RP1000333, NT2RP1000439, 

NT2RP2000346, NT2RP2001397, NT2RP2002595, NT2RP20 
03177, NT2RP2003596, NT2RP2003912, NT2RP2004396, N 
T2RP2005037, NT2RP2005520, NT2RP2005669, NT2RP2005 
835,NT2RP3001730, NT2RP3002081, NT2RP4000210, NT2R 
P4000415, NT2RP4001414, NT2RP4001634, OVARC100001 
3, 0VARC1000937, PLACE1001383, PLACE1002433, PLACE 
1004316, PLACE1005287, PLACE1008808, PLACE1010720, 

PLACE1010833, Y79AA1000748, Y79AA1001236, Y79AA10 
01394, 

[i.o92] mmm&?y'<?«<D$T^v-[z 

HEMBA1000518, HEMBA1001847, HEHBA1001869, HEMBA100 
3545, HEHBA1004973, HEHBB1002442, MAMMA1001837, NT 
2RM2001670, NT2RH4000046, NT2RM4000531 , NT2RH40011 
40, NT2RM4001858, NT2RP2002078, NT2RP2004187, NT2R 
P2006436, NT2RP3000603, NT2RP3000994, NT2RP300158 
0, NT2RP3001708, NT2RP3003071, NT2RP3004472, NT2RP 
3004617, NT2RP4000246, NT2RP4001567. OVARC1000304, 
0VARC1000746, PIACE1000793, PLACE1002532, PLACE10 
03258, PLACE1003625, PLACE1004460, PLACE1009622, P 
LACE4000558, THYR01000085, Y79AA1001391, Y79AA1001 
692, 

[1093] mm)swmm*>'<?'g<D$7 L =ty-! l z.m 

HEHBA1000005, HEMBA1000531. HEHBA1003417, HEMBA100 
6253. NT2RM4000354, NT2RM4001880, NT2RP1000333, NT 
2RP1000493, NT2RP2000006, NT2RP2000045, NT2RP20008 
09, NT2RP2001536. NT2RP2002464, NT2RP2004920, NT2R 
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P2005037, NT2RP3000590, NT2RP3001426, NT2RP300206 
2, NT2RP3002785, NT2RP3004262, NT2RP4001555, NT2RP 
4001638, PLACE1006958, PLACE1008275, PUCE1009113, 

PLACE1011858, PLACE4000014, THYR01Q00684, Y79AA10 
02139, Y79AA1002229, 

[ 1 0 9 4] hffl&fttot * — ><D0hVXV<O2 6 1 9 

imhfrX-tsx^ p-y-cfcofcjis, ±Mm\ztttZ> 
h%o ^o-v^tftiatttt*jB*«)nefiiiltlon*r//T* 10 

HEMBA1000030//Homo sapiens ARF GTPase-activating p 

rotein GIT1 mRNA, complete cds. 

HEMBA 1 000307//CARNI TI NE DEFICIENCY- ASSOCIATED PR0T 

EIN EXPRESSED IN VENTRICLE 1 

HEMBA1000333//Homo sapiens F-box protein Fbx21 (FB 

X21) mRNA, complete cds. 

HEMBA1000488//RING CANAL PROTEIN (KELCH PROTEIN). 
HEMBA1000523//TESTI S-SPECI FI C PROTEIN PBS13. 
HEMBA1001197//Homo sapiens rap2 interacting protei 20 
n x mRNA, complete cds. 

HEMBA1001302//Homo sapiens calcium binding protein 
precursor, mRNA, complete cds. 
HEMBA1001455//Mus musculus transposon- derived Bust 
er2 transposase-like protein gene, partial cds. 
HEMBA1001675//VACU0IAR PROTEIN SORTING- ASSOCIATED 
PROTEIN VPS9. 

HEMBA1001714//Homo sapiens mRNA for ATPase inhibit 
or precursor, completecds. 

HEMBA1001744//SCY1 PROTEIN. 30 
HEMBA1001967//Homo sapiens NY- REN- 57 antigen mRNA, 
partial cds. 

BEMBA1002151//Rattus norvegicus p34 mRNA, complete 
cds. 

HEMBA10022 1 5//TESTI N 2 (TES2) [CONTAINS: TESTIN 1 
(TES1)]. 

HEMBA1002458//0VARIAN GRANULOSA CELL 13.0 KD PROTE 
IN HGR74. 

HEHBA1002777//Fugu rubripes BAW (BAW) mRNA, comple 
te cds. 40 
HEMBA1003098//Homo sapiens NY- REN- 6 antigen mRNA, 
partial cds. 

BEMBA1003199//Homo sapiens chromosome 5 F-box prot 
ein Fbx4 (FBX4) mRNA, complete cds. 
HEMBA1003615//Homo sapiens ART- 4 mRNA, complete cd 

s. 

HEMBA1003836//M0B1 PROTEIN (MPS1 BINDER 1). 
HEHBA1004295//Bomo sapiens NY- REN- 25 antigen mRNA, 
partial cds. 

HEMBA1004573//Bomo sapiens mRNA for HELG protein. 50 
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HEMBA1004604//Homo sapiens C0P9 complex subunit 7a 
mRNA, complete cds. 

HEMBA1004795//CDC4-LIKE PROTEIN (FRAGMENT). 
BEKBA1005101//Homo sapiens SYT interacting protein 
SIP mRNA, complete cds. 

HEMBA1005201//Homo sapiens CGI-07 protein mRNA, co 
mplete cds. 

HEMBA1005206//Drosophila simulans anon73Bl gene an 
d Su(P) gene. 

HEMBA1005530//Homo sapiens anaphase- promoting comp 
lex subunit 7 (APC7) mRNA, complete cds. 
HEHBA1005666//Homo sapiens mRNA for DIPB protein. 
BEMBA1005990//Iomo sapiens 1-1 receptor candidate 
protein mRNA, completecds. 

HEMBA1006268//Homo sapiens HQ0024c mRNA, complete 
cds. 

HEMBA1006398//Human LI element LI. 6 putative pi 50 
gene, complete cds. 

HEMBA1006445//Homo sapiens putative tumor supresso 
r N0EY2 mRNA, completecds. 

HEHBA1007174//flomo sapiens epsin 2b mRNA, complete 
cds. 

HEMBA1007251//Homo sapiens F-box protein FBX29 (FB 
X29) mRNA, partial cds. 

HEMBB1000036//Homo sapiens CGI-51 protein mRNA, co 
mplete cds. 

HEMBB 1 000 1 44 //GDANYLATE CYCLASE ACTIVATING PROTEIN 
2 (GCAP 2) (RETINAL GUANYLYL CYCLASE ACTIVATOR PR 
OTEIN P24). 

HEMBB1000973//Mus musculus schlafen3 (Slfn3) mRNA, 
complete cds. 

HEMBB1001058//flomo sapiens neuronal thread protein 
AD7c-NTP mRNA, complete cds 
HEMBB1001234//65 KD YES- ASSOCIATED PROTEIN (YAP6 
5). 

HEHBB1001288//C0PPER HOMEOSTASIS PROTEIN CUTC. 
HEMBB1001331//Mus musculus mRNA for hepatoma-deriv 
ed growth factor, complete cds, strain: BALB/c. 
HEMBB1001384//Homo sapiens C0P9 complex subunit 4 
mRNA, complete cds. 
HEMBB1002266//NEUR0NAL PROTEIN. 
HEMBB10025I0//GYP7 PROTEIN. 
HEMBB1002705//Homo sapiens CGI-27 protein mRNA, co 
mplete cds. 

MAMMA1000055//TESTIN 2 (TES2) [CONTAINS: TESTIN 1 
(TES1)]. 

MAMHA1000625//GYP7 PROTEIN. 

MAMMA1001075//Bomo sapiens CGI -72 protein mRNA, co 

mplete cds. 

MAMMA1001181//ABC1 PROTEIN H0M0L0G PRECURSOR. 



(1420) 

2837 

MAMMA1001259//Hus musculus F-box protein FBX18 mRN 
A, partial cds. 

MAMMA 1001 7 30//Bomo sapiens brain and nasopharyngea 
1 carcinoma susceptibility protein NSG-x mRNA, par 
tial cds. 

MAMMA1002143//Homo sapiens Cdc42 effector protein 
4 mRNA, complete cds. 

MAMMA1002699//Rattus norvegicus EH domain binding 
protein Epsin mRNA, complete cds. 
MAMMA1002972//VACU0LAR PROTEIN SORTING- ASSOCIATED 10 
PROTEIN VPS27. 

MAMMA1003113//Hus musculus C0P9 complex subunit 7a 

(C0PS7a) mRNA, complete cds. 
NT2RM10001 1 8//CALCI NEURI N B SUBUNIT (PROTEIN PHOSP 
HATASE 2B REGULATORY SUBUNIT) (CALCI NEURI N REGULAT 
ORY SUBUNIT). 

NT2RM1000186//CALCI NEURI N B SUBUNIT (PROTEIN PHOSP 
HATASE 2B REGULATORY SUBUNIT) (CALCI NEURI N REGULAT 
ORY SUBUNIT). 

NT2RM1000244//Homo sapiens TRAF4 associated factor 20 
1 mRNA, partial cds. 
NT2RM1000421//RIB0NUCLEASE INHIBITOR. 
NT2RM1000499//Caenorhabditis elegans mRNA for cent 
aurin gamma 1A. 

NT2RM1 000623//RI B0NUCLEASE INHIBITOR. 
NT2RM1000883//Homo sapiens 1-1 receptor candidate 
protein mRNA, completecds. 

NT2RM2000502//Rattus norvegicus W307 mRNA, complet 
e cds. 

NT2RM2000599//Homo sapiens F-box protein Lilina (L 30 
I UNA) mRNA, completecds. 

NT2RM2000718//Homo sapiens endocrine regulator mRN 
A, complete cds. 

NT2RM2001065//Homo sapiens C0P9 complex subunit 4 
mRNA, complete cds. 

NT2RM2001196//PR0UNE-RICH PROTEIN MP-3 (FRAGMEN 

D. 

NT2RM2001983//Homo sapiens RGS-GAIP interacting pr 
otein GIPC mRNA, complete cds. 

NT2RM2002109//Homo sapiens glioma amplified on chr 40 
omosame 1 protein (GAC1) mRNA, complete cds. 
NT2RM2002 1 42//GASTRULATI ON SPECIFIC PROTEIN G12. 
NT2RM4000030//LAS1 PROTEIN. 
NT2RM4000139//R. norvegicus trg mRNA. 
NT2RM4000156//H. sapiens HPBRI 1-7 gene. • 
NT2RM4000386//Mus musculus 0DZ3 (0dz3) mRNA, parti 
al cds. 

NT2RM4000590//RING CANAL PROTEIN (KELCH PROTEIN). 
NT2RM4001047//M025 PROTEIN. 

NT2RM4001 155//ADRENAL MEDULLA 50 KD PROTEIN. 50 
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NT2RM4001256//Xenopus laevis putative Zic3 binding 

protein mRNA, complete cds. 
NT2RM4001320//Homo sapiens mRNA for Neuroblastoma, 

complete cds. 

NT2RM4001340//UTR4 PROTEIN (UNKNOWN TRANSCRIPT 4 P 
ROTEIN). 

NT2RM4001347//Homo sapiens NY-REN- 25 antigen mRNA, 
partial cds. 

NT2RM4001371//Homo sapiens IDN3 mRNA, partial cds. 
NT2RM4001582//Mus musculus C0P9 complex subunit 7b 

(C0PS7b) mRNA, complete cds. 
NT2RM4001611//SIS2 PROTEIN (HALOTOLERANCE PROTEIN 
HAL3). 

NT2RM4001731//Homo sapiens F-box protein Lilina (L 
I UNA) mRNA, completecds. 

NT2RM4001969//R. norvegicus mRNA for IP63 protein. 
NT2RM4002034//Homo sapiens hiwi mRNA, partial cds. 
NT2RM4002075//RING CANAL PROTEIN (KELCH PROTEIN). 
NT2RM4002226//GTPASE ACTIVATING PROTEIN ROTUND. 
NT2RP1000040//Mus musculus donson protein (Donson) 
mRNA, partial cds. 

NT2RP1000363//R. norvegicus LL5 mRNA. 
NT2RP1000481//Homo sapiens antigen NY-CO-3 (NY-CO- 
3) mRNA, partial cds. 

NT2RP1000513//Human NifU-like protein (hNifU) mRN 
A, partial cds. 

NT2RP1000733//Human mRNA for GSPT1-TK protein, comp 
lete cds. 

NT2RP1000860//Homo sapiens KL04P mRNA, complete cd 
s. 

NT2RP1000954//RING CANAL PROTEIN (KELCH PROTEIN). 
NT2RP1001011//Drosophila melanogaster putative 43 
kDa protein (TH1) mRNA, complete cds. 
NT2RP1001395//Homo sapiens C0P9 complex subunit 7a 
mRNA, complete cds. 

NT2RP1001457//Homo sapiens partial mRNA for beta-t 
ransducin family protein (putative). 
NT2RP1001494//MALE STERIUTY PROTEIN 2. 
NT2RP2000054//Homo sapiens putative ring zinc fing 
er protein NY- REN- 43 antigen mRNA, complete cds. 
NT2RP2000067//Mus musculus 0DZ3 (0dz3) mRNA, parti 
al cds. 

NT2RP2000133//Homo sapiens Leman coiled-coil prote 
in (LCCP) mRNA, complete cds. 
NT2RP2000157//ML02 PROTEIN. 
NT2RP2000764//NIFS PROTEIN. 

NT2RP2000965//Homo sapiens mRNA for fls353, comple 
te cds. 

NT2RP2001839//SCY1 PROTEIN. 

NT2RP2001883//Homo sapiens CGI-01 protein mRNA, co 
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mplete cds. 

NT2RP2001976//Hus musculus calmodulin-binding prot 
ein SHA1 (Shal) mRNA, complete cds. 
NT2RP2001985//Homo sapiens high-risk human papillo 
ma viruses E6 oncoproteins targeted protein E6TP1 
alpha mRNA, complete cds. 

NT2RP2002185//Homo sapiens ubiquilin mRNA, complet 
e cds. 

NT2RP2002442//HESA PROTEIN. 

NT2RP2002727//Rattus norvegicus tulip 2 mRNA, comp 10 
lete cds. 

NT2RP2002741//Homo sapiens mRNA for Neuroblastoma, 
complete cds. 

NT2RP2002986//Homo sapiens mRNA for Kelch motif co 
ntaining protein, complete cds. 
NT2RP2003121//Mus musculus enhancer of polycomb (E 
pel) mRNA, complete cds. 

NT2RP2003265//Homo sapiens CGI-53 protein mRNA, co 
mplete cds. 

NT2RP2003272//Homo sapiens ubiquilin mRNA, complet 20 
e cds. 

NT2RP2003857//MY0TR0PHIN (V-l PROTEIN) (GRANULE CE 
LL DIFFERENTIATION PROTEIN). 
NT2RP2003871//Homo sapiens transposon-derived Bust 
erl transposase-like protein gene, complete cds. 
NT2RP2004425//Mus musculus axotrophln mRNA, comple 
te cds. 

NT2RP2004476//Homo sapiens cyclin L ania-6a mRNA, 
complete cds. 

NT2RP2004710//Mus musculus formin binding protein 30 
30 mRNA, complete cds. NT2RP2004816//H58 PROTEIN. 
NT2RP2005441//Bomo sapiens hypothalamus protein HT 
002 mRNA, complete cds. 

NT2RP2005490//Hus musculus D3Mm3e (D3Hm3e) mRNA, c 
omplete cds. 

NT2RP2005620//Homo sapiens epsin 2a mRNA, complete 
cds. 

NT2RP2005654//CYSTEINE STRING PROTEIN (CCCS1). 
NT2RP2005675//Homo sapiens growth suppressor relat 
ed (D0C-1R) mRNA, complete cds. 40 
NT2RP2005753//Homo sapiens 1-1 receptor candidate 
protein mRNA, completecds. 

NT2RP2005841//Homo sapiens mRNA for ALEX3, complet 
e cds. 

NT2RP2006598//Homo sapiens retinoid x receptor int 
eracting protein mRNA, complete cds. 
NT2RP3000047//NPL4 PROTEIN. 
NT2RP3000233//RING CANAL PROTEIN (KELCH PROTEIN). 
NT2RP3000868//Human ovarian cancer downregulated m 
yosin heavy chain homolog (Docl) mRNA, complete cd 50 
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NT2RP3000869//Drosophila melanogaster AAA family p 
rotein Bor (bor) mRNA, complete cds. 
NT2RP3001399//SSU72 PROTEIN. 
NT2RP3001407//SCY1 PROTEIN. 
NT2RP3001457//Drosophila melanogaster Melted (mel 
t) mRNA, partial cds. 

NT2RP3001587//Human anthracycline-associated resis 
tance ARX mRNA, complete cds. 
NT2RP3001712//Homo sapiens HP1-BP74 protein mRNA, 
complete cds. 

NT2RP3001819//RING CANAL PROTEIN (KELCH PROTEIN). 
NT2RP3001854//Hamo sapiens novel retinal pigment e 
pithelial cell protein (NORPEG) mRNA, complete cds. 
NT2RP3001931//Rattus norvegicus clone C48 CDK5 act 
ivator-binding proteinmRNA, complete cds. 
NT2RP3002273//SCD6 PROTEIN. 
NT2RP3002631//Homo sapiens Ran binding protein 11 
mRNA, complete cds. 

NT2RP3002682//Homo sapiens CGI -145 protein mRNA, c 
omplete cds. 

NT2RP3002770//MYEL0ID DIFFERENTIATION PRIMARY RESP 
ONSE PROTEIN MYD116. 

NT2RP3002818//INSERTI0N ELEMENT IS2A HYPOTHETICAL 
48.2 KD PROTEIN. 

NT2RP3002948//RING CANAL PROTEIN (KELCH PROTEIN). 
NT2RP3002972//Halocynthia roretzi mRNA for HrPET- 
1, complete cds. 

NT2RP3003032//Homo sapiens okadaic acid-inducible 
and cAMP- regulated phosphoprotein 19 (ARPP-19) mRN 
A, complete cds. 

NT2RP3003290//Mus musculus mRNA for Ndrl related p 
rotein Ndr3, completecds. 

NT2RP3003411//Mus musculus C0P9 complex subunlt 7b 

(C0PS7b) mRNA, complete cds. 
NT2RP3003491//Drosophila melanogaster Pelle associ 
ated protein Pel lino (Pli) mRNA, complete cds. 
NT2RP3003500//SCY1 PROTEIN. 
NT2RP3003726//Homo sapiens spermatogenesis associ a 
ted PD1 mRNA, completecds. 
NT2RP3004348//R. norvegicus mRNA for cytosolic resi 
niferatoxin- binding protein. 
NT2RP3004507//M0B1 PROTEIN (MPS1 BINDER 1). 
NT2RP4000129//Xenopus laevis F-box protein 28 (Fbx 
28) mRNA, partial cds. NT2RP4000498//MOB1 PROTEIN 
(MPS1 BINDER 1). 
NT2RP4000528//NPL4 PROTEIN. 

NT2RP4000737//Mus musculus F-box protein FBL10 mRN 
A, partial cds. 

NT2RP4000979//Homo sapiens putative HIV-1 infect! o 
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n related protein mRNA, partial cds. 
NT2RP4001010//Rattus norvegicus PSD-95/SAP90-assoc 
iated protein-4 mRNA, complete cds. 
NT2RP4001207//Homo sapiens Ran binding protein 11 
mRNA, complete cds. 

NT2RP4001228//RING CANAL PROTEIN (KELCH PROTEIN). 
NT2RP4001260//Homo sapiens F-box protein Fbx21 (FB 
X21) mRNA, complete cds. 

NT2RP4001339//Homo sapiens mRNA for AMMERC1 protei 
n. 10 
NT2RP4001351//Human ovarian cancer downregulated m 
yosin heavy chain homolog (Docl) mRNA, complete cd 

s. 

NT2RP4001474//Xenopus laevis putative Zic3 binding 
protein mRNA, complete cds. 
NT2RP4001966//Mus musculus 0DZ3 (0dz3) mRNA, parti 
al cds. 

NT2RP4002018//RING CANAL PROTEIN (KELCH PROTEIN). 
0VARC1000209//0ryza sativa submergence induced pro 
tein 2A mRNA, completecds. 20 
0VARC1000876//M0B1 PROTEIN (HPS1 BINDER 1). 
0VARC1001065//Homo sapiens CGI-12 protein mRNA, co 
mplete cds. 

0VARC1001092//Homo sapiens mRNA for JM5 protein, c 
omplete CDS (clone IMAGE 53337, LLNLcllOF1857Q7 (R 
ZPD Berlin) and LLNLcllOG0913Q7 (RZPD Berlin)). 
0VARC1001419//Homo sapiens GOR (STIM1) mRNA, compl 
ete cds. 

0VARC1001 555//NGG1 -I NTERACTI NG FACTOR 3. 
0VARC1001711//C0RNIFIN B (SHALL PROUNE-RICH PROTE 30 
IN IB) (SPR1B) (SPR1 B). 

0VARC1001943//Mus musculus DEBT-91 mRNA, complete 
cds. 

PLACE1000004//Homo sapiens IDN3-B mRNA, complete c 
ds. 

PLACE1000066//SSU72 PROTEIN. 
PLACE1000610//MSN5 PROTEIN. 
PLACE1000636//HALE STERILITY PROTEIN 2. 
PLACE1000769//Homo sapiens CGI-18 protein mRNA, co 
mplete cds. 40 
PLACE1000987//Rattus norvegicus late gestation lun 
g 2 protein (Lgl 2) mRNA, complete cds. 
PLACE1001036//Homo sapiens mRNA for alpha integrin 
binding protein 63, partial. 
PLACE1001845//Mus musculus cyclin ania-6a mRNA, co 
mplete cds. 

PLACE1001920//Homo sapiens MDC-3.13 isoform 2 mRN 
A, complete cds. 

PLACE1002665//Mus musculus enhancer of polycomb (E 
pel) mRNA, complete cds. 50 
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PLACE1003602//Homo sapiens mRNA expressed in place 
nta. 

PLACE1 0036 11 //Homo sapiens anaphase- promoting comp 
lex subunit 4 (APC4) mRNA, complete cds. 
PLACE1004256//Mus musculus short coiled coil prote 
in SCOCO (Scoc) mRNA, complete cds. 
PLACE1004550//Homo sapiens CGI -20 protein mRNA, co 
mplete cds. 

PLACE1004868//MALE STERILITY PROTEIN 2. 
PLACE1004930//Homo sapiens MDC-3.13 isoform 2 mRN 
A, complete cds 

PLACE1005052//Homo sapiens CGI -16 protein mRNA, co 
mplete cds. 

PLACE1005102//RING CANAL PROTEIN (KELCH PROTEIN). 

PLACE1005176//Homo sapiens hypothalamus protein HT 

001 mRNA, complete cds. 

PUCE1005187//APAG PROTEIN. 

PLACE1005331//Homo sapiens 7h3 protein mRNA, parti 

al cds. 

PLACE1005727//Homo sapiens STRIN protein (STRIN) m 
RNA, complete cds. 

PLACE1006003//Homo sapiens CGI -94 protein mRNA, co 
mplete cds. 

PLACE1006335//Homo sapiens NY-REN-50 antigen mRNA, 
partial cds. 

PLACE1006385//Homo sapiens epsin 2a mRNA, complete 
cds. 

PLACE 1006506//Homo sapiens anaphase- promoting comp 
lex subunit 4 (APC4) mRNA, complete cds. 
PLACE1007105//Homo sapiens muskelin (MKLN1) mRNA, 
complete cds. 

PLACE1007537//Homo sapiens ankyrin repeat-containi 
ng protein ASB-2 mRNA, compl ete cds. 
PLACE1007705//Mus musculus mRNA for Ndrl related p 
rotein Ndr3, completecds. 

PLACE1007791//Homo sapiens IDN3-B mRNA, complete c 
ds. 

PLACE1007897//Homo sapiens FLASH mRNA, complete cd 

s. 

PLACE1008080//Homo sapiens mRNA for HEXIM1 protei 
n, complete cds. 

PLACE1008368//RING CANAL PROTEIN (KELCH PROTEIN). 
PLACE1008398//GENE 33 POLYPEPTIDE. 
PLACE1008465//Homo sapiens mRNA for rapa-1 (rapa g 
ene). 

PLACE1008627//Homo sapiens mRNA for cysteine- rich 
protein. 

PIACE1009020//NIFS PROTEIN. 
PLACE1009060//BR01 PROTEIN. 
PLACE1009186//Homo sapiens small zinc finger-like 
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protein (TIH9b) mRNA, complete cds. 
PLACE1009443//Hus musculus F-box protein FBL8 mRN 
A, complete cds. 

PLACE1009571//Homo sapiens PTD002 mRNA, complete c 
ds. 

PLACE1009670//Homo sapiens genethonin 1 mRNA, comp 
lete cds. 

PLACE1010105//RING CANAL PROTEIN (KELCH PR0TCIN). 
PLACE 1 0 1 026 1 / /SEGREGATI ON DISTORTER PROTEIN. 
PLACE1010310//SPIDR0IN 2 (DRAGLINE SILK FIBROIN 2) 10 
(FRAGMENT). 

PLACE1010522//Homo sapiens mRNA for DEPP (decidual 
protein induced by progesterone), complete cds. 
PLACE1010579//flomo sapiens CED-6 protein (CED-6) m 
RNA, complete cds. 

PLACE1010628//Homo sapiens S164 gene, partial cds; 
PS1 and hypothetical protein genes, complete cds; 
and S171 gene, partial cds. 
' PLACE 101 066 1 //TESTI S-SPECI FI C PROTEIN PBS13. 
PLACE1010761//Homo sapiens mRNA for cisplatin resi 20 
stance- associated overexpressed protein, complete 
cds. 

PLACE101 1 185//INSERTI ON ELEMENT IS1 PROTEIN INSB. 
PLACE1011340//Homo sapiens IDN3-B mRNA, complete c 
ds. 

PLACE1011586//Rattus norvegicus clone C53 CDK5 act 
ivator-binding proteinmRNA, complete cds. 
PLACE2000246//RING CANAL PROTEIN (KELCH PROTEIN). 
PLACE2000411//Homo sapiens epsin 2b mRNA, complete 
cds. 30 
PLACE3000477//Homo sapiens phosphoprotei n pp75 mRN 
A, partial cds. 

THYR01000173//Homo sapiens AP-mu chain family memb 
er mulB (HSMU1B) mRNA, complete cds. 
THYR01000401//Human TcD37 homolog (HTcD37) mRNA, p 
artial cds. 

THYR01000666//Mus musculus mRNA for kinesin like p 
rotein 9. 

THYR0 1 001033//TRANSF0RMATI 0N-SENSI TI VE PROTEIN IEF 
SSP 3521. 40 
THYR01001347//Homo sapiens RAN binding protein 16 
mRNA, complete cds. 

THYR01001656//Homo sapiens Leman coiled-coil prote 
in (LCCP) mRNA, complete cds. 
THYR01001703//NIFR3-LIKE PROTEIN. 
THYR01001721//RING CANAL PROTEIN (KELCH PROTEIN). 
Y79AA1000059//Homo sapiens aryl -hydrocarbon intera 
cting protein-like 1 (AIPL1) gene, complete cds. 
Y79AA1000181//Homo sapiens CGI-01 proteinmRNA, co 
mplete cds. 50 
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Y79AA1000268//Mus musculus Nip21 mRNA, complete cd 
s. 

Y79AA1000313//CALPH0TIN. 
Y79AA1000540//CELL POLARITY PROTEIN TEAl. 
Y79AA1000966//Homo sapiens C0P9 complex subunit 4 
mRNA, complete cds. 

Y79AA1000985//Human centrosamal protein kendrin mR 
NA, complete cds. 

Y79AA1001323//Mus musculus mRNA for GSG1, complete 
cds. 

Y79AA1001402//Homo sapiens paraneoplastic cancer- 1 
estis-brain antigen (MA4) mRNA, partial cds. 
Y79AA1001679//Homo sapiens lambda-crystallin mRNA, 
complete cds. 

Y79AA1001923//Homo sapiens F-box protein Fbx22 (FB 
X22) gene, partial cds. 

Y79AA1002083//H. sapiens mRNA for MUF1 protein. 
Y79AA1002307//Homo sapiens astrotactin2 (ASTN2) mR 
NA, complete cds. 

Y79AA1002311//R. norvegicus mRNA for cytosolic resi 
niferatoxin- binding protein. 
Y79AA1002487//Homo sapiens chromosome 5 F-box prot 
ein Fbx4 (FBX4) mRNA, complete cds. 

[ 1 0 9 5] tfilttiUK<D?K-><Doh, PfamfdiSK 

Mrt&*I&XiAiftW n-y|lMAMMA1002498 f NT2RM400 
2287<D2*n-y-e*>ofc 0 %9y/<9Wffi&9y<9 
WcJS^S^tt^Kv^ u-y{jjttmi002498^1^ 
n-ytbt i/ ?i-/i>&&MM 9y<9 RdJS-f 5 
*itm&fiM n-y(iHEMBA1001247, NT2RM2001813, 
NT2RM4001454, NT2RP2005140, NT2RP2005293, NT2RP300 
0487, NT2RP3003311, PLACE1000972, PLACE1003723, PL 
ACE1005327, PLACE3000124c7)ll^ o-yt^ot |5¥ 

003257, NT2RM2000101, NT2RM2001797, NT2RP1000101, 
NT2RP2002208, NT2RP3001214, NT2RP3003278, NT2RP400 
1235, PLACE1000050, PLACE1001716, PLACE1002499, PL 
ACE1007544CD12? n-yt*o/: 0 • ft»tM«* y 
/<9 ft\zmt 5 *imitfcfo^ 9*- >liHEMBA1005732, 
MAMMA1000402O 2^D-yffeofc 0 DNA • RNA|££ 9 y 

P-yfiHEMBA1004596, 
OVARC1000148, PLACE1003334, THYR01 001661 (DA? n- 

>T'feofc 0 ?y;<?s£j&-mmmm?>'<?m^m 

1 5 ^ItEttasasi * ? n - y {1HEMBA1006284CO1 9 n - y 
[ 1 0 9 6] 2 5 1 1 ^P-XCO^Tfi, ^£<D 
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HEMBA1000042, HEMBA1000046, HEMBA1000050, HEHBA100 
0076, HEHBA1000193, HEMBA1000213, HEMBA1000227, HE 
MBA1000231, HEMBA1000243, HEMBA1000244, HEMBA10002 
51, HEMBA1000264, HEHBA1000280, HEMBA 1000282, HEMB 
A1000288, HEMBA1000290, HEMBA1000302, HEMBA100032 
7, HEHBA1000338, HEMBA1000351, HEMBA1000357, HEHBA 
1000376, HEMBA1000387, HEMBA1000392, HEMBA1000396, 

HEMBA1000428, HEMBA1000442, HEMBA1000456, HEHBA10 
00459, HEMBA1000460, HEHBA1000469, HEMBA1000497, I 10 
EMBA1000501, HEMBA1000504, HEMBA1000505, HEMBA1000 
508,HEHBA1000519, HEMBA1000520, HEHBA1000534, HEMB 
A1000545, HEHBA1000557, HEMBA1000568, HEHBA100057 
5, HEHBA1000594, HEMBA1000604, HEMBA1000622, HEHBA 
1000636, HEMBA1000655, HEHBA1000673, HEHBA1000682, 

HEHBA1000686, HEHBA1000702, HEHBA1000722, HEHBA10 
00726, HEMBA1000727, HEHBA1000749, HEMBA1000752, H 
EMBA1000769, HEMBA1000773, HEMBA1000774, HEMBA1000 
843, HEHBA1000867, HEMBA1000869, HEMBA1000872, HEM 
BA1000876, HEMBA1 000908, HEHBA1000918, HEHBA100093 20 

4, HEMBA1000942, HEMBA1000943. HEMBA1000946, HEHBA 
1000960, HEHBA1000968, HEMBA1000971, HEHBA1000972, 
HEHBA1000975, HEHBA1000985, HEHBA1000986, HEHBA100 
1008, HEHBA1001009, HEMBA1001020, HEHBA1001022, HE 
MBA1001024, HEHBA1001026, HEMBA1001051, HEMBA10010 
60, HEHBA1001080, HEHBA1001094, HEHBA1001099, HEMB 
A1001109, HEHBA1001121, HEHBA1001122, HEHBA100112 
3, HEMBA1001133, HEHBA1001140, HEMBA1001208, HEHBA 
1001213, HEHBA1001226, HEHBA1001235, HEHBA1001281, 

[ 1 0 9 7] HEHBA1001299, HEKBA1001303, HEHBA10013 30 
10, HEMBA1001319, HEHBA1001323, HEMBA1001326, HEMB 
A1001327, HEHBA1 001330, HEMBA1001361, HEHBA100137 

5, HEHBA1001377, HEHBA1001383, HEHBA1001388, HEHBA 
1001391, HEMBA1001398, HEHBA1001411, HEHBA1001413, 

HEHBA1001415, HEHBA1001432, HEHBA1001433, HEMBA10 
01435, HEHBA1001442, HEHBA1001450, HEMBA1001463, H 
EHBA1001497, HEHBA1001522, HEHBA1001533, HEHBA1001 
566, HEHBA1001570, HEMBA1001581, HEMBA1001589, HEM 
BA1001608, HEMBA1001636, HEHBA1001640, HEHBA100164 
7, HEHBA1001655.HEHBA1001658, HEHBA1001702, HEMB A 1 40 
001711, HEHBA1001712, HEHBA1001731, HEHBA1001745, 
HEMBA1001750, HEHBA1001781, HEHBA1001784, HEMBA100 
1791, HEHBA1001803, HEHBA1 001815, HEHBA1001820, HE 
HBA1001835, HEMBA1001864, HEHBA1001888, HEHBA10019 
10, HEHBA1001912, HEMBA1001915, HEHBA1001918, HEMB 
A1001939, HEHBA1001940, HEHBA1001942, HEMBA100195 
0, HEMBA1001964, HEHBA1001987, HEHBA1002018, HEHBA 
1002022, HEHBA1002039, HEHBA1002049, HEHBA1002084, 

HEHBA1002100, HEHBA1002113, HEHBA1002119, HEHBA10 
02160. HEMBA1002162, HEHBA1002185, HEMBA1002189, HE 50 
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HBA1002191, HEHBA1002199, HEHBA1002204, HEHBA10022 
29, HEMBA1002237, HEHBA1002265, HEHBA1002328, HEMB 
A1002337, HEHBA1002348, HEMBA1002349, HEHBA100238 

1, HEMBA1002430, HEMBA1002439, HEMBA1 002460, HEHBA 
1002498, HEMBA1002503, HEHBA1002508, HEHBA1002515, 

HEHBA1002538, HEHBA1002542, HEHBA1002552, HEHBA 10 
02558, HEHBA1002583, HEHBA1002621, HEHBA1002624, H 
EMBA1002629, 

[ 1 0 9 8] HEMBA1002645, HEHBA1002666, HEMBA10026 
78, HEMBA1002679, HEMBA1002688, HEHBA1002696, HEMB 
A1002703, HEHBA1002712, HEHBA1002716, HEHBA100274 

2, HEHBA1002748, HEHBA1002750, HEHBA1002779, HEHBA 
1002794, HEHBA1002801, HEHBA1002816, HEHBA1002826, 

HEHBA1002833, HEHBA1002850, HEMBA1002863, HEMBA10 
02934, HEHBA1002937, HEHBA1002944, HEHBA1002954, H 
EMBA1002968, HEHBA1002970, HEMBA 1 00297 1 , HEMBA1003 

021, HEHBA1003033, HEHBA1003034, HEMBA1003035, HEM 
BA1003037, HEHBA1003041, HEHBA1003067, HEMBA100307 

8, HEMBA1003083, HEMBA1003117, HEHBA1003129, HEMBA1 
003133, HEHBA1003142, HEHBA1003166, HEHBA1003175, 
HEHBA1003197, HEHBA1003202, HEMBA1003220, HEHBA100 
3222, HEHBA1003229, HEHBA1003273, HEHBA1003276, HE 
MBA1003278, HEHBA1003304, HEMBA1003309, HEMBA10033 

22, HEHBA1003327, HEHBA1003328, HEHBA1003370, HEMB 
A1003373, HEMBA1003376, HEHBA1003380, HEHBA100338 

4, HEHBA1003395, HEHBA1003402, HEMBA1003447, HEMBA 
1003461, HEHBA1003463, HEHBA1003480, HEHBA1003528, 

HEHBA1003531, HEHBA1003548, HEHBA1003556, HEHBA10 
03571, HEHBA1003579,HEMBA1003597, HEHBA1003598, HE 
HBA1003621, HEHBA1003646, HEHBA1003656, HEHBA10036 
67, HEMBA1003692, HEHBA1003720, HEHBA1003725, HEMB 
A1003729, HEMBA1003733, HEHBA1003758, HEHBA100379 

9, HEHBA1003804, HEHBA1003807, HEMBA1003827, HEMBA 
1003838, HEHBA1003854, HEHBA1003856, HEHBA1003864, 

HEHBA1003879, HEMBA 1003880, HEHBA1003893, HEMBA 10 
03908, HEHBA1003926, HEHBA1003937, HEHBA1003939, H 
EMBA1003942, 

[ 1 0 9 9] HEMBA1003958, HEHBA1003959, HEMBA10039 
76, HEMBA1003978, HEHBA1003985, HEHBA1003987, HEMB 
A1003989, HEHBA1004011, HEHBA1004012, HEHBA100401 

5, HEMBA1004024, HEHBA1004038, HEMBA1004045, HEHBA 
1004048, HEHBA1004056, HEHBA1004074, HEHBA1004086, 

HEHBA1004111, HEMBA1004138, HEHBA1004150, HEMBA 10 
04193, HEHBA1004200, HEHBA1004225, HEMBA1004238, H 
EMBA1004241, HEMBA1004246, HEHBA1004267, HEHBA1004 
272, HEHBA1004274, HEHBA1004289, HEHBA1004312, HEM 
BA1004323, HEMBA1004327, HEHBA1004330, HEHBA100433 
5, HEHBA1004366.HEHBA1004372, HEMBA1004394, HEMBA 1 
004396, HEMBA1004405, HEHBA1004429, HEHBA1004433, 
HEHBA1004460, HEHBA1004502, HEHBA1004507, HEHBA100 
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4538, HEMBA1004542. HEMBAl 004554, HEHBA1004560, HE 
HBA1004610, HEMBA1004617, HEMBA1004629, HEMBA10046 
31, HEHBA1004632, HEHBA1 004638, HEMBA1004670, HEHB 
A1004672, HEMBA1004693, HEMBA1004705, BEMBA100470 
9, HEHBA1004711, HEHBA1004725, HEHBA1004730, HEMBA 
1004733, HEMBA1004736, HEHBA1004748, HEHBA1004751, 
EEMBA1004753, HEMBA1004763, HEMRA1 004771, HEMBA10 
04776, HEMBA1004778, HEHBA1004803, HEMBA1004806, HE 
HBA1004807, HEHBA1004820, HEMBA1004860, HEMBA10048 

63, HEHBA1004865, HEHBA1004880, HEMBA1004900, HEHB 10 
A1004909, HEHBA1004933, HEMBA1004934, HEHBA100494 

4, HEHBA1004954, HEHBA1004960, HEMBA1004977, HEMBA 
1004978, HEHBA1004980, HEHBAl 004983, HEHBA1004995, 

HEHBA1005019, HEMBA1005039, HEHBA1005062, HEHBA10 
05066, HEMBA1005075, HEHBAl 005079, HEMBA1005083, H 
EHBA1005113, 

[110 0] HEMBA1005123, HEHBA1005133, HEHBA10051 
49. HEHBA1005152, HEHBA1005185, HEMBA1005223, HEHB 
A1005232, HEHBA1005241, HEHBA1005252, HEHBA100527 

5, HEHBA1005293, HEMBA1005296, HEHBA1005311, HEMBA 20 
1005314, HEMBA1005331, HEMBA1005374, HEHBA1005382, 

HEMBA1005403, HEMBA1005411, HEHBA1005426, HEHBA10 
05443, HEMBA1005447, HEMBA1005468, HEHBA1005469, H 
EMBA1005472, HEMBA1005474, HEHBA1005475, HEHBA1005 
497, HEHBA1005500, HEMBA1005506, HEMBA1005508, HEM 
BA1005517, HEMBA1005518, HEHBA1005526, HEHBA100556 
8, HEHBA1005572, HEMBA1005583, HEMBA1005593, HEMBA 1 
005606, HEMBA1005609, HEMBA1005627, HEMBA1005670, 
HEMBA1005679, HEMBA1005680, HEMBA1005685. HEHBA100 
5705, HEMBA1005746, HEMBA1005755, HEMBA1005780, HE 30 
MBA1005813, HEMBA1005822, HEMBA1005834, HEMBA10058 
52, HEMBA1005884, HEMBAl 005891, HEMBA1005894, HEMB 
A1005909, HEMBA1005911, HEMBA1005921, HEMBA100596 

3, HEHBA1006005, HEMBA1006035, HEMBA1006081, HEMBA 
1006090, HEMBA1006091, HEMBA1006092, HEMBA1006100, 

HEMBAl 006108, HEMBA1006121, HEMBA1006124, HEMBA10 
06138, HEHBA1006155.HEMBA1006182, HEMBA1006235, HE 
MBA1006252, HEMBA1006259, HEMBA1006349, HEMBA10063 

64, HEMBA1006377, HEMBA1006380, HEMBA1006381, HEMB 
A1006406, HEMBA1006416, HEMBA1006421, HEMBA100642 40 

4, HEMBA1006426, HEMBAl 006446, HEMBA1006461, HEMBA 
1006467, HEMBA1006483, HEMBA1006486, HEMBA1006494, 

HEMBA1006497, HEMBA1006530, HEMBA1006535, HEMBA10 
06546, HEMBA1006562, HEMBA1006566, HEMBA1006579, H 
EMBA1006595, 

[110 1] HEHBA1006597, HEMBA1006612, HEMBA10066 
17. HEMBA1006631, HEMBA1006639, HEMBA1006643, HEMB 
A1006665, HEMBA1006674, HEMBA1006676, HEMBA100668 
2, HEMBA1006695, HEMBA1006709, HEMBA1006717, HEMBA 
1006744, HEMBA1006754, HEMBA1006767, HEMBA1006779, 50 
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HEHBA1006780, HEMBA1006795, HEMBA1006796, HEMBA10 
06812, HEMBA1006824, HEMBA1006832, HEHBA1006865, H 
EMBA1006900, HEMBA1006936, HEHBA1006949, HEMBA1006 
993, HEMBA1007002, HEMBA1007051, HEMBA1007052, HEM 
BA1007062, HEMBA1007066, HEMBA1007073, HEMBA100707 

8, HEMBA1007080.HEMBA1007085, HEMBA1007112, HEMBAl 
007113, HEMBA1007129, HEMBA1007147, HEMBA1007178, 
HEMBA1007206, HEMBA1007256, HEMBA1007267, HEMBA100 
7281, HEMBA 1007288, HEMBA1007319, HEMBA1007320, HE 
MBA1007322, HEMBA1007327, HEMBA1007341, HEMBA10073 
42, HEMBA1007347, HEMBB1000005, HEMBB1000008, HEMB 
B1000018, HEMBB1000024, HEMBB1000025, HEMBB100003 
0, HEMBB1000048, HEMBB1000059, HEMBB1000089, HEMBB 
1000099, HEMBB1000103, HEMBB1000113, HEMBB1000136, 

HEHBB1000141, HEMBB1000173, HEMBB1000198, HEMBB10 
00215, HEMBB1000218.HEMBB1000240, HEMBB1000244, HE 
MBB1000272, HEMBB1000274, HEHBB1000312, HEMBB10003 
18, HEMBB1000335, HEMBB1000336, HEMBB1000337, HEMB 
B1000338, HEMBB1000339, HEMBB1000341, HEHBB100034 

3, HEMBB1000354, HEMBB1000374, HEMBB1000391, HEMBB 
1000402, HEMBB1000420. HEMBB1000434, HEMBB1000438, 

HEMBB1000441, HEMBB1000449, HEMBB1000480, HEMBB10 
00491, HEMBB1000493, HEMBB 1000510, HEMBB1 000530, H 
EMBB1000550, 

[110 2] HEMBB1000554, HEMBB1000573, HEMBB10005 
86, HEMBB1000589, HEHBB1000591, HEMBB1 000592. HEMB 
B1000623. HEMBB1000630, HEMBB1000637, HEHBB100064 

9, HEMBB1000652, HEMBB1000671, HEMBB1000672, HEMBB 
1000673, HEHBB1000684, HEMBB1000705, HEMBB1000706, 

HEMBB1000709, HEMBB1000726, HEMBB1000749, HEMBB10 
00770, HEMBB1000774, HEMBB1000790, HEMBB 1000807, H 
EMBB1000810, HEMBB1000822, HEMBB1000826, HEMBB1000 
835, HEMBB1000848, HEMBB1000852, HEMBB1000870, HEM 
BB1000883, HEMBB1000887, HEMBB1000888. HEMBB100089 
0, HEMBB1000893.HEMBB1000908, HEMBB1000913, HEMBB 1 
000917, HEMBB1000991, HEMBB1000996, HEMBB1001004, 
HEMBB1001008, HEMBB1001014, HEMBB1001020, HEMBB100 
1024, HEHBB1001047, HEMBB1001051, HEMBB1001060, HE 
MBB1001096, HEMBB1001105, HEHBB1001114, HEMBB10011 
17, HEMBB1001119, HEMBB1001126, HEMBB1001133, HEMB 
B1001142, HEMBB1001153, HEMBB1001169, HEMBB100118 
2, HEMBB1001197. HEMBB1001199, HEMBB1001208, HEMBB 
1001209, HEHBB1001210, HEMBB1001221, HEHBB1001249, 

HEHBB1001253, HEMBB1001254, HEMBB1001271, HEMBB10 
01289, HEMBB1001304.HEMBB1001315, HEHBB1001317, HE 
MBB1001335, HEMBB1001337, HEHBB1001356, HEMBB10013 
64, HEMBB1001366, HEHBB1001367, HEMBB1001369, HEMB 
B1001387, HEMBB1001394, HEMBB1001410, HEMBB100142 

4, HEMBB1001426, HEMBB1001436, HEMBB1001449, HEMBB 
1001458, HEHBB1001500, HEMBB1001521, HEMBB1001527, 
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HEMBB1001531, HEMBB 1001 535 , HEMBB1001536, HEMBB10 
01537, HEHBB1001565, HEMBB1001585, HEMBB1001588, H 
EMBB1001603, 

[1 10 3] HEMBB1001618, HEMBB1001619, HEHBB10016 
35, HEMBB1001653, HEMBB1001665. HEMBB1001668, HEMB 
B1001684, HEMBB1001685, HEMBB1001695, HEHBB100170 

7, HEMBB1001735, HEMBB1001747, HEMBB1001753, HEMBB 
1001756, HEMBB1001760, HEMBB1001785, HEKBB1001797, 

HEMBB1001812, HEMBB1001816, HEMBB1001834, HEHBB10 
01850, HEMBB1001863, HEMBB1001868, HEHBB1001869, H 10 
EHBB1001874, HEMBB1001880, HEHBB1001899, HEMBB1001 
906, HEMBB 1 001910, HEMBB1001911, EEHBB1001921, HEM 
BB1001922, HEHBB1001930, HEMBB 100 1944, HEMBB100194 
5, HEMBB1001947, HEHBB1001952, HEMBB1001957, HEMBB 1 
001967, HEMBB1001983, HEMBB1001990, HEHBB1001996, 
HEMBB1002002, HEMBB1002005, HEMBB1002043, HEMBB 100 
2045, HEMBB1002049, HEMBB1002050, HEMBB1002068, HE 
MBB1002092, HEMBB1002139, HEMBB1002152, HEMBB10022 
18, HEMBB1002232, HEMBB1002249, HEMBB1002280, HEMB 
B1002300, HEMBB1002327, HEMBB1002329, HEMBB100235 20 

8, HEMBB1002359, HEMBB1002371, HEMBB1002381, HEMBB 
1002409, HEMBB1002415, HEMBB1002425, HEMBB1002453, 

HEMBB1002457, HEMBB1002458, HEMBB1002489, HEMBB10 
02492, HEMBB1002495,HEMBB1002502, HEMBB1002520, HE 
MBB1002522, HEMBB1002534, HEMBB1002545, HEMBB10025 
79, HEMBB1002582, HEMBB1002596, HEMBB1002603, HEMB 
B1002610, HEMBB1002613, HEMBB1002617, HEMBB100262 
3, HEMBB1002635, HEMBB1002677, HEMBB1002683, HEMBB 
1002684, HEMBB 1002697, HEMBB 1002699, HEMBBl 002702, 

MAMMA1000009. MAMMA1000019, MAMMA1000025. MAMMA10 30 
00043, MAMMA1000057, MAMMA1000069, MAMMA1000084, M 
AMMA1000092, 

[110 4] MAHMA1000103, MAMMA1000117, HAMMA10001 
39, MAMMA1000143, MAMMA1000155, MAMMA1000163. MAMM 
A1000171, MAMMA1000175, MAMMA1000198, MAMMA100022 
7, MAMMA1000241, MAMMA1000251, MAMMA1000254, MAMMA 
1000257, MAMMA1000264, MAMMA1000266, MAMMA1000270. 

MAMMA1000279, MAMMA1000287, MAMMA1000307, MAMMA10 
00309, MAMMA1000312, MAMMA1000313, MAMMA1000331, M 
AMMA1000339, MAMMA1000340, MAMHA1000348, MAMMA1000 40 
356, MAMMA1000360, MAMMA1000361, MAMMA1000372, HAM 
MA1000395. MAMMA1000414, MAMMA1000421, MAMMA100042 
2, MAMMA1000431,HAMMA1000444, HAMMA1000458, MAMMA 1 
000468, MAMMA1000490, MAMMA1000500, MAMMA1000522, 
MAMMA1000524, MAMMA1000559, MAMMA1 000567, MAMMA100 
0576, MAMMA1000583, MAMMA1000594, MAMMA1000605, MA 
MMA1000616. MAMHA1000623, MAMMA1000643. MAMMA10006 
64, MAMMA1000670, MAMMA1000696, MAMMA1000707, MAMM 
A1000720, MAMMA1000744, HAMMA1000746. MAMMA100075 
2, MAMMA1000760, MAMMA1000761, MAMMA1000775, MAMMA 50 



2002-191363 
2850 

1000776, MAMHA1000802, MAMMA1000831, MAMMA1000839, 
MAMMA1000843, MAMMA1000851, MAMMA1000855, MAMMA10 
00856, MAMMA1000863,HAMMA1000865, MAMMA1000867, MA 
MMA1000875, HAMMA1000876, MAMHA1000880, MAMMA10008 
83, HAMMA1000906, MAMMA1000908, MAMMA1000914, MAMM 
A1000921, MAMMA1000931, MAMMA1000940, MAMMA100094 

1, MAMMA1000957, MAMMA1000962, MAMMA1000968, MAMMA 
1000975, MAMMA1000979, HAMMA1000987, MAMMA1001003, 
MAMMA1 001021, MAMMA1001078, MAMMA1001082, MAMMA10 

01091, MAMMA1001110, MAMMA1001126, MAMMA1001143. M 
AMHA1001162, 

[110 5] MAMMA1001186, MAMHA1001191, MAMMA10012 

02, MAMMA1001206, MAMMA1001215, MAMMA1001220, MAMM 
A1001243, MAMMA1001244, MAMMA1001249, MAMMA100125 
2, HAMMA1001256, MAMMA1001268, MAMMA1001271, MAMMA 
1001274, MAMMA1001292, MAMMA1001296, MAMMA1001324, 

MAHMA1001341, MAMMA1001343, MAMMA1001397, MAMMA10 
01408, MAMMA1001419, MAMMA1001420, MAMMA1001442, M 
AMMA1001452, MAMMA1001465, MAMMA1001502, MAMMA1001 
510, MAMMA1001522, MAMMA1001547, MAMMA1001551, MAM 
MA1001575. HAMMA1001590, MAMMA1001600, MAMMA100160 
4, HAMMA1001606.MAMMA1001620, MAMMA1001630, MAMMA1 
001635, MAMMA1001649, MAMMA1001663, MAMMA1001670, 
MAMHA1001671, MAMMA1001683, MAMMA1 001686, MAMHA100 
1692, MAMMA1001711, MAMMA1001715, MAMMA1001744, MA 
MMA1001745, MAMMA1001757, MAMMA1001760, HAMMA10017 
64, MAMMA1001769, MAMMA1001783, MAMMA1001785, MAMM 
A1001788, MAMMA1001790, MAMMA1001806, MAMMA100181 
2, HAMMA1001815, MAMMA1001817, MAMMA1001818, MAMMA 
1001824, MAMHA1001848, MAMMA1001851, MAMMA1001854, 

MAMMA1001858, MAMMA1001864, HAMMA1001874, MAMMA10 
01878, MAMMA1001890.HAMMA1001907, MAMMA1001908, MA 
MMA1001931, MAMHA1001956, MAMMA1001969, MAMMA10019 
70, MAMMA1002011, MAMMA1002032, MAMMA1002033, MAMM 
A1002041, MAMMA1002042, MAMMA1002047, MAMMA100205 
6, HAMHA1002058. MAMMA1002068, MAMMA1002078, MAMMA 
1002082, MAHMA1002084, MAMMA1002093, MAMMA1002094, 

MAHMA1002118, MAMMA1002125, MAMMA1002132, MAMMA10 
02140, MAMMA1002145, MAMHA1002153, MAMHA1002155, M 
AMMA1002156, 

[110 6] HAMMA1002174, MAMMA1002209, MAMMA10022 
30. MAMMA1002243, MAMMA1002250, MAMMA1002269, MAMM 
A1002282, MAMMA1002292, MAMMA1002293, MAMMA100229 
4, MAMMA1002298, MAMMA1002299, MAMMA1002308, MAMMA 
1002310, MAMMA1002311, MAMMA1002312, MAMMA1002317, 

MAMMA1002319, MAMMA1002322, MAMMA1002333, MAMMA10 
02339, MAMMA1002352, MAMMA1002353, MAMMA1002355, M 
AMMA1002356, MAMMA1002359, MAMMA1002360, MAMMA1002 
362, MAMMA1002380, MAMMA1002384, MAMMA1002392, MAM 
HA1002411, MAMMA1002413, MAMMA1002417, MAMMA100243 
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4, MAMMA1002446,MAMMA1002454, HAMMA1002475, MAMMA 1 
002494. MAMMA1002545, MAMMA1002554, MAHMA1 002556, 
MAMMA1002566, MAMMA 1 00257 1, MAHMA1002585, MAMMA100 
2590, MAMMA1002597, MAMMA1002612, MAMMA1002618, HA 
MMA1002636. MAMMA1002646, MAMMA1002665, HAMHA10026 
73, MAMMA1002708, MAMMA1002711, MAMMA1002727, MAMM 
A1002728, MAMMA1002744, MAMMA1002748, MAMMA100275 

8. MAHMA1002764, MAMMA1002765, MAMMA1002775, MAMMA 
1002780, MAMMA1002782, MAMMA1002796, MAMMA1002807, 

MAMMA1002820, MAMMA1002830, MAMMA1002833, MAMMA10 10 
02838, MAMMA1002843.MAMMA1002868, MAMMA1002880, MA 
MMA1002886, MAMMA1002892, MAMMA1002895, MAMMA10029 

09, MAMMA1002941, MAMMA1002964, MAMMA1002973, MAIM 
A1002987, MAMHA1003003, MAMMA1003004, MAMMA100301 

5, MAMMA1003019, MAMMA1003026, MAMMA1003031, MAMMA 
1003039, MAMMA1003044, HAMMA1003049, MAMMA1003056, 

MAMMA1003066, MAMMA1003099, MAMMA1003104, MAMMA10 
03135, NT2RM1000018, NT2RM1000032, NT2RM1000059, N 
T2RM1000119, 

[110 7] NT2RM1000127, NT2RM1000242, NT2RM10002 20 
71. NT2RM1000272, NT2RM1000300, NT2RM1000314, NT2R 
M1000341, NT2RM1000365. NT2RM 1000399, NT2RM100066 
9, NT2RM1000672, NT2RM1000699, NT2RM1000741, NT2RM 
1000780, NT2RM1000781, NT2RM1000802, NT2RM1000829, 

NT2RM1000927, NT2RM1000962, NT2RM1000978, NT2RM10 
01043. NT2RM1001044, NT2RM1001066. NT2RM1001074, N 
T2RM1 001082, NT2RM1001085. NT2RM1001 105, NT2RM1001 
112, NT2RM2000006, NT2RM2000032, NT2RM2000042, NT2 
RM2000093, NT2RM2000192, NT2RM2000239, NT2RM200025 
0, NT2RM2000359,NT2RM2000374, NT2RH2000420, NT2RM2 30 
000540, NT2RM2000567, NT2RM2000569, NT2RM2000635, 
NT2RM2000636, NT2RM2000639, NT2RM2000649, NT2RM200 
0669, NT2RM2000795, NT2RM2000837, NT2RM2000952, NT 
2RM2000984, NT2RM2001004, NT2RM2001131, NT2RM20011 
41, NT2RM2001152, NT2RM2001177, NT2RM2001194, NT2R 
M2001243, NT2RM2001247, NT2RM2001291, NT2RM200130 

6, NT2RM2001312, NT2RM2001319, NT2RM2001360. NT2RM 
2001420, NT2RH2001504. NT2EM2001524. NT2RM2001544, 

NT2RM2001582, NT2RM2001588, NT2RM2001637, NT2RM20 
01641, NT2RM2001675,NT2RM2001681, NT2RM2001695, NT 40 
2RM2001696, NT2RM2001699, NT2RM2001706, NT2RM20017 
23, NT2RM2001727, NT2RM2001768, NT2RM2001784, NT2R 
M2001805, NT2RM2001840, NT2RM2001855, NT2RM200186 

7, NT2RM2001879, NT2RM2001903, NT2RM2001982, NT2RM 
2002178, NT2RM4000027, NT2RM4000061 , NT2RM4000086, 

NT2RM4000197, NT2RM4000199, NT2RM4000200, NT2RM40 
00210, NT2RM4000244, NT2RM4000251. NT2RM4000265, N 
T2RM4000324. 

I 1 1 0 8 J NT2RM4000327. NT2RM4000349, NT2RM40003 
95, NT2RM4000414, NT2RM4000425. NT2RM4000511, NT2R 50 
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M4000514, NT2RM4000532, NT2RM4000534, NT2RM400058 
5, NT2RM4000603, NT2RM4000689. NT2RM4000698, NT2RM 
4000717, NT2RM4000783, NT2RM4000787, NT2RM4000790, 

NT2RM4000796, NT2RM4000813, NT2RM4000833, NT2RM40 
00848, NT2RM4000852, NT2RM4000855, NT2RM4000887. N 
T2RM4000895, NT2RM4000950, NT2RM4000971, NT2RH4000 
979, NT2RM4001002, NT2RM4001151, NT2RM4001160, NT2 
RM4001187, NT2RM4001191. NT2RM4001204, NT2RM400125 
8, NT2RM4001309. NT2RH4001384, NT2RM4001410, NT2RM4 
001414, NT2RM4001437, NT2RM4001489, NT2RM4001522, 
NT2RM4001557, NT2RM4001565, NT2RM4001569, NT2RM400 
1594, NT2RM4001650, NT2RM4001662, NT2RM4001682, NT 
2RM4001710, NT2RM4001715, NT2RM4001746. NT2RM40017 
54, NT2RM4001836, NT2RM4001841, NT2RM4001842, NT2R 
M4001856, NT2RM4001905, NT2RM4001922, NT2RM400193 
8, NT2RM4001953, NT2RM4001965, NT2RM4001984, NT2RM 
4002018, NT2RM4002044. NT2RM4002128. NT2RM4002140, 

NT2RM4002256. NT2RM4002266. NT2RM4002281, NT2RM40 
02294, NT2RM4002301.NT2RM4002344. NT2RH4002373, NT 
2RM4002374, NT2R14002383, NT2RM4002390, NT2RM40023 
98. NT2RM4002420, NT2RM4002457, NT2RM4002504, NT2R 
M4002534, NT2RM4002567, NT2RM4002593, NT2RP100006 
3, NT2RP1000112, NT2RP1000124, NT2RP1000170, NT2RP 
1000243, NT2RP1000259, NT2RP1000324, NT2RP1000357, 

NT2RP1000409, NT2RP1000416, NT2RP1000581, NT2RP10 
00688, NT2RP1000695, NT2RP1000721, NT2RP1000730, N 
T2RP1000796, 

[110 9] NT2RP1000836, NT2RP1000846, NT2RP10008 
51, NT2RP1000916. NT2RP1000943, NT2RP1000944, NT2R 
P1000980, NT2RP1000988, NT2RP1001014, NT2RP100117 
3, NT2RP1001199, NT2RP1001248, NT2RP1001424, NT2RP 
1001432, NT2RP1001466, NT2RP1001475, NT2RP1001616, 

NT2RP2000001, NT2RP2000007, NT2RP2000027, NT2RP20 
00079, NT2RP2000088, NT2RP2000097, NT2RP2000098, N 
T2RP2000108, NT2RP2000198, NT2RP2000205, NT2RP2000 
208, NT2RP2000232, NT2RP2000233, NT2RP2000239, NT2 
RP2000274, NT2RP2000298, NT2RP2000327, NT2RP200032 
8, NT2RP2000337,NT2RP2000369, NT2RP2000412, NT2RP2 
000438, NT2RP2000498. NT2RP2000503, NT2RP2000510, 
NT2RP2000551, NT2RP2000603, NT2RP2000617, NT2RP200 
0634, NT2RP2000644, NT2RP2000656, NT2RP2000658, NT 
2RP2000678, NT2RP2000704, NT2RP2000715, NT2RP20007 
58, NT2RP2000819, NT2RP2000841, H2RP2000845, NT2R 
P2000863, NT2RP2000938, NT2RP2000970, NT2RP200098 
5, NT2RP2001036, NT2RP2001044, NT2RP2001056, . NT2RP 
2001065, NT2RP2001094, NT2RP2001119, NT2RP2001137, 

NT2RP2001149, NT2RP2001173, NT2RP2001196, NT2RP20 
01214, NT2RP2001218, NT2RP2001226. NT2RP2001312, NT 
2RP2001328, NT2RP2001347, NT2RP2001381, NT2RP20014 
27, NT2RP2001450, NT2RP2001467, NT2RP2001506, NT2R 
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P2001628, NT2RP2001675, NT2RP2001677, NT2RP200167 

8, NT2RP2001720, NT2RP2001721, NT2RP2001813, NT2RP 
2001861, NT2RP2001907, NT2RP2001936, NT2RP2001943, 

NT2RP2001946, NT2RP2001969, NT2RP2002032, NT2RP20 
02033, NT2RP2002041, NT2RP2002047, NT2RP2002056, N 
T2RP2002076, 

[1110] NT2RP2002154, NT2RP2002172, NT2RP20022 
19, NT2RP2002231, NT2RP2002235, NT2RP2002292, NT2R 
P2002316, NT2RP2002333, NT2RP2002373, NT2RP200242 

6, NT2RP2002439, NT2RP2002475, NT2RP2002498, NT2RP 10 
2002546, NT2RP2002549, NT2RP2002621, NT2RP2002672, 

NT2RP2002677, NT2RP2002706, NT2RP2002736, NT2RP20 
02752, NT2RP2002753, NT2RP2002755, NT2RP2002769, N 
T2RP2002800, NT2RP2002843, NT2RP2002891 , NT2RP2002 
954, NT2RP2002979, NT2RP2003034, NT2RP2003073, NT2 
RP2003099, NT2RP2003101, NT2RP2003108, NT2RP200311 

7, NT2RP2003161.NT2RP2003165, NT2RP2003194, NT2RP2 
003206, NT2RP2003237, NT2RP2003280, NT2RP2003293, 
NT2RP2003339, NT2RP2003367, NT2RP2003393, NT2RP200 
3445, NT2RP2003456, NT2RP2003511, NT2RP2003533, NT 20 
2RP2003559, NT2RP2003567, NT2RP2003581, NT2RP20036 

87, NT2RP2003691, NT2RP2003727, NT2RP2003751, NT2R 
P2003764, NT2RP2003769, NT2RP2003793, NT2RP200379 

9, NT2RP2003825, NT2RP2003885, NT2RP2003976, NT2RP 
2003984, NT2RP2003986, NT2RP2003988, NT2RP2004042, 

NT2RP2004081, NT2RP2004095, NT2RP2004124, NT2RP20 
04152, NT2RP2004165,NT2RP2004207, NT2RP2004226, NT 
2RP2004316, NT2RP2004321, NT2RP2004339, NT2RP20043 
47, NT2RP2004364, NT2RP2004365, NT2RP2004373, NT2R 
P2004399, NT2RP2004400, NT2RP2004412, NT2RP200446 30 
3, NT2RP2004490, NT2RP2004523, NT2RP2004551, NT2RP 
2004580, NT2RP2004594, NT2RP2004600, NT2RP2004602, 

NT2RP2004614, NT2RP2004664, NT2RP2004675, NT2RP20 
04709, NT2RP2004743, NT2RP2004767, NT2RP2004802, N 
T2RP2004841, 

[1111] NT2RP2004861, NT2RP2004897, NT2RP20049 
62, NT2RP2004982, NT2RP2004999, NT2RP2005000, NT2R 
P2005001, NT2RP2005018, NT2RP2005020, NT2RP200502 
2, NT2RP2005031, NT2RP2005147, NT2RP2005254, NT2RP 
2005287, NT2RP2005453, NT2RP2005454, NT2RP2005464, 40 

NT2RP2005472, NT2RP2005495, NT2RP2005501 , NT2RP20 
05540, NT2RP2005555. NT2RP2005600, NT2RP2005622, N 
T2RP2005637, NT2RP2005640, NT2RP2005645, NT2RP2005 
683, NT2RP2005690, NT2RP2005726, NT2RP2005732, NT2 
RP2005741, NT2RP2005748, NT2RP2005804, NT2RP200580 
6, NT2RP2005815,NT2RP2005853, NT2RP2005859, NT2RP2 
005868, NT2RP2005882, NT2RP2005886, NT2RP2005890, 
NT2RP2005901, NT2RP2005980, NT2RP2006023, NT2RP200 
6038, NT2RP2006052, NT2RP2006103, NT2RP2006106, NT 
2RP2006166, NT2RP2006186, NT2RP2006196, NT2RP20062 50 
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00, NT2RP2006237, NT2RP2006258, NT2RP2006321, NT2R 
P2006333, NT2RP2006334, NT2RP2006365, NT2RP200639 

3, NT2RP2006441, NT2RP2006454, NT2RP2006467, NT2RP 
2006472, NT2RP2006554, NT2RP3000002, NT2RP3000055, 

NT2RP3000072, NT2RP3000080, NT2RP3000142, NT2RP30 
00149, NT2RP3000197.NT2RP3000220, NT2RP3000235, NT 
2RP3000247, NT2RP3000251, NT2RP3000267, NT2RP30003 
12, NT2RP3000324, NT2RP3000348, NT2RP3000418, NT2R 
P3000449, NT2RP3000451, NT2RP3000456, NT2RP300048 

4, NT2RP3000526, NT2RP3000542, NT2RP3000561 , NT2RP 
3000584, NT2RP3000592, NT2RP3000599, NT2RP3000622, 

NT2RP3000628, NT2RP3000644, NT2RP3000661 , NT2RP30 
00665, NT2RP3000690, NT2RP3000736, NT2RP3000836, N 
T2RP3000841, 

[1112] NT2RP3000850, NT2RP3000859, NT2RP30008 
65, NT2RP3000901, NT2RP3000980, NT2RP3001004, NT2R 
P3001007, NT2RP3001109, NT2RP3001115, NT2RP300111 
6, NT2RP3001119, NT2RP3001133, NT2RP3001232, NT2RP 
3001236, NT2RP3001245, NT2RP3001274, NT2RP3001281, 

NT2RP3001297, NT2RP3001318, NT2RP3001325, NT2RP30 
01356, NT2RP3001374, NT2RP3001392, NT2RP3001396, N 
T2RP3001420, NT2RP3001432, NT2RP3001447, NT2RP3001 
449, NT2RP3001459, NT2RP3001607, NT2RP3001608, NT2 
RP3001621, NT2RP3001629, NT2RP3001676, NT2RP300167 
8, NT2RP3001698, NT2RP3001752, NT2RP3001777, NT2RP3 
001844, NT2RP3001896, NT2RP3001915, NT2RP3001929, 
NT2RP3002033, NT2RP3002063, NT2RP3002097, NT2RP300 
2099, NT2RP3002102, NT2RP3002142, NT2RP3002146, NT 
2RP3002147, NT2RP3002166, NT2RP3002173, NT2RP30021 
81, NT2RP3002244, NT2RP3002248, NT2RP3002255, NT2R 
P3002276, NT2RP3002304, NT2RP3002343, NT2RP300240 

2, NT2RP3002484, NT2RP3002512, NT2RP3002545, NT2RP 
3002566, NT2RP3002587, NT2RP3002590, NT2RP3002603, 

NT2RP3002659, NT2RP3002660, NT2RP3002713, NT2RP30 
02763, NT2RP3002799,NT2RP3002861, NT2RP3002877, NT 
2RP3002911, NT2RP3002955, NT2RP3003121, NT2RP30031 
39, NT2RP3003150, NT2RP3003155, NT2RP3003157, NT2R 
P3003204, NT2RP3003210, NT2RP3003264, NT2RP300334 
4, NT2RP3003346, NT2RP3003377, NT2RP3003403, NT2RP 
3003427, NT2RP3003433, NT2RP3003543, NT2RP3003552, 

NT2RP3003564, NT2RP3003572, NT2RP3003625, NT2RP30 
03656, NT2RP3003680, NT2RP3003686, NT2RP3003795, N 
T2RP3003805, 

[1113] NT2RP3003819. NT2RP3003833, NT2RP30038 
42, NT2RP3003870, NT2RP3003932, NT2RP3003989, NT2R 
P3004028, NT2RP3004041, NT2RP3004070, NT2RP300409 

3, NT2RP3004095, NT2RP3004145, NT2RP3004215, NT2RP 
3004246, NT2RP3004253, NT2RP3004332, NT2RP3004341, 

NT2RP3004349, NT2RP3004451, NT2RP3004466, NT2RP30 
04470, NT2RP3004539, NT2RP4000023, NT2RP4000035, N 
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T2RP4000049, NT2RP4000102, NT2RP4000150, NT2RP4000 
159, NT2RP4000167, NT2RP4000185, NT2RP4000218, NT2 
RP4000355, NT2RP4000360, NT2RP4000381 , NT2RP400042 
4, NT2RP4000448, NT2RP4000480, NT2RP4000515, NT2RP4 
000517, NT2RP4000519, NT2RP4000541, NT2RP4000638, 
NT2RP4000704, NT2RP4000728, NT2RP4000739, NT2RP400 
0955, NT2RP4000975. NT2RP4000984, NT2RP4001006, NT 
2RP4001100, NT2RP4001210, NT2RP4001343, NT2RP40013 
53, NT2RP4001442, NT2RP4001447, NT2RP4001502, NT2R 
P4001507, NT2RP4001524, NT2RP4001610, NT2RP400161 10 
4, NT2RP4001679, NT2RP4001828, NT2RP4001841, NT2RP 
4001901, NT2RP4001953, NT2RP4002071, NT2RP4002083, 

NT2RP4002298, NT2RP4002888, NT2RP5003492, NT2RP50 
03512, NT2RP5003524, 0VARC1O00008, 0VARC1000017, 0V 
ARC1000035, 0VARC1000058, 0VARC1000068, 0VARC10000 
92, 0VARC1000109, 0VARC1000113, 0VARC1000114, OVAR 
C1000145, 0VARC1000168, 0VARC1000198, 0VARC100021 
2, 0VARC1000240, OVARC1000302, 0VARC1000321, OVARC 
1000347, 0VARC1000384, 0VARC1000408, 0VARC1000411, 

0VARC1000414, 0VARC1000420, 0VARC1000440, 0VARC10 20 
00442, 0VARC1000443, 0VARC1000461, 0VARC1000466, 0 
VARC1000496, 

[1114] 0VARC1000533, 0VARC1000557, OVARC10005 
76, 0VARC1000578, 0VARC1000588, 0VARC1000605, OVAR 
C1000622, 0VARC1000640, OVARC 1000661, OVARC 100067 
8, 0VARC1000681, 0VARC1000703, 0VARC1000724, OVARC 
1000730, 0VARC1000781, 0VARC1000787, 0VARC1000802, 

0VARC1000883, 0VARC1000886, 0VARC1000891, 0VARC10 
00912, 0VARC1000960, 0VARC1000964, OVARC1000971, 0 
VARC1001000, 0VARC1001004, 0VARC1001010, OVARC1001 30 
Oil, 0VARC1001029, 0VARC1001032, 0VARC1001040, OVA 
RC1001044, 0VARC1001072, 0VARC1001074, 0VARC100111 

8, 0VARC1001161,0VARC1001162, 0VARC1001167, 0VARC1 
001169, 0VARC1001170, 0VARC1001173, 0VARC1001176, 
0VARC1001188, 0VARC1001240, 0VARC1001243, 0VARC100 
1261, 0VARC1001270, 0VARC1001296, 0VARC1001339, OV 
ARC1001341, 0VARC1001344, 0VARC1001357, 0VARC10013 
60, 0VARC1001369, 0VARC1001376, 0VARC1001399, OVAR 
C1001425, 0VARC1001442, 0VARC1001480, 0VARC100148 

9, 0VARC1001525, 0VARC1001600, 0VARC1001611, OVARC 40 
1001768, 0VARC1001791, 0VARC1001795, 0VARC1001802, 

0VARC1001813, 0VARC1001828, 0VARC1001846, 0VARC10 
01861, 0VARC1001873, 0VARC1001879, 0VARC1001880, OV 
ARC1001883, 0VARC1001916, 0VARC1001928, 0VARC10019 
50, 0VARC1002082, 0VARC1002107, 0VARC1002143, PLAC 
E1000005, PLACE1000048, PLACE1000078, PLACE100009 
4, PLACE1000214, PLACE1000236, PLACE1000246, PLACE 
1000292, PLACE1000308, PUCE1000332, PLACE1000347, 

PLACE1000374, PLACE1000380, PLACE1000435, PLACE10 
00444, PUCE1000453, PLACE1000564, PIACE1000599. P 50 
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UCE1000716, 

[1115] PLACE1000748, PLACE1000749, PLACE10007 
85, PLACE1000798, PLACE1000814, PLACE1000849, ?IAC 
E1000856, PLACE1000931, PLACE1001000, PLACE100100 

7, PLACE1001010, PLACE1001015, PLACE1001024, PLACE 
1001076, PLACE1001088, PLACE1001136, PLACE1001168, 

PLACE1001185, PLACE1001280, PLACE1001311, PLACE10 
01323, PLACE1001351, PUCE1001366, PLACE1001395, P 
LACE1001399, PLACE1001412, PLACE1001414, PLACE1001 
440, PLACE1001456, P1ACE1001484, PLACE1001503, PLA 
CE1001545, PLACE1001570, PLACE1001608, PLACE100163 

4, PLACE1001640.PIACE1001705, PLACE1001720, PLACE1 
001729, PLACE1001740, PLACE1001745, PLACE1001746, 
PLACE1001799, PLACE1001810, PLACE1001897, PLACE100 
1912, PLACE1001928, PLACE1002004, PLACE1002066, PL 
ACE1002072, PLACE1002115, PLACE1002157, PLACE10021 
63, PLACE1002170, PLACE1002227, PLACE1002256, PLAC 
E1002259,. PLACE1002319, PLACE1002342, PLACE1G0246 

5, PLACE1002477, PLACE1002514, PLACE1002529, PLACE 
1002537, PLACE1002578, PLACE1002625, PLACE1002768, 

PLACE1002772. PLACE1002815, PLACE1002839, PLACE10 
02853, PIACE1002941.PLACE1002962, PLACE1002968, PL 
ACE1002993, PLACE1002996, PLACE1003025, PLACE10030 
27, PLACE1003092, PLACE1003108, PLACE1003145, PLAC 
E1003200, PUCE1003205, PLACE1003249, PLACE100325 

6, PLACE1003342, PLACE1003343, PLACE1003361, PLACE 
1003373, PLACE1003375, PLACE1003383, PLACE1003454, 

PLACE1003478, PLACE1003516, PLACE1003528, PLACE10 
03566, PLACE1003584, PLACE1003592, PLACE1003593. P 
LACE1003618, 

[1116] PLACE1003638, PLACE1003711, PLACE10037 
62, PLACE1003784, PLACE1003795, PLACE1003864, PLAC 
E1003870, PLACE1003886, PLACE1003892, PLACE100390 
0, PLACE1003936, PLACE1004114, PLACE1004118, PLACE 
1004156, PLACE1004161, PLACE1004274, PLACE1004284, 

PLACE1004336, PLACE1004376, PLACE1004384, PLACE10 
04388, PLACE1004405, PLACE1004425, PLACE1004451, P 
LACE1004491, PUCE1004516, PLACE1004518, PIACE1004 
548, PLACE1004645, PLACE1004664, PLACE1004672, PLA 
CE1004681, PIACE1004686, PLACE1004691, PLACE100469 
3, PLACE1004716,PLACE1004722, PUCE1004736, PLACE1 
004740, PIACE1004815, PLACE1004824, PLACE1004836, 
PLACE1004838, PLACE1004885, PLACE1004900, PLACE100 
4913, PIACE1004934, PLACE1004979, PLACE1004982, PL 
ACE1004985, PLACE1005026, PLACE1005027, PLACE10050 
46, PUCE1005055. PLACE1005077, PLACE1005085, PLAC 
E1005101. PIACE1005108, PLACE1005111, PLACE100512 

8, PUCE1005146, PLACE1005181, PLACE1005232, PLACE 
1005261, PLACE1005266, PLACE1005277, PLACE1005308, 

PLACE1005335. PLACE1005374, PLACE1005409. PLACE10 
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05453, PLACE1005477.PLACE1005480, PIACE1005481, PL 
ACE1005550, PLACE1005554, PLACE1005574, PLACE10056 
03, PLACE1005639, PLACE1005730, PUCE1005755, PIAC 
E1005799, PLACE1005802, PLACE1005828, PLACE100585 
0, PUCE1005851, PLACE1005923, PUCE1005925, PLACE 
1005932, PLACE1005936, PLACE1005968, PLACE1005990, 
PLACE1006002, PLACE1006017, PLACE1006037, PLACE10 
06076, PLACE1006129, PUCE1006139, PLACE1006143, P 
LACE1006159, 

[1117] PLACE1006195, PLACE1006236, PLACE10062 10 
46, PLACE1006248, PLACE1006325. PLACE1006357, PLAC 
E1006360, PLACE1006371, PLACE1006382, PLACE100641 

2, PLACE1006414, PLACE1006445, PLACE1006470, PLACE 
1006521, PLACE1006598, PLACE1006617, PLACE1006640, 

PLACE1006673, PLACE1006704, PLACE1006760, PLACE10 
06779, PLACE1006782, PLACE1006792, PLACE1006795, P 
LACE1006805, PLACE1006815, PLACE1006867, PLACE1006 
883, PLACE1006932, PLACE1006961 , PUCE1006962, PIA 
CE1006966, PLACE1007021, PLACE1007045, PIACE100705 

3, PLACE1007068.PLACE1007097, PUCE1007112, PLACE1 20 
007178, PLACE1007218, PLACE1007238, PLACE1007242, 
PLACE1007301, PLACE1007342, PLACE1007367, PLACE100 
7402, PUCE1007450, PLACE1007452, PLACE1007454, PL 
ACE1007460, PLACE1007478, PLACE1007507, PLACE10075 

24, PLACE1007557, PLACE1007618, PLACE1007621, PLAC 
E1007677, PLACE1007690, PLACE1007725, PLACE100773 

0, PLACE1007737, PLACE1007743, PLACE1007746, PLACE 
1007807, PLACE1007810, PLACE1007843, PLACE1007846, 

PLACE1007858, PLACE1007866, PLACE1007990, PLACE10 
08002, PLACE1008045, PLACE1008095, PLACE1008122, PL 30 
ACE1008129, PIACE1008181, P1ACE1008209, PIACE10082 
31, PLACE1 008280, PLACE1008329, PLACE1008369, PLAC 
E1008392, PLACE1008401, PLACE1008405, PLACE100845 

5, PLACE1008457, PLACE1008488, PLACE1008524, PLACE 
1008584, PLACE1008621, PLACE1008625, PLACE1008626, 

PIACE1008629, PLACE1008630, PLACE1008748, PLACE10 
08757, PLACE1008798, PLACE1008851, PLACE1008854, P 
LACE1008867, 

[1118] PLACE1008887, PLACE1008902, PLACE10089 

25, PLACE1 008941, PLACE1008947, PUCE1009039, PUC 40 
E1009048, PLACE1009050, PUCE1009090, PLACE100909 

1, PLACE1009110, PLACE1009111, PLACE1009150, PLACE 
1009166, PLACE1009174, PLACE1009190, PLACE1009200, 

PLACE1009230, PLACE1009328, PLACE1009335, PLACE10 
09375, PLACE1009388, PLACE1009410, PIACE1009434, P 
LACE1009459, PLACE1009539, PLACE1009542, PLACE1009 
581, PUCE1009595, PLACE1009607, PUCE1009621, PLA 
CE1009637, PLACE1009665, PLACE1009794, PLACE100988 

6, PLACE1009888, PLACE1009921 f PLACE1009947, PLACE1 
009971, PLACE1009995, PLACE1010023, PLACE1010031, 50 
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PLACE1010069, PLACE1010076, PLACE1010102, PLACE101 
0106, PLACE1010202, PLACE1010270, PLACE1010274, PL 
ACE1010293, PLACE1010324, PLACE1010329, PLACE10103 
64, PLACE1010383, PLACE1010401, PLACE1010491, PLAC 
E1010492, PLACE1010562, PLACE1010616, PUCE101062 

4, PLACE1010629, PLACE1010630, PIACE1010714, PLACE 
1010786, PLACE1010800, PLACE1010802, PLACE1010856, 
PLACE1010857, PLACE1010877, PLACE1010900, PLACE10 
10916, PLACE1010925.PLACE1010944, PIACE1010947, PL 
ACE1010965, PLACE1011026, PLACE1011032, PLACE10110 
54, PUCE1011057, PLACE1011133, PLACE1011143, PLAC 
E1011165, PLACE1011273, PLACE1011291, PLACE101132 

5, PLACE1011452, PLACE1011465, PLACE1011472, PLACE 
1011503, PLACE1011520, PLACE1011563, PLACE1011567, 

PLACE1011643, PLACE1011649, PUCE1011650, PLACE10 
11675, PLACE1011682, PLACE1011719, PLACE1011725, P 
LACE1011729, 

[1119] PLACE1011874, PUCE1011875. PLACE10118 
91, PIACE1011982, PIACE2000003, PLACE2000006, PLAC 
E2000007, PLACE2000017, PLACE2000047, PLACE200005 
0, PLACE2000061. PLACE2000097, PLACE2000100, PLACE 
2000103, PLACE2000115, PUCE2000124, PLACE2000140, 

PLACE2000170, PLACE2000172, PLACE2000223, PLACE20 
00235, PLACE2000302, PLACE2000317, PLACE2000347, P 
LACE2000359, PLACE2000366, PLACE2000394, PLACE2000 
433, PLACE2000450, PIACE2000455, PLACE3000070, PU 
CE3000103, PLACE3000119, PLACE3000136, PLACE300014 

2, PLACE3000148,PLACE3000155, PLACE3000156, PLACE3 
000157, PLACE3000158, PUCE3000160, PIACE3000194, 
PLACE3000197, PLACE3000199, PLACE3000207, PLACE300 
0208, PLACE3000221, PUCE3000230, PLACE3000271, PL 
ACE3000276, PLACE3000304, PLACE3000310, PLACE30003 
20, PLACE3000322, PLACE3000331 , PLACE3000341, PLAC 
E3000352, PLACE3000353, PLACE3000362, PLACE300036 

3, PIACE3000365, PLACE3000388, PLACE3000401, PLACE 
3000402, PLACE3000405, PLACE3000425, PLACE3000475, 

PLACE4000089, PLACE4000093, PUCE4000106. PLACE40 
00131, PLACE4000147,PUCE4000222, PLACE4000252, PL 
ACE4000270, PLACE4000320, PLACE4000323, PLACE40003 
44, PUCE4000367, PLACE4000392, PLACE4000411, PLAC 
E4000445, PLACE4000465, PLACE4000521, PLACE400059 
0, PLACE4000612, PLACE4000638, PUCE4000670, THYRO 
1000026, THYR01000070, TKYR01000092, THYR01000107, 

THYR01000111, TSYR01000124, THYR01000186, THYR010 
00187, THYR01000199, THYR01000206, THYR01000241, T 
HYR01000253, 

[112 0] THYR01000270, THYR01000279, THYR010003 
20, THYR01000368, THYR01000381, THYR01000387, THYR 
01000452, THYR01000471, THYR01000484, THYR0100050 
2, THYR01000505, THYR01000558, THYR01000596, THYRO 
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1000625, THYR01000637, THYR01000676. THYR01000712, 

THYR01000715, THYR01000734, THYR01000777. THYR010 
00787. THYR01000793, THYR01000796. THYR01000805. T 
HYR01000815. THYR01000843, THYR01000855, THYR01000 
865, THYR01000895, THYR01000916, THYR01000952, THY 
R01000988, THYR01001031, THYR01001062, THYR0100113 
3, THYR01001142.THYR01001173, THYR01001213, THYR01 
001262, THYR01001321, THYR01001322, THYR01001363, 
THYR01001365, THYR01001403, THYR01001411, THYR0100 
1426, THYR01001434, THYR01001480, THYR01001487, TH 10 
YR01001559, THYR01001570, THYR01001584, THYR010015 
95, THYR01001602, THYR01001605, THYR01001637, THYR 
01001673, THYR01001706, THYR01001745, THYR0100174 
6, THYR010O1772. THYR01001793, THYR01001854, THYRO 
1001895, THYR01001907, VESEN1000122. Y79AA1000065, 

Y79M1000131, Y79AA1000202, Y79AA1000230, Y79AA10 
00355, Y79AA1000410.Y79AA1000480, Y79AA1OO0539, Y7 
9AA1000574, Y79AA1000774, Y79AA1000802, Y79AA10008 
05, Y79AA1000824, Y79AA1000827, Y79AA1000850, Y79A 
A1000969, Y79AA1OO1041, Y79AA1001061, Y79AA100106 20 
8. Y79AA1001077, Y79AA1001078, Y79AA1001145, Y79AA 
1001167, Y79AA100U85, Y79AA1001216, Y79AA1001228, 

Y79AA1001281, Y79AA1001511, Y79AA1001541, Y79AA10 
01555. Y79AA1001585, Y79AA1001665, Y79AA1001696, Y 
79AA1001781 , Y79AA1001805, Y79AA1002089. Y79AA10021 
15, Y79AA1002125, Y79AA1002220, Y79AA1002234, Y79A 
A1002298, Y79AA1002407, MAMMA1002215, HAMHA100272 
1, NT2RP2002070, 

[112 1] 
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h y-ft y hr- ^Definition, 
Pffi:tteEBS?iJWft$ (base):ffll^4(%), 
h y-fM y Yt— ^cOOrganism, 
h -7 7°h y hr-f WAccesion No. <r>Mz//XW^oX 

&*>\ tlHttO^. =-7WPfI^ 1 i 9 XX'fo^tzWi&tt. 

x\ -mzm^'\^^tm\m^M^(k\tsch\ii, s.f., 

Cish, W., Miller, W., Myers, E.W. & Lipman, D.J. 
(1990) "Basic local alignment search tool." J. Mo 
1. Biol. 215:403-410; Gish, W. & States, D.J. (199 
3) "Identification of protein coding regions by da 
tabase similarity search. "Nature Genet. 3:266-27 
2)o 

F-HEMBA1000005//DNAJ PROTEIN H0M0L0G MTJ1. //1 . 8e-8 
5:244:75//M0S MDSCULOS(M00SE).//Q61712 
F- HEMBA1 00001 2//PR0BABLE LEUCYL-TRNA SYNTHETASE (E 
C 6.1.1.4) (LEUCINE- -TRNA LIGASE) (LEURS).//7.6e-5 
7: 231 : 53//CAEN0RHABDITI S ELEGANS. //Q09996 
F-HEMBA1000020//TUBULIN BETA CHAIN. //1.0e-92: 143:8 
0//AJELL0MYCES CAPSDLATA (HIST0PLASMA CAPS0LATUM). 
//P41742 

F- HEMBA1 000030//CI RCUMSP0R0Z0I TE PROTEIN PRECURSOR 
(CS) . //0. 021 : 136: 33//PLASM0DI DM KN0WLESI (STRAI N 
NURI).//P04922 

F- HEMBA1000042//METALL0THI 0NEI N 10-11 (MT-10-II)./ 
/0.71:64:32//MYTILDS BULIS (BLUE MUSSEL) . //P80247 
F-HEMBA1000046//PR0TEIN Q300. //0. 92: 40: 37//MUS MUS 
CUIUS (MOUSE). //Q02722 

F-HEMBA1000050//COMPETENCE PROTEIN S. //0. 50: 28: 35/ 

/BACILLUS SUBTILIS.//P80355 

F-HEMBA1000076//ATP SYNTHASE E CHAIN. MITOCHONDRIA 

L (EC 3. 6. 1 . 34) . //0. 86: 41 : 41//H0M0 SAPIENS (HUMA 

N).//P56385 

F-HEMBA1000111 

F-BEMBA10001 29//UVSW PROTEIN (DAR PROTEIN).//0.02 
3: 68: 33//BACTERI0PHAGET4. //P20703 
F-HEMBA1000141//YSY6 PROTEIN. //0. 90: 29: 37//SACCHAR 
OMYCES CEREVISIAE (BAKER'S YEAST) . //P38374 
F-HEMBA1000150//I ! ! ! ALU SUBFAMILY SP WARNING ENTR 
Y 1 1 ! 1 11%. 4e- 16: 47: 70//H0M0 SAPIENS (HUMAN) . //P391 
93 

F-HEMBA1000156//IMMEDIATE-EARLY PROTEIN. 11%. le-07: 
143:28//HERPESVIRUS SAIMIRI (STRAIN 11).//Q01042 
F-HEMBA1000158//HYPOTHETICAL PROTEIN KIAA0192 (FRA 
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GHENT) . //7. 9e-ll: 129: 40//H0M0 SAPIENS (HUMAN) . //Q9 
3074 

F-HEMBA1000168//INSULIN RECEPTOR SUBSTRATE- 2 (IRS- 
2) (4PS).//0. 00055: 86: 36//MUS HUSCULUS (HOUSE).//? 
81122 

F-HEMBA1000180//VPU PROTEIN (U ORF PROTEIN). //0. 2 
2:73:28//CHIHPANZEE IMMUNODEFICIENCY VIRUS (SIV(CP 
Z)) (CIV).//P17286 

F-HEMBA1000185//RAS-1 PROTEIN. //5. le-10: 121: 29//NE 
UROSPORA CRASSA.//P22126 10 
F-HEMBA1000I93//PR0LI NE-RI CH PEPTIDE P-B.//0.0007 
8: 56: 41//H0M0 SAPIENS (HUMAN) . //P02814 
F-HEMBA1000201//PR0LINE-RICH PROTEIN MP-2 PRECURSO 
R. 110. 00061 : 49: 42//MUSHUSCULUS (MOUSE) . //P05142 
F-HEMBA1000213 

F- HEMBA1 0002 1 6//HYP0XI A- I NDUCI BLE FACTOR 1 ALPHA 
(HIF-1 ALPHA) (ARNT INTERACTING PROTEIN). //1.6e-5 
9: 115: 53//MUS MUSCULUS (MOUSE) . //Q61221 
F-HEMBA1000227//SUPPRESS0R PROTEIN SRP40. //0. 0005 
9: 135: 22//SACCHAR0MYCESCEREVI SI AE (BAKER' S YEAST) . 20 
//P32583 

F-HEMBA1000231//HYP0THETI CAL 60.7 KD PROTEIN C56F 
8.17C IN CHROMOSOME I . //0. 024: 60: 38//SCHIZ0SACCHAR 
OMYCES POMBE (FISSION YEAST) . //Ql 0264 
F-HEMBA1000243//LINE-1 REVERSE TRANSCRIPTASE HOHOL 
0G.//0. 0038: 125: 34//H0M0 SAPIENS (HUMAN) . //P08547 
F-HEMBA1000244//HYP0THETICAL 123.6 KD PROTEIN IN P 
0R2-C0X5B INTERGENIC REGION. //3. le- 17: 149: 36//SACC 
HAROMYCES CEREVISIAE (BAKER'S YEAST) . //P40480 
F-HEMBA1000251 30 
F-HEMBA1000264//PR0BABLE E5 PROTEIN. //l.0: 49: 36//H 
UMAN PAPILLOMAVIRUS TYPE 58.//P26552 
F-HEMBA1000280//SHORT NEUROTOXIN 1 (TOXIN C-6).// 
0. 98: 58: 31//NAJA NAJA KAOUTHIA (MONOCLED COBRA) (N 
AJA NAJA SIAMENSIS).//P14613 
F-HEMBA1000282//! ! ! ! ALU SUBFAMILY J WARNING ENTRY 

! ! ! !//0. 14: 26: 65//H0M0 SAPIENS (HUMAN) . //P39188 
F-HEMBA1000288 

F-HEMBA1000290//HYP0THETI CAL 14 KD PROTEIN IN TVRI 
-6 REPETITIVE REGI0N.//3.8e-06:98:39//H0M0 SAPIENS 40 
(HUMAN). //P10516 
F-HEMBA1000302 

F-HEMBA1 000303//HYP0THETI CAL 104.4 KD PROTEIN F54G 
8.4 IN CHROMOSOME III.//1.3e-05:69:42//CAEN0RHABDI 
TIS ELEGANS.//Q03601 

F-HEMBA1000304//! ! ! ! ALU SUBFAMILY SQ WARNING ENTR 
Y !! !!//0. 021:18: 83//H0M0 SAPIENS (HUMAN) . //P39194 
F-HEMBA1000307//MY0SIN HEAVY CHAIN. CLONE 203 (FRA 
GHENT) . 111. le-06: 235: 25//HYDRA ATTENUATA (HYDRA) 
(HYDRA VULGARIS) . //P39922 50 
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F-HEHBA1000327 

F-HEMBA1000333//SRP1 PROTEIN. III. 0: 159: 30//SCHIZ0S 
ACCHAROHYCES POMBE (FISSION YEAST) . //Ql 0193 
F-HEHBA1000338//! ! ! ! ALU SUBFAMILY SP WARNING ENTR 

Y !!!!//8.8e-26:36:83//H0M0 SAPIENS (HUMAN) . //P391 
93 

F-HEMBA1000351 

F-HEHBA1000355//BASIC PROUNE-RICH PEPTIDE P-E (IB 
-9) . //O. 99: 22: 50//H0M0SAPIENS (HUMAN) . //P0281 1 
F- HEHBA1 000356/ II HHEDI ATE- EARLY PROTEIN IE180.//0. 
1 1 : 82: 36//PSEUD0RABI ESVI RUS (STRAIN INDIANA- FUNKHA 
USER / BECKER) (PRV) . //P11675 
F-HEMBA1000357//! ! ! ! ALU SUBFAHILY SC WARNING ENTR 

Y ! ! ! !//2. le-35: 105: 74//H0M0 SAPIENS (HUHAN) . //P39 
192 

F-HEMBA1000366//HYP0THETI CAL TRANSCRIPTIONAL REGUL 
ATOR AF1627.//1.0:28:42//ARCHAE0GL0BUS FULGIDUS.// 
028646 

F-HEMBA1000369//PRESYNAPTIC DENSITY PROTEIN 95 (PS 
D-95) . //0. 013: 140: 26//H0M0 SAPIENS (HUMAN) . //P7835 
2 

F-HEMBA1000376//RETR0VI RUS- RELATED POL POLYPROTEIN 
[CONTAINS: REVERSE TRANSCRIPTASE (EC 2.7.7.49); E 
ND0PCLEASE].//6.8e-08:66:42//MUS MUSCULUS (MOUS 
E). //PI 1369 

F-HEHBA1000387//HYP0THETI CAL 63.2 KD PROTEIN C1F3. 
09 IN CHROMOSOHE I . //1. 5e-15: 177: 32//SCHI ZOSACCHAR 
OHYCES POHBE (nSSION YEAST). //Q10414 
F-HEMBA1000390//PARATHYH0SIN. 110. 0071: 61: 29//H0H0 
SAPIENS (HUHAN). //P20962 

F-HEMBA1000392//!!!! ALU SUBFAHILY SQ WARNING ENTR 

Y !!!!//2.1e-30:92:69//H0H0 SAPIENS (HUMAN) . //P391 
94 

F-HEMBA1000396//UNE-1 REVERSE TRANSCRIPTASE HOHOL 
0G.//3.9e-23:64:57//H0H0 SAPIENS (HUHAN) . //P08547 
F-HEHBA1000411 
F-HEHBA1000418 

F-HEMBA1000422//!!!! ALU SUBFAHILY J WARNING ENTRY 
! ! ! ! //8. 3e- 10: 90: 53//H0M0 SAPI ENS (HUMAN) . //P3918 

8 

F-HEMBA1000428//UNE-1 REVERSE TRANSCRIPTASE HOHOL 
0G.//3.1e-12:72:55//H0H0 SAPIENS (HUMAN) . //P08547 
F-HEHBA1000434 

F-HEMBA1000442//GENE 11 PROTEIN. //l.0: 28: 46//SPIR0 
PLASMA VIRUS SPV1-R8A2B.//P15902 
F-HEMBA1000456//26S PROTEASOME REGULATORY SUBUNIT 
MTS4 (19S REGULATORY CAP REGION OF 26S PROTEASE SU 
BUNIT 2) . //0. 077: 118: 28//SCH ZOSACCHAROHYCESPOHBE 
(FISSION YEAST). //P87048 

F-HEMBA1000459//HEHE-REGULATED EUKARYOTIC INITIATI 
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ON FACTOR EIF-2-ALPHAKINASE (EC 2.7.1.-) (HRI).// 
4.8e-62:102:78//0RYCT0IAGUS CUNICULUS (RABBIT). //P 
33279 

F-HEMBA1000460//LYSIS PROTEIN (E PROTEIN) (GPE).// 
1.0:24:50//BACTERI0PHAGE ALPHA- 3. //P3 1280 
F-HEHBA1000464 

F-HEMBA1000469//PIU PROTEIN. //I . 0: 27: 44//PSE0D0M0 
NAS AERUGINOSA. //P43502 

F-HEMBA1000488//ZINC FINGER PROTEIN 151 (MZ-1 PRO 
TEIN).//1. le-07: 90: 38//H0M0 SAPIENS (HUMAN) . //Ql 31 10 
05 

F-BEMBA1000490//PLECTIN. //0. 74: 254: 25//RATTUS NORV 
EGICUS (RAT).//P30427 

F-HEHBA1000491//RAS- RELATED PROTEIN M-RAS.//3.0e-l 
4: 100: 36//RATTUS NORVEGICUS (RAT) . //P97538 
F-HEMBA1000501//! ! ! ! ALU SUBFAMILY SQ WARNING ENTR 

Y ! !!!//1.5e-20: 81: 54//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-HEMBA1000504 

F-HEMBA1000505//NEUR0N-SPECIFIC Xll PROTEIN (FRAGM 20 
ENT) . //0. 00028: 128: 32//H0MO SAPIENS (HUMAN) . //Q024 
10 

F-HEMBA1000508//CHITIN SYNTHASE 3 (EC 2.4.1.16) (C 
HITIN-UDP ACETYL- GLUCOSAMI NYL TRANSFERASE 3).//0.6 
1:132:25//SACCHAR0MYCES CEREVISIAE (BAKER' SYEAST) . 
//P29465 
F-HEMBA1000518 

F-HEMBA1000519//I ! ! ! ALU SUBFAMILY SB WARNING ENTR 

Y ! !!!//1.8e-37: 68: 75//H0M0 SAPIENS (HUMAN) . //P391 

89 30 
F-HEMBA1000520//! ! ! ! ALU SUBFAMILY SC WARNING ENTR 

Y ! !!!//5.2e-09: 75: 49//H0M0 SAPIENS (HUMAN) . //P391 
92 

F-HEMBA1000523//TESTIS-SPECIFIC PROTEIN PBS13.//1. 
5e-35:257:36//MUS MUSCULUS (MOUSE) . //Q01755 
F-HEMBA1000531//HEAT SHOCK PROTEIN 70 B2.//1.6e-l 
4: 72: 44//AN0PHELES ALBIMANUS (NEW WORLD MALARIA MO 
SQUIT0).//P41827 

F-HEMBA1000534//! ! ! ! ALU SUBFAMILY SP WARNING ENTR 

Y ! !!!//9.7e-32: 96: 78//H0M0 SAPIENS (HUMAN) . //P391 40 
93 

F-HEMBA100O540//LANTIBI0TIC LACTICIN 481 PRECURSOR 
(LACTOCOCCIN DR) . III. 0: 12: 75//LACT0C0CCUS LACTIS 
(SUBSP. LACTIS) (STREPTOCOCCUS LACTIS). //P36499 
F-HEMBA1000542//SPERM MITOCHONDRIAL CAPSULE SELENO 
PROTEIN (MCS).//0.0089:79:31//MUS MUSCULUS (MOUS 
E).//P15265 

F-HEMBA1000545//LINE-1 REVERSE TRANSCRIPTASE HOMOL 
0G.//9.0e-83:256:66//H0M0 SAPIENS (HUMAN) . //P08547 
F-HEMBA1000555//TRANSLATI ON INITIATION FACTOR IF- 50 



M2 0 0 2- 1 9 1 3 6 3 
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2.//3.6e-06:252:22//SACCHAR0MYCES CEREVISIAE (BAKE 

R'S YEAST). //P39730 

F-HEMBA1000557 

F-HEMBA1000561//ZINC FINGER PROTEIN 81 (FRAGMENT). 
//9.1e-18:200:28//H0H0SAPIENS (HUMAN). //P51508 
F-HEMBA1000563 
F-HEHBA1000568 

F-HEMBA1000569//GPI -ANCHORED PROTEIN P137. //1.0e-4 
0: 137: 54//H0H0 SAPI ENS (HUMAN). //Q14444 
F-HEMBA1000575 
F-HEMBA1000588 

F-HEHBA1000591//! ! I ! ALU SUBFAMILY SQ WARNING ENTR 

Y !!!!//3. 1 e- 1 7 : 4 1 : 92//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-HEMBA1000592//CENTR0MERI C PROTEIN E (CENP-E PROT 
EIN) . //0. 18: 128: 23//H0M0 SAPIENS (HUMAN) . //Q02224 
F-HEMBA1000594//HYP0THETICAL 29.3 KD PROTEIN B028 
0.6 IN CHROMOSOME III.//0.93:24:54//CAEN0RHABDITIS 
ELEGANS.//P41997 

F-HEMBA1000604//! ! ! ! ALU SUBFAMILY J WARNING ENTRY 
! ! ! !//0. 00010: 49: 55//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-HEMBA1000608//HYP0THETI CAL PROTEIN KIAA0411 (FRA 
GHENT). //1.8e- 55: 179: 61//H0M0 SAPIENS (HUMAN). //04 
3295 

F-HEMBA1000622//! ! ! ! ALU SUBFAMILY J WARNING ENTRY 
l!!!//l.le-21:94:62//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F- HEMBA1 000636/ /SULFATED SURFACE GLYCOPROTEIN 185 
(SSG 185) . //0. 34: 73: 36//V0LV0X CARTERI . //P21997 
F-HEMBA1000637//BASIC PROUNE-RICH PEPTIDE IB-1.// 
0. 0057: 76: 38//H0M0 SAPIENS (HUMAN) . //P04281 
F-HEMBA1000655 

F-HEMBA1000657//ZINC FINGER PROTEIN GCSl.//1.5e-0 
7:66:37//SACCHAR0MYCESCEREVISIAE (BAKER'S YEAST)./ 
/P35197 

F-HEMBA1000662//METALLOTHIONEIN-II (MT-II) . //0. 79: 
33: 39//CRICETULUS GRISEUS (CHINESE HAMSTER) . //P027 
99 

F-HEMBA1000673//! ! ! ! ALU SUBFAMILY SP WARNING ENTR 

Y !!!! //3. le- 17: 86: 59//H0M0 SAPI ENS (HUMAN) . //P391 
93 

F-HEMBA1000682//RETR0VI RUS-RELATED POL POLYPROTEIN 
[CONTAINS: REVERSE TRANSCRIPTASE (EC 2.7.7.49); E 
NDONUCLEASE] . //3. Oe- 13: 45: 44//MUS MUSCULUS (MOUS 
E).//P11369 

F- HEMBA1 000686//HYP0THETI CAL 48.0 KD PROTEIN C1B3. 
08 IN CHROMOSOME I.//4.5e-07: 79:34//SCHIZ0SACCHAR0 
MYCES POMBE (FISSION YEAST). //0 13873 
F-HEMBA1000702 
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F-HEMBA1000705//PR0TEIN Q300. //0. 80: 25: 44//MUS MDS 
CULUS (HOUSE). //Q02722 

F-HEMBA1000719//MY0SIN IC HEAVY CHAIN. //0. 0026:11 
5:44//ACANTHAM0EBA CASTELLANII (AMOEBA) . //P10569 
F-HEMBA1000722 

F-HEMBA1000726//!!!! ALU SUBFAMILY SB2 WARNING ENT 
RY ! ! ! I//7. 4e-32: 83: 77//H0M0 SAPIENS (HUMAN) . //P39 
191 

F-HEMBA1000727//ZINC FINGER PROTEIN CTH2 (YTISll P 
ROTEIN).//0.73:26:46//SACCHAROMYCES CEREVISIAE (BA 10 
KER'S YEAST). //P47977 
F-HEMBA1000747 

F-HEMBA1000749//HYP0THETICAL PROTEIN H1484.//1.0: 
42: 35//HAEM0PHILUS INFLUENZAE. //P44211 
F-HEMBA1000752//RETR0VIRUS-RELATED ENV POLYPROTEI 
N. //I. Oe-08: 84: 39//H0M0SAPIENS (HUMAN) . //P10267 
F-HEMBA1000769 

F-HEMBA1000773//PAIRED BOX PROTEIN PAX-4.//1.0: 10 
7:33//H0M0 SAPIENS (HUMAN) . //043316 
F-HEMBA1000774//I ! ! ! ALU SUBFAMILY J WARNING ENTRY 20 
! ! I !//l. 3e-23: 92: 63//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-HEMBA1000791 

F- HEMBA1 0008 1 7//PR0LACTI N RECEPTOR PRECURSOR (PRL- 
R).//0.079:87:29//CERVUS ELAPHUS (RED DEER) . //Q282 
35 

F-HEMBA1000822 

F- HEMBA1000827//HYP0THETI CAL 8.4 KD PROTEIN. //0. 9 
8:48:39//VACCINIA VIRUS(STRAIN COPENHAGEN) . //P2054 
6 30 
F- HEMBA1 000843//HYP0THETI CAL 7.3 KD PROTEIN D1044. 
5 IN CHROMOSOME III . //0. 92: 46: 34//CAEN0RHABDITIS E 
LEGANS.//P41953 

F-HEMBA1O00851//H0ME0B0X PROTEIN GBX-2 (GASTRULATI 

ON AND BRAIN-SPECIFICHOMEOBOX PROTEIN 2). //0. 048: 3 

9:51//H0M0 SAPIENS (HUMAN) . //P52951 

F- HEMBA1 000852//ARYI5ULFATASE D PRECURSOR (EC 3.1. 

6.-) (ASD) .//A. Oe-24: 29: 100//H0M0 SAPIENS (HUMAN). 

//P51689 

F-HEMBA1000867 40 
F-HEMBA1000869//PR0BABLE E5 PROTEIN. //0. 99: 70: 27// 
HUMAN PAPILLOMAVIRUS TYPE 18.//P06792 
F-HEMBA1O0O87O//MYOT0XIN 3 PRECURSOR (CROTAMINE 
3).//0.79:43:32//CR0TALUS DURISSUS TERRIFICUS (SOU 
TH AMERICAN RATTLESNAKE) . //P24333 
F-HEMBA1000872//GAR2 PROTEIN. //0. 89: 70: 31//SCKZ0S 
ACCHAROMYCES POMBE (FISSION YEAST). //P4 1891 
F- HEMBA1 000876//DEFENSI N . //0. 89: 34: 38//ALL0MYRINA 
DICH0T0MA.//Q10745 

F-HEMBA1000908//DNA- BI NDI NG P52/P100 COMPLEX, 100 50 
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KD SUBUNIT (FRAGMENTS) . //0. 69: 43: 37//H0M0 SAPIENS 
(HUMAN). //P30808 

F-HEMBA1000910//MELAN0MA-ASS0CIATED ANTIGEN B3 (MA 
GE-B3 ANTIGEN). //5.1e-08: 44: 38//H0M0 SAPIENS (HUMA 
N).//015480 

F-HEMBA1000918//60S RIBOSOMAL PROTEIN L37-A (YL35) 
(FRAGMENT). //1. 0: 19: 52//SCHIZ0SACCHAR0MYCES POMBE 
(FISSION YEAST). //P22667 

F-HEMBA1000919//69 KD PARAFLAGELLAR ROD PROTEIN (6 

9 KD PFR PROTEIN) (PFR-A/PFR-B).//0.29:116:30//TRY 

PANOSOMA BRUCEI BRUCEI . //P22225 

F-HEHBA1000934 

F-HEMBA1000942//! !!! ALU SUBFAMILY J WARNING ENTRY 

! ! ! !//0. 85: 27: 59//H0M0 SAPIENS (HUMAN) . //P39188 
F-HEMBA1000943 

F-HEMBA1000946//ST0-2 PROTEIN. //0. 82: 82: 30//CAEN0R 
HABDITIS ELEGANS.//Q19958 

F-HEMBA1000960//!!!! ALU SUBFAMILY SC WARNING ENTR 

Y ! !!!//0. 0097: 29: 72//H0M0 SAPIENS (HUMAN) . //P3919 
2 

F- HEMBA1000968/ /METALLOTHI ONEI N 20-111 ISOFORMS A 
AND B (MT-20-IIIA ANDMT-20-IIIB).//0.047:45:37//MY 
TILUS EDUUS (BLUE MUSSEL) . //P80253 
F-HEMBA1000971//HYP0THETICAL BHLF1 PROTEIN. //O. 03 
8:172:31//EPSTEIN-BARRVIRUS (STRAIN B95- 8) (HUMAN 
HERPESVIRUS 4).//P03181 
F-HEMBA1000972 

F- HEMBA1 000974//HYP0THETI CAL PROTEIN MG441.//0.98: 
66:28//MYC0PLASMA GENITALIUM.//P47679 
F-HEMBA1000975//COLLAGEN ALPHA 2(VIII) CHAIN (ENDO 
THEUAL COLLAGEN) (FRAGMENT) . //0. 028: 57: 36//H0M0 S 
APIENS (HUMAN). //P25067 
F-HEMBA1000985 

F-HEMBA1 000986//SUBMANDI BULAR GLAND SECRETORY GLX- 
RICH PROTEIN CB PRECURSOR (GRP-CB) (CONTIGUOUS REP 
EAT POLYPEPTIDE) (CRP) . //0. 13: 91 : 34//RATTUSN0RVEGI 
CUS (RAT).//P08462 

F-HEMBA1000991//HYP0THETICAL 46.2 KD TRP-ASP REPEA 
TS CONTAINING PR0TEIND2013. 2 IN CHROMOSOME IL//5. 
6e-05:37:45//CAEN0RHABDITIS ELEGANS. //Q18964 
F-HEMBA1001007//HYP0THETICAL PROTEIN KIAA0179.//0. 
27: 72: 41//H0M0 SAPIENS (HUMAN) . //Q14684 
F-HEMBA1001008//I ! ! ! ALU SUBFAMILY SQ WARNING ENTR 

Y !!!!//2.4e-25:61:70//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-HEMBA1001 009//CUTI CLE COLLAGEN 34. //0. 044: 214: 29 
//CAENORHABDITIS ELEGANS. //P34687 
F-HEMBA1001017//SYNDECAN-3 PRECURSOR (N-SYNDECAN) 
(NEUROGLYCAN) . //5. Oe-85: 191: 84//RA1TUS NORVEGICUS 
(RAT).//P33671 
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F-HEMBA1001019 

F-HEMBA1001020//!!!! ALU SUBFAMILY J WARNING ENTRY 
! ! ! !//6. 7e-24: 49: 73//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-HEMBA1001022 

F-HEMBA1001024//LINE-1 REVERSE TRANSCRIPTASE HOMOL 
OG. 11%, Oe- 1 1 : 61 : 59//H0M0 SAPI ENS (HUMAN) . //P08547 
F-HEMBA1001026//HYP0THETICAL PROTEIN BB0073.//0.9 
4:63:34//B0RRELIA BURGDORFERI (LYME DISEASE SPIROC 
HETE).//051100 10 
F- HEHBA 1 00 1 04 3//I NVOLUCRI N . //O. 0036: 238: 25//SAGUIN 
US OEDIPUS (C0TT0N-T0PTAMARIN).//P24712 
F-HEMBA1001051//! ! ! ! ALU SUBFAMILY SB WARNING ENTR 

Y !!!! //3. 3e-32: 95: 75//H0M0 SAPIENS (HUMAN) . //P391 
89 

F-HEMBA1001052//CURR0MYCIN RESISTANCE PROTEIN. //I. 
0: 31: 38//STREPT0MYCESHYGR0SC0PI CUS. //P16961 
F-HEMBA1001059//N-A(^mACT0SAMINE-6-SULFATASE 
PRECURSOR (EC 3. 1.6. 4) (N- ACETYLGALACTOSAMI NE- 6 - SU 
LFATE SULFATASE) (GALACTOSE- 6- SULFATE SULFATASE) 20 
(GALNAC6S SULFATASE) (CHONDROI TI NSULFATASE) (CHOND 
ROITINASE) . //3. 2e- 132: 249: 94//H0M0 SAPIENS (HUMA 
N).//P34059 
F-HEMBA1001060 

F-HEMBA1001071//PR0C0LLAGEN ALPHA l(III) CHAIN PRE 
CURSOR. //8. 3e-23: 51 : 96//H0M0 SAPI ENS (HUMAN) . //P02 
461 

F-HEMBA1001077//AUT0IMMUNE REGULATOR (APECED PROTE 
IN) . //3. 4e-06: 37: 56//H0M0 SAPIENS (HUMAN) . //043918 
F-HEMBA1001080//INFECTED CELL PROTEIN ICP34.5 (NEU 30 
ROVI RULENCE FACTOR I CP34. 5) . //0. 0012: 70: 38//HERPES 
SIMPLEX VIRUS (TYPE 1 / STRAIN HGH-10) . //P37319 
F- HEMBA1 00 1 085//SERI NE/THREONI NE PROTEIN PHOSPHATA 
SE 5 (EC 3. 1. 3. 16) (PP5) (PROTEIN PHOSPHATASE T) 
(PPT) (FRAOIENT). //0. 00018: 76: 32//MUS MUSCULUS (MO 
USE).//Q60676 

F-HEMBA1001088//PINCH PROTEIN (PARTI CULARY INTERES 
TING NEW CYS-HIS PROTEIN). //3.5e-50: 176: 57//H0M0 S 
API ENS (HUMAN). //P48059 

F-HEMBA1001094 40 
F-HEMBA1001099//LIGHT-HARVESTING PROTEIN B800/850/ 
890, ALPHA- 2 CHAIN (EHA-ALPHA-2) (ANTENNA PIGMENT 
PROTEIN, ALPHA- 2 CHAIN) (FRAGMENT). //l.0: 15: 60//EC 
TOTHIORHODOSPIRA HALOPHILA. //P80101 
F-HEMBA1001109//!!!! ALU SUBFAMILY SB WARNING ENTR 

Y !!!!//6.7e-37:102:82//H0M0 SAPIENS (HUMAN) . //P39 
189 

F-HEMBA1001121//UNE-1 REVERSE TRANSCRIPTASE HOMOL 
OG. //0. 036: 49: 46//H0M0SAPIENS (HUMAN) . //P08547 
F-HEMBA1001122 50 



1$PI2 0 0 2-19 136 3 
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F-HEMBA1001123 

F~HEMBA1001133//HYP0THETICAL 9.4 KD PROTEIN (ORF 
2).//0.86:29:41//FEUNEIMMUN0DEnCIENCY VIRUS (ISO 
LATE SAN DIEGO) (FIV), AND FELINE IMMUNODEFICIENCY 
VIRUS (ISOLATE PETALUMA) (FIV).//P19033 
F-HEMBA1001137//ZINC FINGER PROTEIN 84 (ZINC FINGE 
R PROTEIN HPF2).//2.0e-22:103:52//H0M0 SAPIENS (HU 
MAN) . //P51523 

F-HEMBA1001 140//C0LLAGEN ALPHA 4 (IV) CHAIN PRECURS 
OR. //0. 032: 94: 36//H0M0SAPIENS (HUMAN) . //P53420 
F-HEMBA1001172 

F-HEMBA1001 1 74/ /ADP-RI BOSYLATI ON FACTOR- LIKE PROTE 
IN 5.//2.9e-78:179:79//RATTUS NORVEGICUS (RAT).//P 
51646 

F-HBIBA1001197//MAJ0R PRION PROTEIN PRECURSOR (PR 

P) (PRP27-30) (PRP33-35C) (FRAGMENT). //0. 051: 96: 32 

//CERCOCEBUS ATERRIMUS, AND MACACA SYLVANUS (BARBA 

RY APE) . //Q95145 

F-HEMBA1001208 

F-HEMBA1001213 

F-HEMBA1001226//PR0TEAS0ME COMPONENT C8 (EC 3.4.9 
9.46) (MACROPAIN SUBUNIT C8) (MULTI CATALYTIC ENDOP 
EPTIDASE COMPLEX SUBUNIT C8).//1.5e-08:24:91//H0M0 
SAPIENS (HUMAN). //P25788 

F- HEMBA1 001 235//FI BRONECTI N (FN) (FRAGMENT) . //0. 7 
6:50:38//0RYCT0LAGUS CUNICULUS (RABBIT) . //Q28749 
F-HEMBA1001247//SULFATED SURFACE GLYCOPROTEIN 185 
(SSG 185). //0. 00052: 16:81//V0LV0X CARTERI . //P21997 
F-HEMBA1001257//2-ARYLPR0PI0NYL-C0A EPIMERASE (EC 
5. -.-.-) . //1. 6e-68: 178: 77//RA1TUS NORVEGICUS (RA 
T).//P70473 

F-HEMBA1001265//MANNAN ENDO- 1 , 4-BETA-MANNOSI DASE A 
PRECURSOR (EC 3.2.1.78) (BETA- MANNANASE A) (1,4- 
BETA-D-MANNAN MANNANOHYDROLASE A) . //0. 67: 23: 60//PI 
ROMYCES SP.//P55296 

F-HEMBA1001281//HYP0THETICAL 8.9 KD PROTEIN YCF34 
(0RF76) . //0. 83: 48: 35//P0RPHYRA PURPUREA. //P51229 
F-HEMBA1001286//C0MPLEMENT DECAY- ACCELERATING FACT 
OR PRECURSOR. //1.3e-07: 185: 29//CAVI A PORCELLUS (GU 
INEA PIG).//Q60401 

F-HEMBA1001289//METAB0TR0PIC GLUTAMATE RECEPTOR 3 
PRECURSOR. //0. 00018: 159: 30//RA1TUS NORVEGICUS (RA 
T) . //P31422 
F-HEMBA1001294 

F-HEMBA1001299//! ! ! ! ALU SUBFAMILY SX WARNING ENTR 
Y ! ! ! !//5. 3e-07: 27: 77//H0M0 SAPIENS (HUMAN) . //P391 
95 

F-HEMBA1001302//45 KD CALCIUM- BINDING PROTEIN PREC 
URSOR (STROMAL CELL-DERIVED FACTOR 4) (SDF-4).//3. 
3e-61 : 150: 76//MUS MUSCULUS (MOUSE) . //Q61 112 
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F-HEMBA1001303 

F- HEHBA 1 00 1 3 1 0//HYP0THETI CAL PROTEIN RIAA0161.//2. 
7e-10: 170: 27//H0M0 SAPIENS (HUMAN) . //P50876 
F-HEHBA1001319 
F-HEMBA1001323 

F-HEMBA10O1326//HYP0THETI CAL 55.1 KD PROTEIN IN FA 
B1-PES4 INTERGENIC REGION. //I. le- 39: 144: 38//SACCHA 
ROMYCES CEREVISIAE (BAKER'S YEAST) . //P43601 
F-HEMBA1001327 

F-HEMBA1001330 10 
F- HEHBA 1 00 1 35 1 //VESI CLE- ASSOCI ATED MEMBRANE PROTEI 
N/SYNAPTOBREVIN BINDING PROTEIN (VAP-33).//1.9e-3 
7:155:46//APLYSIA CALIFORNICA (CALIFORNIA SEAHAR 
E) . //Q16943 

F-HEMBA1001361//RUBRED0XIN (RD) . //O. 95: 44: 29//ALCA 
LI GENES EUTR0PHUS.//P31912 

F-HEMBA1001375//AER0LYSIN REGULATORY PROTEIN. //0.0 
13:45:33//AER0M0NAS SOBRIA.//P09165 
F-HEMBA1001377//SPERM PROTAMINE P1.//1.0:22:40//PL 
ANIGALE MACULATA SINUALIS (COMMON PLANIGALE).//018 20 
746 

F-HHJBA1001383//TAT PROTEIN (TRANSACTIVATING REGUL 
ATORY PROTEI N).//0. 60: 37: 29//HUMAN I HMUNODEFI CI ENC 
Y VIRUS TYPE 1 (Z2/CDC-Z34 ISOLATE) (HIV-1) . //P125 
06 

F-HEMBA1001387//GTP-BINDING PROTEIN TC10.//6.6e-4 
3:83:92//H0M0 SAPIENS (HUMAN). //PI 7081 
F-HEMBA1001388//HYP0THETI CAL PROTEIN KIAA0136 (FRA 
GMENT) . //0. 00088: 46: 45//H0M0 SAPI ENS (HUMAN) . //Q14 
149 30 
F-BEMBA1001391 

F-HEMBA1001398//CL0ACIN (EC 3.1.-.-) (RIBONUCLEAS 
E) . //1. 0: 59: 37//ESCHERICHIA COLI . //P00645 
F-HEMBA1001405//SMALL PROLINE RICH PROTEIN II (SPR 
-II) (CLONE 930). //0. 25:41 :34//H0M0 SAPIENS (HUMA 
N).//P22531 

F- HEMBA100 1407//SALI VARY PROLINE-RICH PROTEIN PREC 
URSOR (CLONES CP3, CP4AND CPS) [CONTAINS: BASIC PE 
PTIDE IB-6; PEPTIDE P-H] . //4. Oe-09: 129: 40//H0M0 SA 
PIENS (HUMAN). //P04280 40 
F-HEMBA1001411//HYP0THETICAL 34.9 KD PROTEIN IN CY 
SJ-ENO INTERGENIC REGION (0313) . //0, 95: 88: 31//ESCH 
ERICHIA C0U.//P55140 

F-HEMBA1001413//S0X-12 PROTEIN (FRAGMENT). //0. 95: 4 
6:32//MUS MUSCULUS (MOUSE) . //Q04890 
F-HEMBA1001415//HIST0NE H5. //0. 43: 95: 29//GALLUS GA 
LLUS (CHICKEN).//P02259 

F- HEMBA1 00 1 432//LANTI BI OTI C NISIN A PRECURSOR. //O. 
77:46:32//LACT0C0CCUSLACTIS (SUBSP. LACTIS) (STREP 
TOCOCCUS LACTIS) . //P13068 50 



ftffl 2002-191363 
2870 

F-HEMBA1001433//UNE-1 REVERSE TRANSCRIPTASE HOMOL 
OG. //4. 8e-09: 132: 31//NYCTICEBUS COUCANG (SLOW LORI 
S).//P08548 

F-HEMBA1001435//!!!! ALU SUBFAMILY SB WARNING ENTR 

Y ! ! ! MIX. 2e-31: 84: 77//H0M0 SAPIENS (HUMAN) . //P391 
89 

F-HEMBA1001442 

F-HEMBA1001446//ANTI FREEZE PEPTIDE 4 PRECURSOR.// 
0.71:41:39//PSEUD0PLEUR0NECTA AMERICANUS (WINTER F 
L0UNDER).//P02734 

F-HEMBA1001450//PR0LINE-RICH PROTEIN US17.//0.13: 
127:27//SACCHAR0MYCESCEREVISIAE (BAKER'S YEAST).// 
Q12446 

F-HEMBA1001454//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.3 
4) (A6L).//0.57:38:47//HANSENULA WINGEI (YEAST).// 
P48882 

F-HEMBA1001455//CHEM0TAXIS PROTEIN CHEA (EC 2.7.3. 
-).//0.98: 124: 25//B0RREU A BURGDORFERI (LYME DI SEA 
SE SPIROCHETE). //Q44737 

F-HEMBA1001463//!!!! ALU SUBFAMILY SQ WARNING ENTR 

Y !!!! Ill, 8e-32: 62: 67//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-HEMBA1001476//NUCLE0P0RIN NUP159 (NUCLEAR PORE P 
ROTEIN NUP159).//6.8e-09:252:36//SACCHAR0MYCES CER 
EVISIAE (BAKER'S YEAST) . //P40477 
F-HEMBA1001478 

F-HEMBA1001497//!!!! ALU SUBFAMILY SQ WARNING ENTR 

Y ! !!!//1.2e- 33: 105: 72//H0M0 SAPIENS (HUMAN) . //P39 
194 

F-HEHBA1001510//!!!! ALU SUBFAMILY SB WARNING ENTR 

Y ! ! ! !//8. 3e-37: 54: 81//H0M0 SAPIENS (HUMAN) . //P391 
89 

F-HEMBA1001515//UNE-1 REVERSE TRANSCRIPTASE HOMOL 
0G.//2.0e-63:223:57//H0M0 SAPIENS (HUMAN) . //P08547 
F-HEMBA1001517 

F-HEMBA1001522//TR0P0MY0SIN ALPHA CHAIN, SMOOTH MU 
SCLE.//0.78:150:22//C0TURNIX COTURNIX JAPONICA (JA 
PANESE QUAIL). //P49437 

F-HEMRA1001526//PERI PLASMI C [FE] HYDROGENASE 1 (EC 
1. 18. 99. 1) . //I. 6e-06: 130: 29//CL0STRIDIUM PASTEURI 
ANUM.//P29166 

F-HEMBA1001533//PR0BABLE E5A PROTEIN. 110. 73: 35: 37/ 
/HUMAN PAPILLOMAS RUSTYPE 6A.//Q84296 
F-HEMBA1001557//HYP0THETICAL 17.1 KD PROTEIN IN PU 
R5 3'REGI0N.//1.5e-07:99:36//SACCHAR0MYCES CEREVIS 
IAE (BAKER'S YEAST) . //P38898 
F-HEMBA1001566//HYP0THETI CAL PROTEIN BB0692.//0.9 
1:27:44//B0RREUA BURGDORFERI (LYME DISEASE SPIROC 
HETE).//051635 

F-HEMBA1001569//SYNAPT0BREVIN 2 (VESICLE ASSOCIATE 
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D MEMBRANE PROTEIN 2) (VAMP-2) . //2. 2e-50: 110: 95//H0 
MO SAPIENS (HUMAN), AND BOS TAUROS (BOVINE). //P190 
65 

F-HEMBA1001570//!!!! ALU SUBFAMILY SX WARNING ENTR 
Y !!!!//3.3e-33:107:72//H0M0 SAPIENS (HUMAN) . //P39 
195 

F-HEMBA1001579//RING CANAL PROTEIN (KELCH PROTEI 
N).//L2e-14: 1 1 1 : 39//DR0S0PEI LA MELANOGASTER (FRUI 
T FLY).//Q04652 

F-HEMBA1001581 10 
F-HEMBA1001585 

F-HEMBA1001589//PR0BABLE UNA- BINDING PROTEIN (AGNO 
PROTEIN). //0. 98: 51: 33//HUMAN ADENOVIRUS TYPE 2.//P 
03263 

F-HEMBA1001595//SEPTIN 2 HOMOLOG (FRAGMENT). //3.0e 
- 124: 274: 85//H0M0 SAPIENS (HUMAN). //Q14141 
F-HEMBA1001608//RENAL SODI UM/DI CARBOXYLATE COTRANS 
PORTER (NA (+) /DI CARBOXYLATE COTRANSPORTER) . //0. 99: 
28:39//0RYCT0IAGUS CUNICULUS (RABBIT) . //Q28615 
F-HEMBA1001620//MY0-IN0SIT0L-1-PH0SPHATE SYNTHASE 20 
(EC 5.5.1. 4) (IPS) . Ilk. 3e-45: 222: 46//SPIR0DELA POL 
YRRHIZA.//P42803 

F-HEMBA1001635//FIBRILLARIN. 110. 10: 72: 38//CAEN0RHA 
BDITIS ELEGANS.//Q22053 

F-HEMBA1001636//PAIRED BOX PROTEIN PAX-8, ISOFORMS 
8C/8D. //0. 75: 38: 47//H0M0 SAPIENS (HUMAN). //Q09155 

F-HEMBA1001640//!!!! ALU SUBFAMILY J WARNING ENTRY 
! ! ! MIL 7e-06: 80: 41//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-HEMBA1001647//TRANSCRIPTI0N INITIATION FACTOR TF 30 
IID 135 KD SUBUNIT (TAFII-135) (TAFII135) (TAFII-1 
30) (TAFII130) . //0. 075: 165: 32//H0M0 SAPIENS(HUMA 
N).//000268 

F-HEMBA1001651//COLGIN-95. //6. 8e-05: 141: 24//H0M0 S 
API ENS (HUMAN). //Q08379 

F-HEMBA1001655//PR0LINE-RICH PROTEIN LAS17. HQ. 19: 
97:30//SACCHAR0MYCES CEREVISIAE (BAKER'S YEAST).// 
Q12446 

F- HEMBA1 00 1 658//TETRAHYDR0METHAN0PTERI N S-METHYLTR 
ANSFERASE 12 KD SUBUNIT (EC 2.1.1.86) (N5-METHYLTE 40 
TRAHYDROMETHANOPTERI N— COENZYME M METHYLTRANSFERAS 
E 12 KD SUBimT).//1.0:29:44//METHAN0MCTERIUM THE 
RMOAUTOTROPHI CUM (STRAI N MARBURG / DSM 2133). //Q507 
73 

F-HEMBA1001661//CELLUL0SE COMPLEMENTING PROTEIN.// 
0.35:87:33//ACET0BACTER XYUNUM (ACETOBACTER PASTE 
URIANUS).//P37697 

F-HEMBA1001672//CIRCUMSP0R0Z0ITE PROTEIN PRECURSOR 
(CS).//2.7e-10:216:35//PLASM0DIUM CYNOMOLGI (STRA 
IN BER0K).//P08672 50 
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F-HEMBA1001675//NODUUN 20 PRECURSOR (N-20).//0.9 
8:36:44//GLYCINE MAX (SOYBEAN) . //P08960 
F-HEMBA1001678//!!!! ALU SUBFAMILY SX WARNING ENTR 
Y I! !!//8.2e-13: 62: 64//H0M0 SAPIENS (HUMAN) . //P391 
95 

F-HEMBA1001681//HYP0THETICAL 41.5 KD PROTEIN IN P 
6.5-VP48 INTERGENIC REGION (P40) (0RF3) (0RF102)./ 
/1.0:51:39//0RGYIA PSEUDOTSUGATA MULTI CAPSI DPOLYHE 
DROSIS VIRUS (0PMNPV).//P24653 
F-HEMBA1001702//ATP SYNTHASE A CHAIN (EC 3.6.1.34) 
(PROTEIN 6).//0.017:54:37//TRYPAN0S0MA BRUCEI BRU 
CEI.//P24499 

F- HEMBA 1 00 1 709//HYP0THETI CAL 21.2 KD PROTEIN IN TO 
R2-MNN4 INTERGENIC REGION. //0. 59: 109: 35//SACCHAR0M 
YCES CEREVISIAE (BAKER'S YEAST) . //P36042 
F-HEMBA1001711 

F- HEHBA1 00 1 7 1 2//HYP0THETI CAL 6.9 KD PROTEIN IN 100 
KD PROTEIN REGION. //0. 54: 44: 34//HUMAN ADENOVIRUS 
TYPE 41.//P23690 

F-HEMBA1001714//ATPASE INHIBITOR, MITOCHONDRIAL PR 
ECURS0R.//1.2e-19:60:75//RATTUS NORVEGICUS (RAT)./ 
/Q03344 

F-HEMBA1001718//HYP0THETICAL PROTEIN UL63.//1.0:5 
4:37//HUMAN CYTOMEGALOVIRUS (STRAIN AD169) . //P1682 
0 

F- HEHBA 1001 723//HYP0THETI CAL 34.0 KD TRP-ASP REPEA 
TS CONTAINING PROTEI NIN SIS1-MRPL2 INTERGENIC REGI 
0N.//5.1e-26:90:53//SACCHAR0HYCES CEREVISIAE (BAKE 
R'S YEAST). //P41318 

F-HEMBA1001731//HYP0THETICAL 16.6 KD PROTEIN. //0. 7 
1:49:32//AVIAN INFECTIOUS BURSAL DISEASE VIRUS (ST 
RAIN 52/70) (IBDV).//P25221 
F-HEMBA1001734 

F-HEHBA1001744//SCY1 PROTEIN. 112. le-11: 182: 29//SAC 
CHAROMYCES CEREVISIAE (BAKER'S YEAST) . //P53009 
F-HEMBA1001745//HYP0THETICAL 11.6 KD PROTEIN IN NU 
T1-AR02 INTERGENIC REGION PRECURSOR. //l.0: 36: 38//S 
ACCHAROMYCES CEREVISIAE (BAKER'S YEAST). //P531 16 
F-HEMBA1001746//PR0TEIN-EXP0RT MEMBRANE PROTEIN SE 
CG HOMOLOG. 110. 94: 48: 35//MYC0BACTERIUM LEPRAE. //P3 
8388 

F-HEMBA1001761 

F-HEMBA1001781//ZINC FINGER PROTEIN 19 (ZINC FINGE 
R PROTEIN K0X12) (FRAGMENT) . //0. 028: 47: 40//H0M0 SA 
PI ENS (HUMAN). //P17023 

F-HEMBA1001784//HYPOTHETICAL 6.1 KD PROTEIN C03B1. 
10 IN CHROMOSOME X.//0. 00068: 32: 46//CAEN0RHABDITIS 
ELEGANS.//Q11116 

F- HEMBA1 001 791 //METALLOTHI ONEI N (MT) . III. 0: 34: 35// 
PLEURONECTES PLATESSA(PLAICE).//P07216 
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F-HEMBA1001800//ZINC FINGER PROTEIN MFG-1 (ZINC FI 
NGER PROTEI N 58) (FRAGMENT) . //1 . 5e- 14: 60: 48//MUS I 
USCULUS (MOUSE). //P16372 
F-HEMBA1001803 

F-HEMBA1001804//GLYCI NE-RI CH CELL WALL STRUCTURAL 
PROTEIN 1 PRECURSOR. 119. 3e- 17: 56: 57//0RYZA SATIVA 
(RICE).//P25074 

F-HEMBA1001808//PARANEOPLASTIC ENCEPHALOMYELITIS A 
NTIGEN HUD HOMOLOG (HU- ANTIGEN D) . //0. 75: 97: 31//RA 
TTUS NORVEGI CUS (RAT) . //009032 . 10 
F-HEMBA1001809//IMMEDIATE-EARLY PROTEIN IE180.//4. 
5e- 1 1 : 206: 36//PSEUD0RABI ES VIRUS (STRAIN INDIANA-F 
UNKHAUSER / BECKER) (PRV) . //P11675 
F-HEMBA1001815//60S RIBOSOMAL PROTEIN L37-B (YL27) 
(FRAGMENT). //0. 34: 30: 30//SCHIZ0SACCHAR0MYCES POMB 
E (FISSION YEAST). //P05733 
F-HEMBA1001819//ZINC FINGER PROTEIN 135.//2.6e-10 
2: 262: 66//H0M0 SAPIENS (HUMAN) . //P52742 ' 
F-HEMBA1001820 

F-HEMBA1001822//EPI DERMAL GROWTH FACTOR RECEPTOR S 20 
UBSTRATE SUBSTRATE 15(PR0TEIN EPS15).//1. 2e-18: 25 
1 : 33//MUS MUSCULUS (MOUSE) . //P42567 
F-HEMBA1001824//KERATIN, ULTRA HIGH-SULFUR MATRIX 
PROTEIN (UHS KERATIN). Ilk. 7e- 11: 124: 37//0VIS ARIES 

(SHEEP). //P26372 
F-HEMBA10G1835 

F-HEMBA1001844//! ! ! ! ALU SUBFAMILY SX WARNING ENTR 
Y ! !!!//4.3e- 14: 36: 63//H0M0 SAPIENS (HUMAN) . //P391 
95 

F-HEMBA1001847//ZINC FINGER PROTEIN 29 (ZFP-29).// 30 
2.7e-36:135:51//MUS MUSCULUS (MOUSE) . //Q07230 
F-HEMBA1001861 

F-HEMBA1001864//HEAT-STABLE ENTEROTOXIN A3/A4 PREC 
URSOR (STA3/STA4) (ST-IB) (ST-H) . //1 . 0: 31 : 38//ESCH 
ERICHIA C0LI.//P07965 

F-HEMBA1001866//UDP-GLUCOSE: GLYCOPROTEIN GLUCOSYLT 
RANSFERASE PRECURSOR (EC 2.4.1.-) (DUGT) . //9. 7e-4 
2 : 234 : 4 1 //DROSOPHI LA MELANOGASTER (FRUIT FLY).//QO 
9332 

F-HEMBA1001869//HYP0THETICAL 94.9 KD PROTEIN C22E1 40 
2. 11C IN CHROMOSOME I . //5. 3e-13: 65: 47//SCHIZ0SACCH 
AROMYCES POMBE (FISSION YEAST) . //Q 10362 
F-HEMBA1001888//HYP0THETICAL 11.4 KD PROTEIN (ORF 
1) . //0. 85: 62: 37//STREPT0MYCES FRADI AE. //P26800 
F- HEMBA 1001 896//DI METHYLGLYCI NE DEHYDROGENASE PREC 
URSOR (EC 1.5.99.2) (ME2GLYDH).//9.8e-20:250:29//R 
ATTUS NORVEGI CUS (RAT) . //Q63342 
F-HEMBA1001910//EUKARY0TIC TRANSLATION INITIATION 
FACTOR 4E (EIF-4E) (EIF4E) (MRNA CAP-BINDING PROTE 
IN) (EIF-4F 25 KD SUBUNIT). 7/0.94:44: 38//CAEN0RHAB 50 
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DITIS ELECANS. //061955 

F-HEMBA1001912//!!!! ALU SUBFAMILY J WARNING ENTRY 
I ! ! !//8. 7e-07: 53: 62//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-HEMBA1001913//GCN20 PROTEIN. //1.8e-21 : 68: 60//SAC 
CHAROMYCES CEREVI SI AE (BAKER'S YEAST) . //P43535 
F-HEMBA1001915//KLEE PROTEIN (KCRB3 PROTEI N).//0. 9 
4:64:21//ESCHERICHIA C0U.//Q52280 
F-HEMBA1001918 
F-HEHBA1001921 

F-HEMBA1001939//CHL0R0PLAST SOS RIBOSOMAL PROTEIN 
L24. III. 0: 47: 31//0D0NTELLA SINENSIS. //P49560 
F-HEMBA1001940//!!!! ALU SUBFAMILY J WARNING ENTRY 
! ! ! ! //0. 0017: 31 : 77//H0M0 SAPIENS (HUMAN) . //P39188 
F-HEMBA1001942//HIBERNATI ON- ASSOCIATED PLASMA PROT 
EIN HP-27 PRECURSOR (HIBERNATOR- SPECIFIC BLOOD CO 
MPLEX, 27 KD SUBUNIT).//1.0:77:28//TAMIAS ASIATICU 
S (CHIPMUNK).//Q06577 

F-HEMBA1001945//HYP0THETICAL 4.6 KD PROTEIN IN GP4 
7-AGT INTERGENIC REGION (ORF E).//1.0:35:37//BACTE 
RIOPHAGE T4.//P32269 

F-HEHBA1001950//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.3 

4) (A6L) . //0. 43: 18: 44//DR0S0PHILA YAKUBA (FRUIT FL 
Y).//P03933 

F-HEMBA1001960//HOMEOBOX PROTEIN H0X-C5 (H0X-3D) 
(CPU) . //0. 17: 12: 66//H0MO SAPIENS (HUMAN) . //Q00444 
F-HEMBA1001962//HYP0THETICAL 9.0 KD PROTEIN IN ADH 
4 5'REGI0N.//1.0:30:36//SACCHAR0MYCES CEREVISIAE 
(BAKER'S YEAST). //P53056 
F-HEMBA1001964 

F-HEMBA1001967//HYP0THETI CAL PROTEIN UL61.//0.027: 
111:36//HUMAN CYTOMEGALOVIRUS (STRAIN AD169).//P16 
818 

F-HEMBA1001979 

F-HEMBA1001987//HYP0THETI CAL 11.2 KD PROTEIN (0RF1 
17) . //1 . 0: 83: 32//0RGYI A PSEUDOTSUGATA MULTICAPSID 
POLYHEDROSIS VIRUS (OPMNPV) . //010356 
F-HEMBA1001991//NEUR0T0XIN 1 (TOXIN ATX-I).//0. 99: 
31:45//ANEM0NIA SULCATA (SNAKE-LOCKS SEA ANEMONE). 
//P01533 

F-HEMBA1002003//GLYCERALDEHYDE 3-PHOSPHATE DEHYDRO 
GENASE, TESTIS-SPECIFIC (EC 1.2.1.12) (GAPDH).//5. 
5e-07:109:32//MUS MUSCULUS (MOUSE) . //Q64467 
F-HEMBA1002008 

F-HEMBA1002018//EC PROTEIN HOMOLOG 2 (FRAGMENT) . // 
0. 83: 66: 33//ARABI DOPSI S THALIANA (MOUSE-EAR CRES 

5) . //Q42377 

F-HEHBA1002022//INSULIN. III. 0: 59: 32//SQUALUS ACANT 
BIAS (SPINY DOGFISH). //P12704 
F-HEMBA1002035//M0N0CYTIC LEUKEMIA ZINC FINGER PRO 
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TEI N. //8. 3e- 15: 64: 40//H0K0 SAPIENS (HUMAN) . //Q9279 
4 

F-HEMBA1002039//HYP0THET1 CAL PROLINE-RICH PROTEIN 
KIAA0269.//0.0070:70:40//H0M0 SAPIENS (HUMAN). //Q9 
2558 

F-HEMBA1002049//! ! ! ! ALU SUBFAMILY J WARNING ENTRY 
! ! ! ! //I . 5e-07: 37: 75//H0M0 SAPI ENS (HUMAN) . //P3918 

8 

F-HEMBA1002084 

F-HEMBA1002092//SPT23 PROTEIN. 110. 12: 208: 26//SACCH 10 
AROMYCES CEREVISIAE (BAKER'S YEAST) . //P35210 
F-HEMBA1002100 

F-HEMBA1002102//ANKYRIN. //1. 4e-12: 106: 35//MUS MUSC 
ULUS (MOUSE). //Q02357 

F-HEMBA1002113//EARLY NODULIN 20 PRECURSOR (N-20). 
//0.073:155:32//MEDICAG0 TRUNCATULA (BARREL MEDI 
0.//P93329 

F-HEMBA1002119//MALE SPECIFIC SPERM PROTEIN MST84D 

B.//0.85:22:36//DR0S0PHILA MELANOGASTER (FRUIT FL 

Y) . //Q01643 20 

F-HEMBA1002125//GAG POLYPROTEIN [CONTAINS: CORE PR 

OTEINS P15, P12, P30].//0.35:111:33//FELINE SARCOM 

A VIRUS (STRAIN SNYDER- THEILEN).//P03338 

F- HEMBA 1 002 1 39//HYP0THETI CAL 12.4 KD PROTEIN IN SE 

C17-QCR1 INTERGENIC REGION. //0. 88: 72: 25//SACCHAR0M 

YCES CEREVISIAE (BAKER'S YEAST) . //P38 192 

F-HEMBA1002144 

F-HEMBA1OO215O//THR0MBOM0DULIN (FETOMODUUN) (TM) 
(FRAGMENT) . //4 . 8e- 10: 65: 46//B0S TAURUS (BOVI NE) . // 
P06579 30 
F- HEMBA1 002 151 //A- AGGLUTI NI N ATTACHMENT SUBMIT PR 
ECURSOR. //0. 24: 146: 28//SACCHAR0MYCES CEREVISIAE (B 
AKER'S YEAST). //P32323 

F- HEMBA1 002 1 53//NADH- UBI QUI NONE OXIDOREDUCTASE CHA 
IN 4L (EC 1. 6. 5. 3) . //0. 93: 58: 25//APIS MELLIFERA (H 
0NEYBEE).//P34859 

F-HEMRA1002160//I ! ! ! ALU SUBFAMILY SP WARNING ENTR 

Y !!! !//5. le-21: 94: 65//H0M0 SAPIENS (HUMAN) . //P391 
93 

F-HEMBA1002161//MY0SIN HEAVY CHAIN, CARDIAC MUSCLE 40 
BETA I SOFORM. //1 . 4e- 51 : 180: 56//SUS SCROFA (PIG)./ 
/P79293 

F-HEMBA1002162//! ! ! ! ALU SUBFAMILY SP WARNING ENTR 

Y ! I ! !//4. le-40: 102: 75//H0M0 SAPIENS (HUMAN) . //P39 
193 

F-HEMBA1002166//!!!! ALU SUBFAMILY J WARNING ENTRY 
! ! ! MIL 8e-13: 133: 45//H0M0 SAPIENS (HUMAN) . //P391 
88 

F-HEMBA1002177//ZINC FINGER PROTEIN 142 (KIAA0236) 
(HA4654) . //0. 0014: 153: 26//H0M0 SAPI ENS (HUMAN) . // 50 
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P52746 

F-HEHBA1002185 

F-HEMBA1002189//!!!! ALU SUBFAMILY SQ WARNING ENTR 

Y !!!! //0. 86: 46: 45//H0M0 SAPIENS (HUMAN) . //P39194 

F-HEMBA1002191//MALE SPECIFIC SPERM PROTEIN MST84D 

C. //0. 037: 14: 57//DR0S0PHI LA MELANOGASTER (FRUIT FL 

Y).//Q01644 

F-HEMBA1002199 

F-HEMBA1002204 

F-HEMBA1002212//DUAL SPECIFICITY MITOGEN- ACTIVATED 
PROTEIN KINASE KINASEDS0R1 (EC 2.7.1.-) (DOWNSTRE 
AM OF RAF) (MAPKK).//3.2e-13:201:30//DR0S0PHILA ME 
LANOGASTER (FRUIT FLY) . //Q24324 
F-HEMBA1002215//TESTIN 2 (TES2) [CONTAINS: TESTIN 
1 (TESl)].//l.le-62:147:84//MUS MUSCULUS (MOUSE)./ 
/P47226 

F-HEMBA1002226//!!!! ALU SUBFAMILY J WARNING ENTRY 
! ! ! !//l. 6e-26: 168: 44//H0M0 SAPIENS (HUMAN) . //P391 
88 

F-HEMBA1002229//!!!! ALU SUBFAMILY SB1 WARNING ENT 
RY ! ! ! !//6. 8e-18: 68: 72//H0M0 SAPIENS (HUMAN) . //P39 
190 

F-HEMBA1002237//EAMZP30-47 PROTEIN (FRAGMENT) . //O. 
96: 21: 61//EIMERI A ACERVULINA. //P21959 
F-HEMBA1002241//METALLOTHI ONEI N (MT) . 110. 95: 25: 48/ 
/PARACENTROTUS LI VI DUS (COMMON SEA URCHIN). //P80367 
F-HEHBA1O02253//METALL0THI0NEIN-II (MT-II) . 110. 97: 
27:48//MES0CRICETUS AURATUS (GOLDEN HAMSTER). //PI 7 
808 

F-HEMBA1002257 

F-HEMBA1002265//MALE SPECIFIC SPERM PROTEIN MST84D 
C.//0.95:24:50//DR0S0PHILA MELANOGASTER (FRUIT FL 
Y) . //Q01644 

F-HEMBA1002267//NEUR0NAL PROTEIN 3.1 (P311 PROTEI 
N) . I/O. 94: 33: 33//GALLUSGALLUS (CHICKEN) . //Q90667 
F-HEMBA1002270 

F-HEMBA1002321//HYP0THETICAL IMMUNITY REGION PROTE 
IN 14. //O. 99: 22: 40//BACTERI0PHAGE PHI-105.//P10437 
F-HEMBA1002328 
F-HEMBA1002337 

F-HEMBA1002341//P53-BINDING PROTEIN 53BP2 (FRAGMEN 
T) . 113. 7e-55: 109: 96//MUS MUSCULUS (MOUSE) . //Q62415 
F-HEMBA1002348//PR0BABLE E5 PROTEIN. I/O. 43: 30: 50// 
HUMAN PAPILLOMAVIRUS TYPE 35.//P27226 
F-HEMBA1002349 

F-HEMBA1OO2363//CHR0M0S0ME ASSEMBLY PROTEIN XCAP- 
E.//5.7e-105:278:71//XEN0PUS LAEVIS (AFRICAN CLAWE 
D FR0G).//P50533 

F-HEMBA1002381//!!!! ALU SUBFAMILY J WARNING ENTRY 
! ! ! I//3. 3e-24: 69: 73//H0M0 SAPIENS (HUMAN) . //P3918 
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8 

F-HEMBA1002389//EARLY NODULIN 20 PRECURSOR (N-20). 
//0. 16: 110: 31//MEDICAG0 TRUNCATULA (BARREL MEDIC). 
//P93329 

F-HEMBA10024 1 7//TI GHT JUNCTION PROTEIN ZO-1 (TIGRT 
JUNCTION PROTEIN 1) . //2. 6e-51: 187: 56//MUS MUSCULU 
S (MOUSE) . //P39447 

F-HEMBA10024 19//PR0U NE-RI CH PEPTIDE P-B.//1.0: 18: 
61//H0M0 SAPIENS (HUMAN) . //P028 14 
F-HEMBA1002430//HYP0THETI CAL 12.3 KD PROTEIN IN GA 10 
P1-NAP1 INTERGENIC REGION. //0. 042: 41: 46//SACCHAR0M 
YCES CEREVISIAE (BAKER'S YEAST) . //P361 40 
F-HEMBA1002439//CHL0R0PLAST SOS RIBOSOMAL PROTEIN 
L27 (FRAGMENT). //0. 99: 47: 29//CALYPTR0SPHAERA SPHAE 
R0IDEA.//P41548 

F-HEMBA1002458//0VARIAN GRANULOSA CELL 13.0 KD PRO 
TEIN HGR74. //4. le-24: 109: 55//H0M0 SAPIENS (HUMAN). 
//Q00994 
F-HEMBA1002460 

F-HEMBA1002462//SAUVARY PROUNE-RICH PROTEIN II-l 20 

(FRAGMENT). //0. 00025: 80: 30//H0M0 SAPIENS (HUMAN). 
//P81489 

F-HEMBA1002469//PUTATIVE TUMOR SUPPRESSOR LUCA15. / 
/0. 0012: 110: 33//H0M0 SAPIENS (HUMAN) . //P52756 
F-HEMBA1002475//PR0U NE-RI CH PROTEIN MP-3 (FRAGHEN 
T) . //0. 37: 106: 33//MUSMUSCULUS (MOUSE) . //P05143 
F-HEMBA1002477//!!!! ALU SUBFAMILY SQ WARNING ENTR 

Y !!! !//3. 3e-34: 96: 71//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-HEMBA1002486 30 
F-HEMBA1002495//LIGHT-MEDIATED DEVELOPMENT PROTEIN 
DET1 V/2. 9e-31: 110: 39//ARABI DOPSI S THAU ANA (MOUS 
E-EAR CRESS). //P48732 

F-HEMBA1002498//SFT2 PROTEIN. //1. 0: 54: 35//SACCHAR0 
MYCES CEREVISIAE (BAKER'S YEAST) . //P381 66 
F-HEMBA1002503//IN! ALU SUBFAMILY J WARNING ENTRY 
!!!!//3.0e-06:49:63//H0M0 SAPIENS (HUMAN) . //P39 18 

8 

F-HEMBA1002508//! ! ! ! ALU SUBFAMILY SX WARNING ENTR 

Y ! !! !//1.6e-22: 169: 44//H0M0 SAPIENS (HUMAN) . //P39 40 
195 

F- HEMBA10025 13//HYP0THETI CAL 89.8 KD PROTEIN F41H1 
0.6 IN CHROMOSOME IV. //0. 00017: 79: 35//CAEN0RHABDIT 
IS ELEGANS. //Q20296 
F-HEMBA1002515 

F-HEMBA1002538//ATP SYNTHASE E CHAIN, MITOCHONDRIA 
L (EC 3.6.1.34).//1.0:53:37//SACCHAR0MYCES CEREVIS 
IAE (BAKER'S YEAST) . //P81449 
F-HEMBA1002542//M!! ALU SUBFAMILY J WARNING ENTRY 
! ! ! I//5. 7e-32: 96: 75//H0M0 SAPIENS (HUMAN) . //P3918 50 
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8 

F-HEMBA1002547//AGRIN PRECURSOR. 111. 5e-100: 218: 80/ 
/RATTUS NORVEGICUS (RAT) . //P25304 
F-HEMBA1002552//HEP27 PROTEIN (PROTEIN D).//9.5e-l 
2:29:82//H0M0 SAPIENS(HUMAN).//Q13268 
F-HEMBA1002555//C0LLAGEN ALPHA l(III) CHAIN. //2.4e 
-15:207:36//B0S TAURUS (BOVINE). //P04258 
F-HEMBA1002558//! ! ! ! ALU SUBFAMILY SP WARNING ENTR 

Y ! MI//1.0: 34: 50//H0M0 SAPIENS (HUMAN) . //P39 193 
F-HEMBA1002561//UNE-1 REVERSE TRANSCRIPTASE HOMOL 
0G.//1.5e-05:49:46//NYCTICEBUS COUCANG (SLOW LORI 
S).//P08548 

F-HEMBA1002569//SI NGLE- STRANDED DNA- BINDING PROTEI 
N P12.//0.97:60:33//BACTERI0PHAGE PRD1.//P17637 
F-HEMBA1002583 

F-HEMBA1002590//!!!! ALU SUBFAMILY J WARNING ENTRY 
!!!!//5.6e-15:54:55//H0M0 SAPIENS (HUMAN) . //P39 18 

8 

F-HEMBA1002592//HISTIDINE-RICH PROTEIN. //0. 99: 39: 2 
8//PLASM0DIUM FALCIPARUM (ISOLATE FCM17 / SENEGA 
L).//P14586 

F-HEMBA1002609//SSM4 PROTEIN. III. 9e-12: 135: 29//SAC 
CHAROMYCES CEREVISIAE (BAKER'S YEAST) . //P40318 
F-HEMBA1002621//CYT0CHR0ME B6-F COMPLEX 3. 5 KD SUB 
UNIT (CYTOCHROME B6-FC0MPLEX SUBUNIT 6). //1. 0:20:5 
5//ZEA MAYS (MAIZE). //P19445 
F-HEMBA1002624//EXTENSIN PRECURSOR (CELL WALL HYDR 
OXYPROU NE-RI CH GLYCOPROTEIN) . 110. 0035: 124: 33//NIC 
OTIANA TABACUM (COMMON TOBACCO) . //PI 3983 
F-HEHBA1002628 

F-HEMBA1002629//IMMEDIATE-EARLY PROTEIN IE180.//0. 
84:80:36//PSEUD0RABIESVIRUS (STRAIN KAPLAN) (PRV). 
//P33479 

F-HEMBA1002645//!!!! ALU SUBFAMILY SP WARNING ENTR 

Y !!!!//1.8e-16:57:68//H0M0 SAPIENS (HUMAN) . //P391 
93 

F-HEHBA1002651 

F-HEMBA1002659//CUTI CLE COLLAGEN 2. 110. 0077: 77: 38/ 
/CAENORHABDITIS ELEGANS. //PI 7656 
F-HEHBA1002661//LINE-1 REVERSE TRANSCRIPTASE HOMOL 
0G.//2.3e-89:116:72//H0M0 SAPIENS (HUMAN) . //P08547 
F-HEMBA1002666//BETA CRYSTALLIN A4.//0. 18:58: 44//G 
ALLUS GALLUS (CHICKEN). //P49152 
F-HEMBA1002678 

F-HEMBA1002679//GLUTAMIC ACID-RICH PROTEIN PRECURS 
0R.//5.7e-06:219:27//PLASM0DIUM FALCIPARUM (ISOIAT 
E FC27 / PAPUA NEW GUINEA). //PI 38 16 
F-HEMBA1002688//SPIDR0IN 2 (DRAGLINE SILK FIBROIN 
2) (FRAGMENT). III. le-07: 198: 32//NEPHLA CLAVIPES 
(ORB SPIDER). //P46804 
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F-HEHBA1002696//COLLACEN ALPHA 1(VII) CHAIN PRECUR 
SOR (LONG-CHAIN COLLACEN) (LC COLLAGEN) . //0. 16: 15 
8:33//H0M0 SAPIENS (HUMAN) . //Q02388 
F-HEHBA1002703//HYP0THETICAL BHLF1 PROTEIN. //0. 78: 
147:29//EPSTEIN-BARR VIRUS (STRAIN B95-8) (HUMAN H 
ERPESVIRUS 4).//P03181 

F-HEMBA1002712//11.2 KD PROTEIN (ORF 103) . //0. 029: 
75:34//BACTERI0PHACE PF1.//P25133 
F-HEMBA1002716//50S RIBOSOMAL PROTEIN L28.//1.0:4 
4:27//BACILLUS SUBTILIS.//P37807 10 
F-HEMBA1002728//!!!! ALU SUBFAMILY SX WARNING ENTR 
Y !lll//5.4e-18:56:75//H0M0 SAPIENS (HUMAN) . //P391 
95 

F-HEMBA1002730//HYP0THETI CAL PROTEIN MJ0316. //O. 09 
7:84: 35//METHAN0C0CCUSJANNASCHI I . //Q57764 
F-HEMBA1002742//AP0LIP0PR0TEIN C-III PRECURSOR (AP 
O-CIII) . //O. 97: 26: 50//S0S SCROFA (PIG).//P27917 
F-HEHBA1002746//CALPH0TIN. //0. 35: 65: 35//DR0S0PHILA 
MELANOGASTER (FRUIT FLY) . //Q02910 
F-HEMBA1002748//PLATELET GLYCOPROTEIN IB BETA CHAI 20 
N PRECURSOR (CP-IB BETA) (GPIBB) . //1 . 0: 74: 32//MUS 
MUSCULUS (HOUSE). //P56400 

F-HEMBA1002750//!!!! ALU SUBFAMILY J WARNING ENTRY 
! ! ! !//7. Oe-15: 49: 75//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-HEMBA1002768//HYP0THETICAL 72.2 KD PROTEIN C12C 
2.05C IN CHROMOSOME 1 1 . //0. 00036: 197: 26//SCB1Z0SAC 
CHAROMYCES POMBE (FISSION YEAST) . //Q09746 
F-HEMBA1002770//UTEROGLOBIN PRECURSOR (BLASTORINI 
N).//O.23:88:27//0RYCT0LACUS CMCULUS (RABBIT).// 30 
P02779 

F-HEMBA10O2777//H0ME0B0X PROTEIN H0X-A4 (HOX-1.4) 
(MH-3).//0.00018:67:43//MUS MUSCULUS (MOUSE) . //P06 
798 

F-HEMBA1002779//HYP0THETICAL 17.6 KD PROTEIN IN NP 
R1-RPS3 INTERGENIC REGION. //0. 70: 30: 53//SACCBM0MY 
CES CEREVISIAE (BAKER'S YEAST) . //P53880 
F-HEMBA1002780//0LFACT0RY RECEPTOR 3 (K10) (FRAGME 
NT) . //I . 0: 31 : 45//MUS MUSCULUS (MOUSE) . //Q60879 
F-HEMBA1002794//HMG-Y RELATED PROTEIN B (SB16B PRO 40 
TEIN) (FRAGMENT). //0. 0044: 66: 37//GLYCINE MAX (SOYB 
EAN).//Q10370 
F-HEMBA1002801 

F-HEMBA1002810//HYP0THETICAL 25.9 KD PROTEIN AH6.3 
IN CHROMOSOME II.//0.0033: 116:31//CAEN0RHABDITIS 
ELEGANS. //Q09202 

F-HEMBA1002816//HYP0THETICAL 47.1 KD PROTEIN C9G1. 
13C IN CHROMOSOME I.//1. Oe-17: 68: 48//SCHIZ0SACCHAE 
OMYCES POMBE (FISSION YEAST) . //014308 
F-HEMBA1002818//FIBULIN-2 PRECURSOR. III. le-27: 92: 4 50 
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4//HUS MUSCULUS (HOUSE) .7/P37889 
F-HEMBA1002826//DNA-BI NDI NG PROTEIN 65 (PROTEIN GP 
65) . //O. 28: 46: 34//BACTERI OPHAGE T4. //P16012 
F-HEMBA1002833 

F-HEMBA1002850//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.3 

4) (A6L). //l.0: 27: 37//METR1DIUM SENILE (BROWN SEA 
ANEMONE) (FRILLED SEA ANEMONE). //047493 
F-HEMBA1002863//PH0T0SYSTEM I REACTION CENTRE SUBU 
NIT IV (PHOTOSYSTEM 18.1 KD PROTEIN) (P30 PROTEIN) 

(PSI-E).//O.84:37:43//SYNECH0CYSTIS SP. (STRAIN P 
CC 6803).//P12975 

F-HEMBA1002876//0CTAPEPTI DE- REPEAT PROTEIN T2.//0. 
74: 58: 34//MUS MUSCULUS (MOUSE). //Q06666 
F-HEMBA1002886 

F-HEMBA1OO2896//H0ME0BOX PROTEIN H0X-B3 (H0X-2G) 
(HOX-2. 7) . //4. 7e-05: 84: 35//H0M0 SAPI ENS (HUMAN) . // 
P14651 

F-HEMBA1002921//TAT PROTEIN (TRANSACTIVATING REGUL 
ATORY PROTEIN). I/O. 21: 42: 42//HUMAN I MHUNODEFI CI ENC 

Y VIRUS TYPE 1 (RF/HAT ISOLATE) (HIV-1) . //P05908 
F-HEMBA1002924//EC PROTEIN HOMOLOG 2 (FRAGMENT).// 
0. 85: 75 : 22//ARAB1 DOPSI S THAU ANA (MOUSE-EAR CRES 

5) .//Q42377 

F-HEMBA1002934//!!!! ALU SUBFAMILY J WARNING ENTRY 
! ! ! I//3. 4e-31: 92: 72//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-HEMBA1002935//GASTRULA ZINC FINGER PROTEIN XLCGF 
58.1 (FRAGMENT). //7.7e-06: 187: 29//XEN0PUS LAEVIS 
(AFRICAN CLAWED FROG) . //P18730 
F-HEMBA1002937//SUPPRESS0R PROTEIN SRP40. //O. 0003 
1:150:24//SACCHAR0MYCESCEREVISIAE (BAKER'S YEAST). 
//P32583 

F-HEMBA1002939//ANKYRIN R (ANKYRINS 2.1 AND 2.2) 
(ERYTHROCYTE ANKYRIN).//5.2e-25:225:33//H0M0 SAPIE 
NS (HUMAN) . //P16157 
F-HEMBA1002944 

F-HEMBA1002951//TRICH0HYALIN. //0. 0011: 220: 24//H0M0 
SAPIENS (HUMAN). //Q07283 

F-HEMBA1002954//PR0BABLE E8 PROTEIN. //0. 98: 49: 32// 
BOVINE PAPILLOMAVIRUSTYPE 4.//P08352 
F-HEMBA1002968//ACCESS0RY GLAND PEPTIDE PRECURSOR 
(PARAGONIAL PEPTIDE B).//0.93:41:34//DR0S0PHILA SE 
CHELUA (FRUIT FLY) . //018417 
F-HEMBA1002970//IIII ALU SUBFAMILY SP WARNING ENTR 

Y ! I ! I//0. 00010: 35: 62//H0I0 SAPIENS (HUMAN) . //P391 
93 

F-HEMBA1002971//INSULIN. 0: 31: 35//HYDR0LAGUS CO 
LLIEI (SPOTTED RATFISH) (PACIFIC RATFISH), AND CHI 
MAERA MONSTROSA (RABBIT nSH).//P09536 
F-HEMBA1002973//CAMP-DEPENDENT 3', 5' -CYCLIC PHOSPH 
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ODIESTERASE 4B (EC 3. 1. 4. 17) (DPDE4) . 113. Oe-29: 63: 
100//RATTUS NORVEGICUS (RAT) . //PI 4646 
F-HEMBA1002997//HYP0THETICAL 106.5 RD PROTEIN IN C 
TT1 -PRP31 I NTERGENI C RECI ON. //I . Oe-08: 21 1 : 28//SACC 
SAROMYCES CEREVISIAE (BAKER'S YEAST) . //P53253 
F-HEMBA1002999//SUPPRESS0R PROTEIN SRP40. //0. 026: 1 
75: 23//SACCHAR0MYCES CEREVISIAE (RAKER'S YEAST).// 
P32583 

F-HEMBA1003021//! ! ! ! ALU SUBFAMILY SQ WARNING ENTR 

Y ! ! ! !//l. 3e-36: 102: 70//H0M0 SAPIENS (HUMAN) . //P39 10 
194 

F-HEMBA1003033//HYP0THETICAL 23.1 KD PROTEIN CY27 
7. 20C. //0. 029: 75: 29/ /MYCOBACTERI UM TUBERCULOSIS. // 
P71779 

F-HEMBA1003034//! ! ! ! ALU SUBFAMILY SC WARNING ENTR 

Y !!!!//6.3e-23:144:46//H0M0 SAPIENS (HUMAN) . //P39 
192 

F-HEMBA1003035//HYP0THETICAL 13.3 KD PROTEIN IN AR 
OD-COMER INTERGENIC REGION. //0. 99: 55: 30//BACILLUS 
SUBTIUS.//P54457 20 
F-HEMBA1003037//DNA-BINDING PROTEIN INHIBITOR ID- 
4. //0. 17: 42: 40//H0M0 SAPI ENS (HUMAN) . //P47928 
F- HEBBA1 00304 1 //DNA- BI NDI NG P52/P100 COMPLEX, 100 
KD SUBUNIT (FRAGMENTS). //0. 69: 28: 46//H0M0 SAPIENS 
(HUMAN). //P30808 

F- HEMBA1 003046//MI TOCHONDRI AL PROCESSING PROTEASE 
BETA SUBUNIT PRECURSOR(EC 3.4.24.64) (BETA-MPP) (P 
-52) . //7. 9e- 124: 253: 96//H0M0 SAPIENS (HUMAN) . //075 
439 

F-HEMBA1003064//NADH-UBI QUI NONE OXIDOREDUCTASE CHA 30 
IN 5 (EC 1.6.5.3).//0.25:263:22//TRYPANOSOMA BRUCE 
I BRUCEI.//P04540 

F-HEMBA1003067//HYP0THETI CAL 57.5 KD PROTEIN IN VM 
A7-RPS25A INTERGENIC REGION. //4. le-05: 189: 30//SACC 
HAROMYCES CEREVISIAE (BAKER'S YEAST) . //P53214 
F-HEMBA1003071//CUTI CLE COLLAGEN 40. //6. Oe-07: 126: 
38/ /CAENORHABDI TI S ELEGANS. //P34804 
F-HEMBA1003077//FI BROMODULI N PRECURSOR (FM) (COLLA 
GEN-BINDING 59 KD PROTEIN) . //2. 4e-12: 139: 34//H0M0 
SAPIENS (HUMAN). //Q06828 40 
F-HEMBA1003078//RETR0VIRUS- RELATED POL POLYPROTEIN 
[CONTAINS: REVERSE TRANSCRIPTASE (EC 2.7.7.49): E 
ND0NUCLEASE].//7.2e-05:6O:40//MUS MUSCULUS (MOUS 
E). //PI 1369 

F-HEMBA1003079//PR0TEIN Q300. //0. 0012: 16: 87//MUS M 
USCULUS (MOUSE). //Q02722 

F-HEMBA1003083//! ! ! ! ALU SUBFAMILY SB WARNING ENTR 

Y ! !!!//3.3e- 32: 95: 75//H0M0 SAPIENS (HUMAN) . //P391 
89 

F-HEMBA1003086 50 
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F-HEMRA1003096//PROTAMINE IA (IRIDINE I A). //0. 36: 2 
0:40//SAU0 IRIDEUS (RAINBOW TROUT) . //P02328 
F-HEMBA1003098//! ! ! ! ALU SUBFAMILY J WARNING ENTRY 
! ! ! I//4. 4e-09: 43: 72//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F- HEMBA1 003 1 1 7//PUTATI VE CUTICLE COLLAGEN C09G5.5. 
//1. 0: 88: 38//CAEN0RHABDI TI S ELEGANS. //Q09456 
F-HEMBA1003129//NADH-UBI QUI NONE OXIDOREDUCTASE CHA 
IN 4L (EC 1.6.5. 3). //0. 61:63: 25//APIS MELLIFERA (H 
0NEYBEE).//P34859 

F- HEMBA1 003 1 33//C0LLAGEN ALPHA 2(VIII) CHAIN (ENDO 
THEUAL COLLAGEN) (FRAGMENT) . //0. 48: 79: 37//H0H0 SA 
PI ENS (HUMAN). //P25067 

F-HEMBA1003136//MANN0SE- 1-PHOSPHATE GUANYLTRANSFER 
ASE (EC 2.7.7.13) (ATP-MANNOSE-1- PHOSPHATE GUANYL 
YLTRANSFERASE) (NDP-HEXOSE PYROPHOSPHORYLASE) . //3. 
6e-25:190:34//SACCHAR0MYCES CEREVISIAE (BAKER'S YE 
AST).//P41940 
F-HEMBA1003142 

F-HEMBA1003148//HYP0THETI CAL 56.4 KD PROTEIN IN RP 
L30-CWH41 INTERGENIC REGION PRECURSOR. //O. 068: 171: 
23//SACCHAR0MYCES CEREVISIAE (BAKER'S YEAST). //P53 
189 

F-HEMBA1003166//!!!! ALU SUBFAMILY SC WARNING ENTR 

Y ! ! ! !//1.8e-13: 54: 66//H0M0 SAPIENS (HUMAN) . //P391 
92 

F-HEMBA1003175//HYP0THETICAL 57.5 KD PROTEIN IN VM 
A7-RPS25A INTERGENIC REGION. //0. 015: 147: 31//SACCHA 
ROMYCES CEREVISIAE (BAKER'S YEAST). //P53214 
F-HEMBA1003179//PR0BABLE TRNA (5-METHYLAMI NOMETHYL 
-2- TBI OURI DYLATE) -METHYLTRANSFERASE (EC 2.1.1.61). 
III. 6e-51: 164: 47//BACILLUS SUBTIUS. //035020 
F-HEMBA1003197 

F-HEMBA1003199//H0ME0B0X PROTEIN H0X-A4 (H0X-1D) 
(HOX- 1.4). //0. 00049: 83: 38//H0M0 SAPIENS (HUMAN) . // 
Q00056 

F-HEMBA1003202//SPERM PROTAMINE Pl.//0.98:53:28//P 
LANIGALE GILESI (FLAT- SKULLED MARSUPIAL MOUSE). 110 
18747 

F-HEMBA1003204//I ! ! ! ALU SUBFAMILY SQ WARNING ENTR 

Y !!!!//5.2e-22:42:8O//HOM0 SAPIENS (HUMAN) . //P391 
94 

F-HEMBA1003212//!!!! ALU SUBFAMILY SP WARNING ENTR 

Y I !!!//1.6e-18: 74: 71//H0M0 SAPIENS (HUMAN) . //P391 
93 

F-HEHBA1003220//! ! ! ! ALU SUBFAMILY SQ WARNING ENTR 

Y ! f ! ! //3. 3e- 18: 56: 78//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-HEMBA1003222//HYP0THETICAL 37.5 KD PROTEIN IN GN 
TR-HTPG INTERGENIC REGION. //0. 0018: 159: 27//BACILLU 
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S SUBTIUS.//P46327 

F- HEHBA1 003229//DI HYDRODI PI COLI NATE SYNTHASE 1 PRE 
CURSOR (EC 4.2.1.52) (DHDPS) . //1 . 0: 85: 28//TRITICUM 
AESTIVUM (WHEAT). //P24846 

F-HEMBA1003235//TR0P0HY0SIN. //8. 3e-07: 109: 33//SCHI 
ZOSACCHAROMYCES POMBE (FISSION YEAST) . //Q02088 
F-HEMBA1003250 

F-HEMBA1003257//HYP0THETICAL PROUNE-RICH PROTEIN 

(FRAGMENT) . //1. 5e-07: 27: 74//0WENIA FUSIFORMIS. //P2 

1260 10 

F-HEMBA1003273 

F-HEMBA1003276 

F-HEMBA1003278 

F-HEMBA1O03281//H0ME0B0X PROTEIN H0X-A4 (CHOX-1. 
4) . //O. 0053: 116: 36//GALLUS CALLUS (CHICKEN). //P172 
77 

F- HEMBA1 003286//DNA- DI RECTED RNA POLYMERASE SUBUNI 
T N (EC 2.7.7.6).//0.96:37:35//SULF0L0BUS ACIDOCAL 
DARIUS. //P39472 

F-HEMBA1003291//5' -AMP-ACTIVATED PROTEIN KINASE, C 20 
ATALYTIC ALPHA- 2 CHAIN(EC 2.7.1.-) (AMPK ALPHA- 2 C 
HAI N) (FRAGMENT) . //3. 3e- 15: 68: 39//SUS SCROFA (PI 
G) . //Q28948 

F- HEMBA1 003296//PULM0NARY SURFACTANT- ASSOCIATED PR 
OTEIN B (SP-B) (6 KD PROTEIN) (PUIJONARY SURFACTAN 
T- ASSOCIATED PROTEOLIPID SPL(PHE)).//0.98:49:28//B 
OS TAURUS (BOVINE). //P15781 
F-HEMBA1003304//MI TOCHONDRI AL RIBOSOMAL PROTEIN SI 
9. //0. 99: 36: 30//PR0T0THECA WICKERHAMII. //P46750 
F- HEMBA1 003309//HYP0THETI CAL 7.9 KD PROTEIN. 110. 6 30 
9:54:37//VACCINIA VIRUS(STRAIN WR), AND VACCINIA V 
IRUS (STRAIN COPENHAGEN). //P04306 
F-HEMBA1003314//KXED UNEAGE KINASE 2 (EC 2.7.1. 
-) (FRAGMENT). //2.3e-06: 143: 22//H0M0 SAPIENS (HUMA 
N).//Q02779 

F-HEMBA1003322//!!!! ALU SUBFAMILY SQ WARNING ENTR 

Y ! !!!//1.5e-30: 53: 77//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-HHBA1003327 

F-HEMBA1003328//TAT PROTEIN (TRANSACT! VATING REGUL 40 
ATORY PROTEIN) (FRAGMENT). //0. 53: 21: 42//HUMAN IMMU 
NODEFI CI ENCY VIRUS TYPE 1 (BH5 ISOIATE) (HIV-1).// 
P04612 

F-HEMBA1003330//L0NG NEUROTOXIN 3 (TOXIN VN2).//1. 
0:26:34//DENDR0ASPIS POLYLEPIS POLYLEPIS (BLACK MA 
MBA).//P25667 

F-HEMBA1003348//! ! ! ! ALU SUBFAMILY SQ WARNING ENTR 

Y ! !!!//6.5e-09: 56: 66//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-HEMBA1003369//ANTER-SPECIFIC PROLINE- RICH PROTEI 50 
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N APG PRECURSOR. //0. 0042: 97: 36//ARABID0PSIS THALIA 
NA (MOUSE-EAR CRESS) . //P40602 
F-HEMBA1003370//! ! ! ! ALU SUBFAMILY J WARNING ENTRY 
! I ! Mil. Oe-18: 99: 53//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-HEMBA1003373 

F-HEMBA1003376//! ! ! ! ALU SUBFAMILY SB WARNING ENTR 

Y !!!!//4.7e-16:60:75//H0M0 SAPIENS (HUMAN) . //P391 
89 

F-HEMBA1003380//! ! ! ! ALU SUBFAMILY J WARNING ENTRY 
! ! ! ! III. 8e- 10: 50: 68//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-HEMBA1003384 

F-HEMBA1003395//PR0BABLE E5 PROTEIN. //0. 62: 64: 29// 
HUMAN PAPILLOMAVIRUS TYPE 16.//P06927 
F-HEMBA1003402//HYP0THETICAL 12.0 KD PROTEIN IN TU 
B1-CPR3 INTERGENIC REGION PRECURSOR. //0. 89: 74: 33// 
SACCHAROMYCES CEREVISIAE (BAKER'S YEAST) .//Q04521 
F-HEMBA1003403//ACIDIC PROLINE- RICH PROTEIN PRECUR 
SOR (CLONE PRP25) (FRAGMENT) . //0. 0010: 69: 33//RATTU 
S NORVEGICUS (RAT) . //PI 01 64 
F-HEMBA1003408//WEB1 PROTEIN (PROTEIN TRANSPORT PR 
OTEIN SEC31).//4.8e-06:93:25//SACCHAR0MYCES CEREVI 
SIAE (BAKER'S YEAST) . //P38968 
F-HEMBA10034 1 7//PR0C0LLAGEN ALPHA 1(11) CHAIN PREC 
URSOR [CONTAINS: CHONDROCALCIN] . //0. 0021: 140: 34//M 
US MUSCULUS (MOUSE). //P28481 
F-HEMBA1003418//SPLICING FACTOR, ARGININE/SERINE-R 
ICH 4 (PRE-MRNA SPLICING FACTOR SRP75).//1.7e-14: 1 
88: 33//H0M0 SAPIENS (HUMAN) . //Q08170 
F-HEMBA1003433//DNA REPAIR PROTEIN XRS2.//1.0:88: 3 
5//SACCHAR0MYCES CEREVISIAE (BAKER'S YEAST) . //P333 
01 

F-HEMBA1003447//ACIDIC PROLINE- RICH PROTEIN PRECUR 
SOR (CLONE PRP25) (FRAGMENT) . //0. 0061 : 69: 33//RATTU 
S NORVEGICUS (RAT) . //PI 01 64 
F-HEMBA1003461//SPIDR0IN 1 (DRAGLINE SILK FIBROIN 
1) (FRAGMENT). //2.3e-09: 239: 33//NEPHIU CLAVIPES 
(ORB SPIDER). //P19837 

F-HEMBA1003463//METALL0THI0NEIN-A (MTA) (FRAGMEN 
T).//1.0:40:35//SPHAERECHINUS GRANULARIS (PURPLE S 
EA URCHIN). //Q26497 

F-HEMBA1003480//FUSARIC ACID RESISTANCE PROTEIN FU 
SB.//0.0043:96:32//BURKH0LDERIA CEPACIA (PSEUDOMON 
AS CEPACIA). //P24127 

F-HEMBA1003528//36.4 KD PROLINE- RICH PROTEIN. //6. 4 
e-15: 167: 33//LYC0PERSIC0N ESCULENTUM (TOMATO) . //QO 
0451 

F-HEHBA1003531//!!!! ALU SUBFAMILY SB WARNING ENTR 

Y !!!!//!. 2e- 18: 56: 78//H0M0 SAPIENS (HUMAN) . //P391 
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F-HEMBA1003538//C0MPLEHENT C1R COMPONENT PRECURSOR 
(EC 3. 4. 21.41) . III. 5e-28: 136: 47//B0M0 SAPIENS (P 
MAN).//P00736 

F-HEMBA1003545//INSUUN GENE ENHANCER PROTEIN ISL- 
2 (ISLET-2).//9.2e-105:217:85//RATTUS NORVEGICUS 
(RAT).//P50480 
F-HEMBA1003548 

F-HEMBA1003555//HYP0THETICAL 31.9 KD PROTEIN IN BE 
T1-PAN1 INTERGENIC REGION. //8.7e-57: 180: 55//SACCHA 10 
ROMYCES CEREVISIAE (BAKER'S YEAST) . //P40558 
F-HEHBA1003556//HYP0THETICAL 19.2 KD PROTEIN IN CO 
X-REP INTERGENIC REGION (0RF5) (0RF21) . //0. 53: 97: 2 
5//BACTERI0PHAGE HP1.//P51706 
F- HEMBA1 003560//GUANI NE NUCLEOTIDE- BINDING PROTEIN 
G(I)/G(S)/G(0) GAMMA- 2 SUBUNIT (G GAMMA-I).//1.8e 
-32: 71 : 100//B0S TAURUS (BOVINE) . //P16874 
F- HEMBA1 003568//ZI NC- FI NGER PROTEIN RFP (RET FINGE 
R PROTEIN) . //4. le-19: 126: 31//H0M0 SAPIENS (HUMAN) . 
//P14373 20 
F-HEMBA1003569//METASTASIS- ASSOCIATED PROTEIN MTA 
1.//3. 9e-83: 143: 74//H0MO SAPIENS (HUMAN) . //Q13330 
F-HEMBA1003571//HYP0THETICAL 8.7 KD PROTEIN (READI 
NG FRAME D). //1. 0:64: 25//STAPHYL0C0CCUS AUREUS. //P 
03860 

F-HEMBA1OO3579//OT0T0XIN 1 (CYTOTOXIN V-II-1) (TO 
XI N V(II)1).//1.0:41:29//NAJA MELANOLEUCA (FOREST 
COBRA) (BLACK-LIPPED COBRA). //P01448 
F-HEMBA1003581//TALIN. III. 7e-36: 52: 98//MUS MUSCULU 
S (MOUSE). //P26039 30 
F-HEMBA1003591//CHL0R0PLAST 28 KD RIBONUCLEOPROTEI 
N PRECURSOR (28RNP) . //1 . 6e-05: 91 : 31//NIC0TI ANA SYL 
VESTRIS (WOOD TOBACCO) . //P19682 
F-HEMBA1003595//HYP0THETI CAL 12.0 KD PROTEIN IN DS 
T1-HEM2 INTERGENIC REGION. //i.0: 55: 32//SACCHAR0MYC 
ES CEREVISIAE (BAKER'S YEAST) . //P53 182 
F-HEMBA1003597 

F-HEMBA1003598//T-CELL RECEPTOR BETA CHAIN PRECURS 
OR (ANA ll).//4.9e-10:85:41//0RYCT0LAGUS CUNICULUS 

(RABBIT). //P06333 40 
F- HEMBA 1 0036 1 5//PUTATI VE MINOR COAT PROTEIN (0RF4 
3) . 110. 086: 10: 70//BACTERI OPHAGE PHI -LF, //Q07482 
F- HEMBA1 0036 1 7//HYP0THETI CAL 36.8 KD PROTEIN C26A 
3.16 IN CHROMOSOME 1 . 114. 4e-13: 58: 48//SCHIZ0SACCHA 
ROMYCES POMBE (FISSION YEAST). //Q101 69 
F-HEMBA1003621//LONG NEUROTOXIN 1 (NEUROTOXIN A)./ 
/0.096:40:37//0PHI0PHAGUS HANNAH (KING COBRA) (NAJ 
A HANNAH). //P01387 
F-HEMBA1003622 

F-HEMBA1003630 50 
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F-HEMBA1003637//!!!! ALU SUBFAMILY J WARNING ENTRY 
!!!!//2.4e-13:47:74//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-HEMBA1003640//I ! ! ! ALU SUBFAMILY SP WARNING ENTR 

Y !!!!//0.87:25:64//H0M0 SAPIENS (HUMAN) . //P39193 
F-HEMBA1003645//HYPOTHETI CAL 40.4 KD TRP-ASP REPEA 
TS CONTAINING PR0TEINC14B1. 4 IN CHROMOSOME III.// 
1. 8e-10: 157: 26//CAEN0RHABDITTS ELEGANS. //Q17963 
F-HEMBA1003646//SERI NE- ARGI NI NE PROTEIN 55 (SRP55) 

(ENHANCER OF DEFORMED) (52-KD BRACKETING PROTEIN) 
(B52 PROTEIN) . //4. 9e-05: 207: 27//DROS0PHI LAMELANOG 

ASTER (FRUIT FLY) . //P26686 

F-HEMBA1003656 

F-HEMBA1003662//PR0LINE-RICH PEPTIDE P-B.//0. 57:1 
7:52//H0M0 SAPIENS (HUMAN). //P028 14 
F-HEMBA1003667//! ! ! ! ALU SUBFAMILY SQ WARNING ENTR 

Y !!!!//6.0e-16:43:72//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-HEHBA1003679 

F-HEMBA1003680//PUTATIVE AMINOPEPTIDASE ZK353.6 IN 
CHROMOSOME III (EC 3.4. 11. -).//3.9e-08: 137: 27//CA 
ENORHABDITIS ELEGANS. //P34629 
F-HEMBA1003684//ZINC FINGER PROTEIN 151 (POLYOMAVI 
RUS LATE INITIATOR PROMOTER BINDING PROTEIN) (LP- 
1) (ZINC FINGER PROTEIN Z13).//2. le-20: 127:40//MUS 
MUSCULUS (MOUSE). //Q60821 

F-HEMBA1003690//HYP0THETI CAL PROTEIN KIAA0288 (HA6 
1 16) . //3. Oe-85: 201: 78//H0HO SAPIENS (HUMAN) . //P565 
24 

F-HEMBA1003692//CELL DIVISION CONTROL PROTEIN I. II 
0.13:69:30//SACCHAR0HYCES CEREVISIAE (BAKER'S YEAS 
T).//P40986 

F-HEMBA100371 1 //CARCI NOEMBRYONI C ANTIGEN PRECURSOR 
(CEA) (MECONIUM ANTIGEN 100) (CD66E ANTIGEN). 110. 
021: 153: 26//H0M0 SAPIENS (HUMAN) . //P06731 
F-HEMBA1003714//ABAECIN. I/O. 99: 34: 32//B0MBUS PASCU 
0RUM.//P81463 
F-HEMBA1003715 

F-HEMBA1003720//LINE-1 REVERSE TRANSCRIPTASE HOMOL 
0G.//5.4e-34:155:56//H0M0 SAPIENS (HUMAN) . //P08547 
F-HEMBA1003725//UNE-1 REVERSE TRANSCRIPTASE HOMOL 
0G.//1.3e-27:181:41//H0M0 SAPIENS (HUMAN). //P08547 
F- HEMBA1 003729//PTB- ASSOCI ATED SPLICING FACTOR (PS 
F). 110. 0037: 103: 33//H0M0 SAPIENS (HUMAN) . //P23246 
F-HEMBA1003733//LINE-1 REVERSE TRANSCRIPTASE HOMOL 
OG. //5. Oe-54: 210: 58//H0M0 SAPIENS (HUMAN) . //P08547 
F-HEMBA1003742//MALE SPECIFIC SPERM PROTEIN MST84D 
B.//0.066:72:33//DR0S0PHIlA MELANOGASTER (FRUIT FL 
Y).//Q01643 
F-HEMBA1003758 
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F- HEMBA1003760//HYP0XI A- I NDDCI BLE FACTOR 1 ALPHA 

(HIF-1 ALPHA) (ARNT INTERACTING PROTEIN). //1.5e- 5 

1:220:52//MUS MUSCULUS (MOUSE) . //Q61221 

F-HEMBA1003773 

F-HEMBA1003783 

F-HEMBA1003784 

F-HEMBA1003799//SH0RT NEUROTOXIN 1 (TOXIN AA C).// 
0.95:27:37//ACANTH0PHIS ANTARCTICUS (COMMON DEATH 
ADDER). //P01434 

F-HEMBA1003803//GAG POLYPROTEIN [CONTAINS: CORE PR 10 
OTEINS P15, P12, P30]. //0. 46: 96: 34//FEUNE SARCOMA 

VIRUS (STRAIN SNYDER-THEILEN).//P03338 
F-HEMBA1003804//DNA-BINDING P52/P100 COMPLEX, 100 
KD SUBUNIT (FRAGMENTS). //0. 019: 30: 50//H0M0 SAPIENS 

(HUMAN). //P30808 
F-HEMBA1003805//HYP0THETI CAL 75.0 KD PROTEIN B028 
0. 1 1 I N CHROMOSOME III, //l. 8e- 20: 109: 47//CAEN0RHAB 
DITIS ELEGANS.//P42083 
F-HEMBA1003807 

F-HEMBA1003827//HYP0THETICAL PROUNE-RICH PROTEIN 20 
(FRAGMENT) . III. le-09: 23: 78//0WENI A FUSIFORMIS. //P2 
1260 

F-HEMBA1003836//M0B1 PROTEIN (MPS1 BINDER l).//2.0 
e-31:134:52//SACCHAR0HYCES CEREVISIAE (BAKER'S YEA 
ST).//P40484 

F-HEMBA1003838/7! ! ! ! ALU SUBFAMILY SC WARNING ENTR 

Y !!! !//3.9e-22: 39: 76//H0M0 SAPIENS (HUMAN) . //P391 
92 

F-HEMBA1003856 

F-HEMBA1003864//HYP0THEn CAL 39.4 KD PROTEIN IN ME 30 
T1-SIS2 INTERGENIC REGION. //1. 5e- 15: 194: 30//SACCHA 
ROMYCES CEREVISIAE (BAKER'S YEAST). //P361 51 
F-HEMBA1003866//PR0TEIN A39. //O. 0027: 72: 33//VACCIN 
IA VIRUS (STRAIN COPENHAGEN) . //P21062 
F-HEMBA1003879//80 KD NUCLEAR CAP BINDING PROTEIN 
(NCBP 80 KD SUBUNIT) (CBP80).//2.9e-16:22: 100//H0M 
0 SAPIENS (HUMAN). //Q09161 

F-HEMBA1003880//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.3 
4) (A6L).//0.99:39:38//FELIS SILVESTRIS CATUS (CA 
T).//P48896 40 
F-HEMBA1003885//! ! ! ! ALU SUBFAMILY SP WARNING ENTR 

Y ! !i!//3.5e- 28: 47: 76//H0M0 SAPIENS (HUMAN) . //P391 
93 

F-HEMBA1003893//HYP0THETI CAL 27.8 KD PROTEIN IN VM 
A7-RPS25A INTERGENIC REGION. //1.7e-57: 215: 51//SACC 
HAROMYCES CEREVISIAE (BAKER'S YEAST).//P53215 
F-HEMBA1003902 
F-HEMBA1003908 

F-HEMBA1003926//! ! ! ! ALU SUBFAMILY J WARNING ENTRY 
! ! ! i 1 1 A. 3e- 10: 60: 63//H0M0 SAPI ENS (HUMAN) . //P3918 50 
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F-HEMBA1003937//! ! ! ! ALU SUBFAMILY SQ WARNING ENTR 

Y I !!!//8.1e-29: 68: 64//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-HEMBA1003939//PR0TEIN Q300.//0.0025:24:62//MUS M 
USCULUS (MOUSE). //Q02722 

F-HEMBA1003942//EXCITAT0RY INSECT TOXIN BJXTR-IT P 
RECURSOR (BJ-XTRIT) . //0. 084: 67: 31//BUTH0TUS JUDAIC 
US (SCORPION) (HOTTENTOTTA JUDAICA).//P56637 
F-HHIBA1003950//HYP0THETICAL 8.1 KD PROTEIN IN SPE 
A-METK INTERGENIC REGION (071) . //0. 95: 26: 34//ESCHE 
RICHIA C0U.//P46878 

F-HEMBA1003953//ZINC FINGER PROTEIN MFG-1 (ZINC FI 
NGER PROTEIN 58) (FRAGMENT). 112. 5e- 17: 89: 46//MUS M 
USCULUS (MOUSE). //P16372 

F-HEHBA1003958//UNE-1 REVERSE TRANSCRIPTASE HOMOL 
0G.//4.2e-23:43:76//H0M0 SAPIENS (HUMAN) . //P08547 
F-HEMBA1003959 

F-HEMBA1003976//HYP0THETICAL PROTEIN KIAA0076 (HAO 
936).//0.99:88:28//H0M0 SAPIENS (HUMAN) . //Q14999 
F-HEMBA1003978//SMALL PROLINE RICH PROTEIN II (SPR 
-II) (CLONE 930). 110. 98:19: 57//H0M0 SAPIENS (HUMA 
N).//P22531 

F-HEMBA1003985//LYSYL-TRNA SYNTHETASE (EC 6.1.1.6) 
(LYSINE— TRNA UGASE)(LYSRS) (FRAGMENT). III. 0:40: 
32//MYC0BACTERIUM LEPRAE. //P46861 
F-HEMBA1003987//HYP0THETI CAL PROTEIN UL66. //0. 27: 6 
5:33//HUMAN CYTOMEGALOVIRUS (STRAIN AD169) . //P1682 
2 

F-HEMBA1003989//MALE SPECIFIC SPERM PROTEIN MST84D 
B.//5.2e-05:64:40//DR0S0PHILA MELANOGASTER (FRUIT 
FLY).//Q01643 

F-HEMBA1004000//PR0TEIN Q300. 110. 00042: 17: 82//MUS 
MUSCULUS (MOUSE) . //Q02722 

F-HEMBA1004011//ALPHA-TYPE CALCITONIN GENE-RELATED 
PEPTIDE PRECURSOR (CGRP-I).//0.47: 106:32//H0M0 SA 
PI ENS (HUMAN). //P06881 

F-HEMBA1004012//ATP SYNTHASE PROTEIN 9, MITOCHONDR 
IAL (EC 3.6.1.34) (LIPID- BINDING PR0TEIN).//0.96:3 
6:33//PARAMECIUM TETRAURELI A. //P16001 
F- HEMBA1 00401 5//HYP0THETI CAL 29.3 KD PROTEIN B028 
0.6 IN CHROMOSOME III.//0.00018:90:34//CAEN0RHABDI 
TIS ELEGANS.//P41997 

F-HEMBA1004024//!!!! ALU SUBFAMILY SQ WARNING ENTR 

Y !!!!//5.1e-34:75:80//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-HEMBA1004038 
F-HEMBA1004042 

F-HEMBA1004045//40S RIBOSOMAL PROTEIN S27A.//1.0:2 
0:55//ASPARAGUS OFFICINALIS (GARDEN ASPARAGUS) . II? 
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F- HEHBA1 004048//PR0LI NE- RI CH PROTEIN MP-3 (FRAGBEN 
T) . //1 . 3e-06: 158: 35//MUS MOSCULUS (MOUSE) . //P05143 
F-HEMRA1004049//32 KD HEAT SHOCK PROTEIN (4-1 PROT 
EIN).//0.098:106:32//DICTY0STEUUM DISCOIDEDM (SU 
ME M0LD).//P54658 

F-HEMBA1004055//HYP0THETICAL PROTEIN HI 0258/259.// 
0. 87: 133: 23//HAEM0PHILUS INFLUENZAE. //P43974 
F-HEMBA1004056//MI! ALU SUBFAMILY SB2 WARNING ENT 
RY !!! !//3. 3e-25: 39: 64//H0M0 SAPIENS (HUMAN) . //P39 10 
191 

F-HEMBA1004074//!!!! ALU SUBFAMILY J WARNING ENTRY 
! ! ! I//9. 9e-08: 35: 68//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-HEMBA1004086F-HEMB A 1 0 0 4 0 9 7//IM 
MEDIATE-EARLY PROTEIN IE4 

(IE68) (FRAGMENT) . //O. 7 
1 : 95 : 3 5//HERPES SIMPLEX V 
I RUS (TYPE 2) . //P 1 4 3 7 9 
F-HEMBA 1 0 0 4 1 1 1// !!! ! ALU 20 
SUBFAMILY J WARNING ENTRY 

! ! ! !//4. 7e-26 : 84 : 6 4//HOM 

0 SAPIENS (HUMAN) . //P 3 9 1 8 
8 

F-HEMBA1004131//SEPTIN 2 
HOMOLOG (FRAGMENT) . //2. 8e 
-3 4 : 1 0 8:6 3//HOMO SAP I ENS 
(HUMAN) . //Q 14 14 1 
F-HEMBA100413 2//HYPOTHET I 
CAL PROTEIN HI 1 7 3 6. //I. 0: 30 
4 4:3 4//HAEMOPH I LUS I NFLUE 
NZAE. //P4 4 3 0 0 

F-HEMBA100413 3//HYPOTHET I 
CAL 8. 5 KD PROTEIN CY2 7 4. 
4 OC. //O. 8 9:2 1:5 7//MYCOBAC 
TERIUM TUBERCULOSIS. //Q10 
8 2 6 

F-HEMBA100413 8 // EARLY NOD 
ULIN 75 (N-75) (NGM-75) 

(FRAGMENT). //0. 016:39:41/ 40 
/ME D I C AG O SATIVA (ALFALF 
A) . //PI 17 28 

F-HEMBA100414 3//CYTOCHROM 
E C OXIDASE POLYPEPTIDE V 

1 I I PRECURSOR (EC 1. 9. 3. 

1) . //O. 9 3:3 4: 2 9 // SACCHARO 
MYCES CEREVISIAE (BAKER'S 

YEAST) . //P04 O 3 9 
F-HEMBA100414 6//B AS I C PRO 
LINE-RICH PEPTIDE P-E (IB 50 
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-9) . //O. 6 3:5 2:3 6 //HOMOS A P 
I ENS (HUMAN) . //P0 2 8 1 1 
F-HEMBA 1 0 04 1 5 0//METAL LOTH 
I ONE I N- I I (MT- I I) . //I. 0 : 2 
0:45//MUS MUSCULUS (MOUS 
E) . //PO 2 7 9 8 

F-HEMBA 1 O O 4 1 6 4// ! ! ! ! ALU 
SUBFAMILY SX WARNING ENTR 

Y ! ! ! !//3. 0 e-1 3 : 5 7 : 7 1//HO 
MO SAPIENS (HUMAN) . //P 3 9 1 
9 5 

F-HEMBA1 0 04 1 6 8//V-TYPE SO 
DIUM ATP SYNTHASE SUBUN I T 

F (EC 3. 6. 1. 34) (NA ( + ) - 
TRANSLOCATING ATPASE SUBU 
NIT F) . //0. 00035:90:3 4//E 
NTEROCOCCUS HIRAE. //P4 34 3 
7 

F-HEMBA 1 0 04 1 9 9//HYPOTHET I 
CAL HE L I CAS E K12H4. 8 IN C 
HROMOSOME III.//5. le-14: 1 
15:3 1//CAENORHABD I T I S EL E 
GANS. //P 3 4 5 2 9 
F-HEMBA1 004200 

F-HEMBA 1 0 0 4 2 0 2//YPT 1 -RE LA 
TED PROTEIN 1 . //2 . 5 e - 2 4 : 9 
6 : 5 2//SCH I Z O S ACCHAROMYCE S 
POMBE (FISSION YEAST).// 
P 1 1 6 2 0 

F-HEMBA 1 0 0 4 2 0 3// ! ! ! ! ALU 
SUBFAMILY SP WARNING ENTR 

Y ! ! ! !//2. 2e-0 9 : 4 8 : 6 4 //HO 
MO SAPIENS (HUMAN) . //P 3 9 1 
9 3 

F-HEMBA 1 0 0 4 2 0 7//HYPOTHET I 
CAL 8. 7 KD PROTEIN IN RPL 
22-RPL23 INTERGENIC REGIO 
N (ORF 7 0) . //0. 9 8:5 1:3 3//A 
STASIA LONG A (EUGLENOPHYC 
E AN ALGA) . //P3 4 7 7 9 F-HEMBA 
1 0 0 4 2 2 5//MET A L LOTH I ONE I N- 
II. //I. 0:3 0:3 3// C AND I DA G 
LABRATA (YEAST) (TORULOPSI 
S GLABRATA) . //P15 114 
F-HEMBA 1 0 0 4 2 2 7//PUTAT I VE 
PROTEIN PHOSPHATASE 2C (E 
C 3. 1. 3. 16) (PP2C) (K I A A 0 
0 15) . //5. 9e-06 : 1 0 9 : 3 3//HO 
MO SAPIENS (HUMAN) . //P4 9 5 
9 3 
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F-HEMBA 1 0 0 4 2 3 8 //VERY HYPO 
THETICAL XYLU PROTEIN.// 
0. 9 8 : 3 9 : 3 8//ESCHER I CH I ACO 
L I . //P0 5 0 5 6 

F-HEMBA 1 0 0 4 2 4 1//SOX- 1 3 PR 
OTE I N (FRAGMENT) . //0. 6 6:3 
6 : 3 8//MUS MUSCULUS (MOUS 
E) . //Q0 4 8 9 1 
F-HEMBA 1 0 0 4 2 4 6 

F-H EM BA10 04248 //INSULIN- I 10 
NDUCED GROWTH RESPONSE PR 
OTEIN CL-6 (IMMEDIATE-EAR 
LY PROTEIN CL-6) . // 1 . Oe-4 
3:98: 84//RATTUS NOR VEG I CU 
S (RAT) . //Q0 8 7 5 5 
F-HEMBA 1 0 0 4 2 6 4//S P I DRO I N 

2 (DRAGLINE SILK FIBROIN 
2) (FRAGMENT) . //0. 0 14:16 

0 : 2 8//NEPH I LA CLAVIPES (O 
RB SPIDER) . //P4 6 8 0 4 20 
F— HEMBA1 004 26 7// ! ! ! ! ALU 
SUBFAMILY SB WARNING ENTR 
Y ! ! ! !//l. 8e-52:56:8 3//HO 
MO SAPIENS (HUMAN) . //P3 9 1 
8 9 

F-HEMBA 10 0 4 2 7 2 

F-HEMBA100427 4//HYPOTHET I 
CAL 13. 0 KD PROTEIN F 5 9 B 
2. 10 IN CHROMOSOME III.// 
0. 0 0 0 8 4 : 3 3 : 5 4//C AENORHABD 30 
ITIS ELEGANS. //P 3 44 8 5 
F-HEMBA100427 5//HYPOTHET I 
CAL 56. 5 KD PROTEIN IN CA 
J1-HOM3 INTERGENIC REGIO 
N. // 9 . 3e-06: 125:2 7//SACCH 
AROMYCES CEREVISIAE (BAKE 
R' S YEAST) . //P400 3 4F-HEMB 
A 1 0 0 4 2 7 6//BETA — ADAPT I N 1 
(P-LASMA MEMBRANE ADAPTOR 
HA2/AP2 ADAPT I NBETA SUBUN 40 
IT) (CLATHRIN ASSEMBLY PR 
OTEIN COMPLEX 2 BETA LARG 
E CHAIN) (AP10 5A) . //3. 7e- 

3 0:2 3 9:3 2 //HOMO SAPIENS 
(HUMAN) . //Q 1 0 5 6 7 

F-HEMBA100428 6 //CUT I CLE C 
OLLAGEN 3 4. //0. 0 0 2 7:7 1 : 3 8 
// CAENORHABD ITIS ELEGANS. 
//P 3 4 6 8 7 

F-HEMBA 1 0 0 4 2 8 9//PTR 3 PROT 50 
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EIN (SSY3 PROTEIN) . //I. 0: 
76 : 2 8//SACCHAROMYCES CERE 
VISIAE (BAKER' S YEAST) . // 
P43606 

F-HEMBA 1 0 0 4 2 9 5//DNA-B I ND I 
NG P52/P100 COMPLEX, 100 
KD SUBUNIT (FRAGMENTS).// 
0. 0 7 5:5 8:3 9//HOMO SAP I ENS 

(HUMAN) . //P 3 0 8 0 8 
F-HEMBA 1 0 0 4 3 0 6//HY POTHET I 
CAL 29. 3 KD PROTEIN (ORF9 
2) . //0. 0 2 0:1 3 2:3 0//ORGY I A 
PSEUDOTSUGATA MULTICAPSI 
D POLYHEDROSIS VIRUS (OPM 
NPV) . //Ol 0 34 1 

F-HEMBA 1 0 04 3 1 2 // EARLY PRO 
TEIN 173 R. //0. 99:65:3 2//A 
FRICAN SWINE FEVER VIRUS 
(STRAIN B A 7 IV) (ASFV).//P 
2 7 9 4 6 

F-HEMBA 1 0 0 4 3 2 1//Z I NC F I NG 
ER PROTEIN 90 (ZFP-90) (Z 
INC FINGER PROTEIN NK10). 
//4. 3 e-4 3 : 1 3 3 : 4 4//MUS MU S 
CULUS (MOUSE) . //Q6 19 6 7 
F-HEMBA1 004323 

F-HEMBA 1 0 0 4 3 2 7 //SMALL PRO 
LINE-RICH PROTEIN 2-1.// 
0. 0 2 7 : 4 8 : 4 3//HOMO SAPIENS 

(HUMAN) . //P 3 5 3 2 6 
F-HEMBA 1 0 0 4 3 3 0//HOMEOBOX 
PROTEIN ENGRAILED-1 (HU-E 
N-l) . //0. 4 6:7 0:3 4//HOMO S 
API ENS (HUMAN) . //Q0 5 9 2 5 
F-HEMBA 1 004334//LINE-1 RE 
VERSE TRANSCRIPTASE H.OMOL 
OG. //7. 7 e -0 5 : 8 3 : 3 4//HOMO 
SAPIENS (HUMAN) . //P0 8 54 7 
F-HEMBA1 004335//! ! ! ! ALU 
SUBFAMILY SX WARNING ENTR 

Y ! ! ! ! //2. 0 e - 2 4 : 4 1 : 8 0//HO 
MO SAPIENS (HUMAN) . //P 3 9 1 
9 5 

F-HEMBA 1 004341 //PROLINE-R 
ICH PROTEIN MP-3 (FRAGMEN 
T) . // 2. 8e-0 6 : 1 4 8 : 3 5//MUS 
MUSCULUS (MOUSE) . //P05143 
F-HEMBA 1 004 3 5 3// ! ! ! ! ALU 
SUBFAMILY SX WARNING ENTR 

Y !!!!// 2. 2e-29:57: 8 0//HO 
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MO SAPIENS (HUMAN) . //P 3 9 1 
9 5 

F-HEMBA1 0 04 3 5 4//CHL1 PROT 
E I N. //0. 0 1 7:4 0:4 0//S ACCHA 
ROMYCES CEREVISIAE (BAKE 
R' S YEAST) . //P 2 2 5 1 6 
F-HEMBA1 0 04356 

F-HEMBA1 004366//LINE-1 RE 
VERSE TRANSCRIPTASE HOMOL 
OG. //0. 00045:49:4 6//HOMO 10 
SAPIENS (HUMAN) . //P0 8 5 4 7 
F-HEMBA100437 2//VERY HYPO 
THETICAL 20. 6 KD PROTEIN 
C56F8. 15 IN CHROMOSOME I . / 
/l. 0 : 1 2 5 : 2 8//SCH I ZOSACCHA 
ROMYCES POMBE (FISSION YE 
AST) . //Q 1 0 2 6 3 

F-HEMBA1004389//HYP0THETI CAL 113.1 KD PROTEIN IN P 
RE5-FET4 INTERGENIC REGION. //0. 76: 170: 25//SACCHAR0 
HYCES CEREVISIAE (BAKER'S YEAST) . //Q04893 20 
F-HEMBA1004394 

F-HEMBA1004396//UNE-1 REVERSE TRANSCRIPTASE HOMOL 
OG. //1. 2e-10: 72: 51//H0M0 SAPIENS (HUMAN) . //P08547 
F-HEMBA1004405 

F- HEMBA1004408//PEPTI DYL- PROLYL CIS-TRANS ISOMERAS 
E 10 (EC 5.2.1.8) (PPIASE) (ROTAMASE) (CYCLOPHILIN 
-10) . III. 7e-29: 146: 48//CAEN0RHABDITIS ELEGANS. //P5 
2017 

F-HEMBA1004429//I!!! ALU SUBFAMILY SB2 WARNING ENT 
RY ! ! ! !//0. 0019: 47: 59//H0M0 SAPIENS (HUMAN) . //P391 30 
91 

F-HEMBA1004433//!!!! ALU SUBFAMILY SC WARNING ENTR 

Y ! ! ! le-20: 47: 68//H0H0 SAPIENS (HUMAN) . //P391 
92 

F-HEMBA1004460//!!!! ALU SUBFAMILY SP WARNING ENTR 

Y ! ! ! !//6. 2e-64: 134: 69//H0M0 SAPIENS (HUMAN) . //P39 
193 

F-HEMBA1004461//METALL0THI0NEIN-LIKE PROTEIN I. II 
1.0:39:35//PISUM SATIVUM (GARDEN PEA) . //P20830 
F-HEMBA1004479//HYP0XI A-I NDUCI BLE FACTOR 1 ALPHA 40 
(EF-1 ALPHA) (ARNT INTERACTING PR0TEIN).//9.7e-4 
3:101:48//MUS MUSCULUS (MOUSE) . //Q6 1221 
F-HEMBA1004482//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.3 
4) . //I. 0: 41: 36//CANDIDA GLABRATA (YEAST) (TORULOPS 
IS GLABRATA). //P05040 

F-HEMBA1004499//TUBUUN BETA CHAIN. //0. 00021: 55: 36 
//CAENORHABDITIS ELEGANS. //P52275 
F-HEMBA1004502 

F- HEMBA1004506//HYP0THETI CAL PROTEIN 0RF-1137.//5. 
3e- 1 1 : 1 19: 35//MUS MUSCULUS (MOUSE) . //PI 1260 50 
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F-HEMBA1004507//SPLI CEOSOME ASSOCIATED PROTEIN 62 
(SAP 62) (SF3A66). 110. 00072: 90: 37//H0M0 SAPIENS (H 
UMAN).//Q15428 

F-HEMBA1004509//HYP0THETI CAL 52.2 KD PROTEIN IN MP 
R1-GCN20 INTERGENIC REGION. //6.3e- 28: 169: 42//SACCH 
AROMYCES CEREVISIAE (BAKER'S YEAST) . //P43589 
F-HEMBA1004534//END0THELIAL ACT! N- BINDING PROTEIN 
(ABP-280) (NONMUSCLE FILAMN) (FILAMIN l).//1.3e-8 
0: 226: 66//H0M0 SAPIENS (HUMAN). //P21333 
F-HEMBA1004538//HYPOTHETI CAL PROTEIN MJ0764.//0.9 
6: 28: 35//METHAN0C0CCUSJANNASCHI I . //Q58174 
F-HEMBA1004542//METALL0THI ONEI N (MT) . 110. 78: 36: 41/ 
/GADUS MORHUA (ATLANTIC COD) . //P51902 
F-HEMBA1004554 

F-HEMBA1004560//HYP0THETI CAL PROTEIN KIAA0281 (HA6 
725).//4.2e-15:56:69//H0M0 SAPIENS (HUMAN) . //Q9255 
6 

F- HEHBA 1 004 5 73//CI RCUMSPOROZOI TE PROTEIN PRECURSOR 

(CS) . 110. 65: 31: 58//PLASM0DIUM BERGHEI . //P06915 
F-HEMBA1004577//! ! ! ! ALU SUBFAMILY SX WARNING ENTR 

Y !!! !//3. 9e-08: 35: 80//H0M0 SAPIENS (HUMAN) . //P391 
95 

F-HEMBA1004586//!!!! ALU SUBFAMILY SQ WARNING ENTR 

Y !!!!//6.6e-08:64:54//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-HEMBA1004596//HETER0GENE0US NUCLEAR RIBONUCLEOPR 
OTEIN C (HNRNP C) (HNRNP CORE PROTEIN C) (FRAGMEN 
T). //0. 00057: 88: 31//RAITUS NORVEGICUS (RAT).//P171 
32 

F-HEMBA1004604//COLLAGEN ALPHA 2(XI) CHAIN PRECURS 
OR (FRAGMENT). 110. 045: 37: 45//MUS MUSCULUS (MOUSE). 
//Q64739 

F-HEMBA1004610//MI! ALU SUBFAMILY J WARNING ENTRY 
!!!!//4.3e-ll:73:54//H0M0 SAPIENS (HUMAN) . //P39 18 

8 

F-HEMBA1004617 
F-HEMBA1004629 

F-HEMBA1004631//HYP0THETI CAL 7.8 KD PROTEIN IN WAP 
A-LICT INTERGENIC REGI0N.//1.0:36:38//BACILLUS SUB 
TILIS.//P42303 

F-HEMBA1004632//PH0T0SYSTEM I REACTION CENTRE SUBU 
NIT X PRECURSOR (LIGHT- HARVESTING 8.0 KD POLYPEPTI 
DE).//0.86:48:35//SYNECH0C0CCUS ELONGATUS NAEGELI. 
//P20453 

F-HEMBA1004637//HYP0THETI CAL 83.6 KD PROTEIN R05D 
3.2 IN CHROMOSOME III . //1. 7e-32: 159: 42//CAEN0RHABD 
ITIS ELEGANS. //P34535 

F-HEMBA1004638//HYP0THETI CAL PROUNE-RICH PROTEIN 
(FRAGMENT) . 112. 8e-06: 50: 46//0WENIA FUSIFORMIS. //P2 
1260 



(1449) 

2895 

F-HEMBA1004666//T0XIN S6C4. //1. 0: 36: 30//DENDR0ASPI 
S JAMESONI KAIMOSAE (EASTERN JAMESON'S MAMBA).//P2 
5682 

F-HEMBA1004669//SPUCING FACTOR, ARGININE/SERINE-R 
ICH 4 (PRE-MRNA SPUCINC FACTOR SRP75).//1.6e-12:l 
05:42//E0M0 SAPIENS (HUMAN). //Q08 170 
F-HEMBA1004670//PR0C0LLAGEN ALPHA 1(1) CHAIN PRECU 
RS0R.//2.5e-06:62:45//H0M0 SAPIENS (HUMAN) . //P0245 
2 

F-HEMBA1004672//HYP0THETI CAL PROTEI N MJ0437. //0. 9 10 
5: 37: 29//METHAN0C0CCUSJANNASCHII . //Q57879 
F-HEMBA1004693//MY0SIN HEAVY CHAIN, NONMUSCLE TYPE 

B (CELLULAR MYOSIN HEAVY CHAIN, TYPE B) (NMMHC- 
B) . //O. 00035: 217: 23//H0M0 SAPIENS (HUMAN) . //P35580 
F-HEMBA1004697/ /I MMUNOGLOBULI N G BINDING PROTEIN H 

PRECURSOR (PROTEIN H) . //0. 058: 118: 30//STREPT0C0CC 
US PYOGENES. //P50470 

F-HEMBA1004705//!!!! ALU SUBFAMILY J WARNING ENTRY 
! ! ! ! //6. 8e-09: 43: 72//H0M0 SAPI ENS (HUMAN) . //P3918 
8 20 
F-HEMBA1004709//I ! ! ! ALU SUBFAMILY SB WARNING ENTR 

Y !!! I//8. 8e-18: 50: 84//H0M0 SAPIENS (HUMAN) . //P391 
89 

F-HEMBA1004711//ETS-RELATED PROTEIN 71 (ETS TRANSL 
OCATION VARIANT 2) . //0. 0027: 148: 30//H0H0 SAPIENS 
(HUMAN). //000321 

F-HEMBA1004725//CUTICLE COLLAGEN 2. //0. 0051: 41: 41/ 
/CAENORHABDITIS ELEGANS.//P17656 
F-HEMBA1004730//UNE-1 REVERSE TRANSCRIPTASE HOMOL 
OG. //I . 4e-22: 210: 37//H0M0 SAPIENS (HUMAN) . //P08547 30 
F-HEMBA1004733//! ! ! ! ALU SUBFAMILY J WARNING ENTRY 
!!!!//4.7e-07:50:62//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F- HEMBA 1 004734//UBI QUI TI N- CONJUGATI NG ENZYME E2-18 
KD (EC 6.3.2.19) (UBIQUITIN- PROTEIN LIGASE) (UBI 
QUITIN CARRIER PROTEIN) (PM42) . //9. 9e-39: 143: 52//A 
RABIDOPSIS THAU ANA (MOUSE-EAR CRESS) . //P42743 
F-HEMBA1004736//LINE-1 REVERSE TRANSCRIPTASE HOMOL 
OG. //4. le-60: 210: 61//H0M0 SAPI ENS (HUMAN) . //P08547 
F-HEMBA1004748 40 
F-HEMBA1004751//! Ill ALU SUBFAMILY J WARNING ENTRY 
! ! ! !//4. 8e-20: 88: 63//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-HEMBA1004752//SKIN SECRETORY PROTEIN XP2 PRECURS 
OR (APEG PROTEIN). //0. 0043: 126: 34//XEN0PUS LAEVIS 
(AFRICAN CLAWED FROG). //PI 7437 
F-HEMBA1004753//!!!! ALU SUBFAMILY SP WARNING ENTR 

Y !!!!//7.8e-28:47:78//H0M0 SAPIENS (HUMAN). //P391 
93 

F-HEMBA1004756//HYP0THETI CAL 53.3 KD PROTEIN IN HX 50 
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T8-CAN1 INTERGENIC REGION. //0. 22: 77: 27//SACCHAR0MY 
CES CEREVISIAE (BAKER'S YEAST) . //P39981 
F-HEMBA1004758 

F- HEMBA1004763//HYP0THETI CAL PROLINE-RICH PROTEIN 
(FRAGMENT) . //I. le-06: 58: 43//0WENIA FUSIFORMIS. //P2 
1260 

F-HEMBA1004768//LINE-1 REVERSE TRANSCRIPTASE HOMOL 
0G.//4.7e-65:298:53//H0M0 SAPIENS (HUMAN) . //P08547 
F-HEMBA1004770 
F-HEMBA1004771 

F-HEMBA1004776//GRANULI N 1. //0. 78: 28: 42//CYPRINUS 

CARPIO (COMMON CARP) . //P81013 

F-HEMBA1004778 

F-HEMBA1004795//CDC4-UKE PROTEIN (FRAGMENT) . //6. 9 
e-20:74:63//H0M0 SAPIENS (HUMAN) . //P50851 
F-HEMBA1004803//LINE-1 REVERSE TRANSCRIPTASE HOMOL 
OG. //1. 4e-22: 58: 86//H0H0 SAPIENS (HUMAN) . //P08547 
F-HEMBA1004806/ /HYPOTHETI CAL 24.3 KD PROTEIN IN PS 
BH-RPL11 INTERGENIC REGION (0RF182) . //O. 72: 75: 33// 
CYANOPHORA PARADOXA. //P48324 
F-HEMBA1004807 
F-HEMBA1004816 

F-HEMBA1004820//HEM0LYMPH TRYPSIN INHIBITOR A (BPI 
-TYPE) (FRAOIENT) . //1 . 0: 50: 38//MANDUCA SEXTA (TOBA 
CCO HAWKMOTB) (TOBACCO HORNWORM) . //P26226 
F-HEMBA1004847//SIGNAL RECOGNITION PARTICLE 68 KD 
PROTEIN (SRP68) . //3. Oe-76: 171: 91//CANIS FAMILIARIS 

(D0G).//Q00004 
F-HEMBA1004850//C0LLAGEN ALPHA 1(XII) CHAIN (FRAGM 
ENTS).//3.0e-05:64:43//BQS TAURUS (BOVINE). //P2550 
8 

F-HEMBA1004863//T0XIN C13S1C1 PRECURSOR. //O. 38: 52: 
30//DENDR0ASPIS ANGUSTICEPS (EASTERN GREEN MAMBA). 
//P18329 

F-HEMBA1004864//TAT PROTEIN (TRANSACTIVATING REGUL 
ATORY PROTEIN) (FRAGHENT).//0.89:24:50//HUMAN IMMU 
NODEFICIENCY VIRUS TYPE 1 (BH5 ISOLATE) (fflV-1).// 
P04612 

F-HEMBA1004865 
F-HEHBA1004880 

F-HEMBA1004889//SMALL PROLINE-RICH PROTEIN II (SPR 

-II) (CLONE 174N). //O. 66: 23: 47//H0M0 SAPIENS (HUMA 

N).//P22532 

F-HEMBA1004900 

F-HEMBA1004909 

F-HEMBA1OO4918//CHL0ROPLAST 30S RIBOSOMAL PROTEIN 
S8 (FRAdENT).//0.56:37:32//SPINACIA OLERACEA (SPI 
NACH).//P09597 

F-HEMBA1004923//!!!! ALU SUBFAMILY J WARNING ENTRY 
!!!!//3.5e-24:44:68//H0M0 SAPIENS (HUMAN) . //P3918 
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8 

F-HEMBA1004929//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.3 
4) (A6L).//0.97:39:38//STR0NGYL0CENTR0TUS PURPURAT 
US (PURPLE SEA URCHIN). //PI 5997 
F-HEMBA1004930//UNE-1 REVERSE TRANSCRIPTASE HOMOL 
0G.//6.6e-15:64:59//HOM0 SAPIENS (HUMAN) . //P08547 
F- HEMBA1 004933//VAS0DI LATOR- STI MULATED PHOSPHOPROT 
EIN (VASP).//0.34:58:41//H0M0 SAPIENS (HUMAN) . //P5 
0552 

F-HEMBA1004934 10 
F-HEMBA1004944 

F-HEMBA1004954//NADH-UBI QUI NONE OXIDOREDUCTASE CHA 
IN 3 (EC 1.6.5.3).//0.58:78:30//PARAMECIUM TETRAUR 
EUA.//P15579 

F- HEMBA1 004956//HYP0THETI CAL 18.8 KD PROTEIN (ORF 
4) . //0. 98: 57: 31//PARAMECI UM TETRAURELIA. //P15605 
F- HEMBA1 004960//HYP0THETI CAL 12.6 KD PROTEIN (ORF 
J) (RETRON EC67) . III. 0: 58: 27//ESCHERICHA COLI . II? 
21324 

F-HEMBA1004972 20 

F- HEMBA1 004973//SMALL PROLINE RICH PROTEIN II (SPR 

-II) (CLONE 930). //0. 90:55: 30//H0M0 SAPIENS (HUMA 

N).//P22531 

F-HEMBA1004977 

F-HEMBA1004978 

F-HEMBA1004980//M0TILIN PRECURSOR. 110. 088: 79: 31//M 
ACACA MULATTA (RHESUSMACAQUE) . //018811 
F-HEMBA1004983//10 KD CHAPERONIN (PROTEIN CPN10) 
(PROTEIN GROES) . //0. 87: 51: 31//BUCHNERA APHIDICOLA. 
//Q59176 30 
F- HEMBA1004995//MY0CYTE-SPECI FI C ENHANCER FACTOR 2 
B (SERUM RESPONSE FACTOR- LIKE PROTEIN 2) (XMEF2) 
(RSRFR2) . //0. 17: 52: 40//H0M0 SAPI ENS (HUMAN) . //Q020 
80 

F-HEMBA1005008//METALL0THI ONEI N (MT) . III. 0: 52: 32// 
CRASSOSTREA VI RGINICA (EASTERN OYSTER) . //P23038 
F-HEMBA1005009//ACTIN. 112. 5e-27: 171: 38//CANDIDA AL 
BICANS (YEAST). //PI 4235 

F-HEMBA1005019//HYP0THETICAL PROTEIN HI1222.//0.1 
3: 58: 31//HAEM0PHILUS INFLUENZAE. //P44129 40 
F-HEMBA1005029//P2Y PURINOCEPTOR 5 (P2Y5) (PURINER 
GIC RECEPTOR 5) (6H1). 110. 76: 72:31 //GALLUS CALLUS 
(CHICKEN). //P32250 

F-HEMBA1005035//H0ME0B0X PROTEIN HB9. //0. 0086: 60: 4 
0//HOMO SAPIENS (HUMAN) . //P502 19 
F-HEMBA1005039//SMALL PROLINE-RICH PROTEIN II (SPR 
-II) (CLONE 174N) . //0. 47: 49: 32//H0M0 SAPIENS (HUMA 
N).//P22532 

F-HEMBA1005047//RAS-RELATED PROTEIN RAB-24 (RAB-1 

6) . Ill . 5e- 19: 39: 100//MUS MUSCULUS (MOUSE) . //P35290 50 



¥ffl 2002-191363 
2898 

F-HEMBA1005050//C0LLAGEN ALPHA 1(XII) CHAIN (FRAGM 
ENTS).//0.074:34:44//B0S TAURUS (BOVINE). //P25508 
F-HEMBA1005062 

F-HEMBA1005066//LINE-1 REVERSE TRANSCRIPTASE HOMOL 
0G.//2.1e-44:126:65//H0M0 SAPIENS (HUMAN) . //P08547 
F-HEMBA1005075//SUPPRESS0R PROTEIN SRP40.//0. 35:9 
6:31//SACCHAR0MYCES CEREVISIAE (BAKER'S YEAST). II? 
32583 

F-HEMBA1005079//!!!! ALU SUBFAMILY SB2 WARNING ENT 
RY !!! !//3.6e-20: 75: 64//H0M0 SAPIENS (HUMAN) . //P39 
191 

F-HEMBA1005083//C0LLAGEN ALPHA 1(XII) CHAIN (FRAGM 
ENTS). 110. 00015: 72: 34//B0S TAURUS (BOVINE). //P2550 
8 

F-HEMBA1005101//HETER0GENE0US NUCLEAR RIBONUCLEOPR 
OTEIN 27C (HNRNP 48) (HRP48. 1) . 1 1 A. 8e-10: 176: 251 Id 
ROSOPHILA MELANOGASTER (FRUIT FLY) . //P48809 
F-HEMBA1005113 

F-HEMBA1005123//! ! ! ! ALU SUBFAMILY SQ WARNING ENTR 
Y !!!!//3.6e-24:99:60//HOMO SAPIENS (HUMAN) . //P391 
94 

F-HEMBA1005133//HYP0THETI CAL 13.5 KD PROTEIN IN MO 
B1-SGA1 INTERGENIC REGION. I/O. 11:22: 54//SACCHAR0MY 
CES CEREVISIAE (BAKER'S YEAST) . //P40490 
F-HEMBA1005149//!!!! ALU SUBFAMILY J WARNING ENTRY 
! ! ! !//3. 7e-16: 59: 71//H0H0 SAPIENS (HUMAN) . //P3918 

8 

F-HEMBA1005152//GEN0ME POLYPROTEIN 2 [CONTAINS: HE 
LPER COMPONENT PROTEINASE (EC 3.4.22.-) (HC-PRO); 
70 KD PROTEIN]. //l.0: 77: 27//BARLEY YELLOW MOSAIC V 
IRUS (JAPANESE STRAIN II-l) (BAYMV). //Q01207 
F-HEHBA1005159//NADH-UBI QUI NONE OXIDOREDUCTASE CHA 
IN 4L (EC 1. 6. 5. 3) . //0. 40: 53: 33//APIS MELLIFERA (H 
0NEYBEE).//P34859 

F-HEMBA1005185//MY0SIN IB HEAVY CHAIN. 110. Oil: 58: 4 
8//DICTY0STELIUM DISCOIDEUM (SLIME MOLD) . //P34092 
F-HEMBA1005201//HYP0THETICAL 56.6 KD PROTEIN C16C 
9.03 IN CHROMOSOME I . //3. 9e-67: 241 : 53//SCHI ZOSACCH 
AROHYCES POMBE (FISSION YEAST) . //Q09817 
F-HEMBA1005202//SIGNAL RECOGNITION PARTICLE 68 KD 
PROTEIN (SRP68).//3.8e-124:257:95//CANIS FAMIUARI 
S (D0G).//Q00004 

F-HEMBA1005206//CUTI CLE COLLAGEN 1.//0. 010: 118:33/ 
/CAENORHABDITIS ELEGANS.//P08124 
F- HEMBA 1 005 2 1 9//PTB- ASSOCI ATED SPUCING FACTOR (PS 
F) . I/O. 99: 85: 40//H0M0SAPI ENS (HUMAN) . //P23246 
F- HEMBA 1 005223//HYP0THETI CAL GENE 1.05 PROTEIN.// 
0.31:75:28//BACTERIOPHAGE T3.//P07715 
F-HEMBA1005232//HYP0THETI CAL 7.8 KD PR0TEIN.//0.9 
9:48:29//VACCINIA VIRDS(STRAIN WR), AND VACCINIA V 
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IRUS (STRAIN COPENHAGEN) . //P20544 
F-HEMBA1005241//!!!! ALU SUBFAMILY SP WARNING ENTR 

Y !!!!//1.4e-28:138:55//H0M0 SAPIENS (HUMAN) . //P39 
193 

F-HEMBA1005244//SMALL PROUNE RICH PROTEIN II (SPR 
-II) (CLONE 930), //0. 014: 39: 41//H0M0 SAPIENS (HUMA 
N).//P22531 

F-HEMBA1005251//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.3 
4) (A6L).//0. 55:15: 46//DICENTRARCHUS LABRAX (EUROP 
EAN SEA BASS).//Q36362 10 
F-HEMBA1005252//EC PROTEIN HOMOLOG (ZINC-METALLOTH 
IONEIN CLASS II).//0.088: 33: 42//ZEA MAYS (MAIZE)./ 
/P43401 

F-HEMBA1005274 

F-HEMBA1005275//! ! ! ! ALU SUBFAMILY J WARNING ENTRY 

!!!!//0.96:42:45//H0M0 SAPIENS (HUMAN) . //P39188 
F-HEMBA1005293//PR0BABLE COATOMER BETA' SUBUNIT (B 
ETA' -COAT PROTEIN) (BETA' -COP) . //0. 55: 98: 30//CAEN0 
RHABDITIS ELEGANS.//Q20168 

F-HEMBA1005296//MUCIN 2 PRECURSOR (INTESTINAL MUCI 20 
N 2).//0. 095:75: 34//H0M0 SAPIENS (HUMAN). //Q028 17 
F-HEMBA1005304//! ! ! ! ALU SUBFAMILY SB WARNING ENTR 

Y !!! !//5. 4e-33: 103: 74//H0M0 SAPIENS (HUMAN) . //P39 
189 

F-HEMBA1005311//PERI0D CLOCK PROTEIN (FRAGMENT).// 
0.99:45:31//DR0S0PHILASALTANS (FRUIT FLY) . //Q04536 
F-HEMBA1005314//HYP0THETICAL 6.3 KD PROTEIN T19C3. 
3 IN CHROMOSOME III. //O. 98: 30: 30//CAEN0RHABDITIS E 
LEGANS.//Q10009 

F-HEMBA1005315//LINE-1 REVERSE TRANSCRIPTASE HOMOL 30 
OG. //I. le-05: 35: 51//H0M0 SAPIENS (HUMAN) . //P08547 
F-HEMBA1005318//0LFACT0RY RECEPTOR- LIKE PROTEIN CO 
R8 (FRAGMENT) . //0. 57: 44 : 38//GALLUS GALLUS (CHI CKE 
N).//Q98913 

F- HEMBA1 00533 1 III MMEDI ATE- EARLY PROTEIN IE180.//0. 
57:106:33//PSEUD0RABIES VIRUS (STRAIN INDIANA-FUNK 
HAUSER / BECKER) (PRV) . //P11675 
F-HEMBA1005338//CARTI LAGE MATRIX PROTEIN PRECURSOR 
(MATRIUN-l).//1.8e-55:199:59//GALLUS GALLUS (CHI 
CKEN).//P05099 40 
F-HEMBA1005353//CHL0R0PLAST 30S RIBOSOMAL PROTEIN 
S17. //0. 88: 33: 36//P0RPHYRA PURPUREA. //P51305 
F-HEMBA1005359//ZINC FINGER PROTEIN 83 (ZINC FINGE 
R PROTEIN HPF1) . //I. le-68: 255: 48//H0M0 SAPIENS (HU 
MAN).//P51522 

F-HEMBA1005367//ALPHA-AMYLASE INHIBITOR AAI.//1.0: 
25:40//AMARANTHUS HYPOCHONDRIACUS (PRINCE'S FEATHE 
R).//P80403 
F-HEMBA1005372 

F-HEMBA1005374//! ! ! ! ALU SUBFAMILY SQ WARNING ENTR 50 



^2 00 2- 1 9 1 3 6 3 
2900 

Y !!!!//2.0e-34:92:75//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-HEMBA1OO5382//AP0LIP0PR0TEIN C-II (APO-CII).//0. 
. 99: 39: 33//B0S TAURUS (BOVINE). //PI 9034 
F-HEMBA1005389//HYP0THETI CAL 70.0 KD PROTEIN IN DN 
AK 3' REGION (0RF4) . //0. 82: 164: 31//LACT0C0CCUS LACT 
IS (SUBSP. LACTIS) (STREPTOCOCCUS LACTIS).//P42377 
F-HEMBA1005394//HYP0THETI CAL 8.9 KD PROTEIN IN IEO 
-IE1 INTERGENIC REGION. //0. 98: 44: 38//AUT0GRAPHA CA 
UFORNICA NUCLEAR POLYHEDROSIS VIRUS (ACMNPV) . //P4 
1703 

F-HEMBA1005403//SPERM HISTONE P2 PRECURSOR (PROTAM 
INE MP2).//0.066:64:29//MUS MUSCULUS (MOUSE) . //P07 
978 

F-HEMBA1005408//50S RIBOSOMAL PROTEIN L33.//0.77:3 
2:25//BACILLUS SUBTIUS.//Q06798 
F-HEMBA1005410//RETR0VIRUS-RELATED POL POLYPROTEIN 
[CONTAINS: REVERSE TRANSCRIPTASE (EC 2.7.7.49): E 
ND0NUCLEASE].//O.0O65:38:52//MUS MUSCULUS (MOUSE). 
//P11369 

F-HEMBA1005411//T0XIN S4C8. 110. 16: 46: 28//DENDR0ASP 
IS JAMESONI KAIMOSAE (EASTERN JAMESON'S MAMBA).//P 
25683 

F-HEMBA1005423//CYCU N- DEPENDENT KI NASE 6 INHIBITO 
R (P18-INK6) (CYCLIN-DEPENDENT KINASE 4 INHIBITOR 
C) (P18-INK4C).//4.3e-09:29:96//H0M0 SAPIENS(HUMA 
N).//P42773 

F-HEMBA1005426//T0XIN C10S2C2. //0. 99: 49: 34//DENDR0 
ASPIS ANGUSTICEPS (EASTERN GREEN MAMBA) . //P25684 
F-HEMBA1005443//MII ALU SUBFAMILY J WARNING ENTRY 
!!!!//2.9e-16:78:60//H0M0 SAPIENS (HUMAN). //P3918 

8 

F-HEMBA1005447//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.3 
4) (A6L).//0.99:57:31//DASYPUS NOVEMCINCTUS (NINE- 
BANDED ARMADILLO). //021329 

F-HEMBA1005468//NADH-UBI QUI NONE OXI DOREDUCTASE CHA 
IN 1 (EC 1.6.5.3) (FRAGMENTS).//0.68:41:31//ARTEMI 
A SAUNA (BRINE SHRIMP). //PI 9040 
F-HEMBA1005469 

F-HEMBA1005472//LINE-1 REVERSE TRANSCRIPTASE HOMOL 
OG. //1. 5e-39: 142: 70//H0M0 SAPIENS (HUMAN) . //P08547 
F-HEMBA1005474//!!!! ALU SUBFAMILY SQ WARNING ENTR 

Y !!!!//5.8e-10:44:68//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-HEMBA1005475//U1 SMALL NUCLEAR RIBONUCLEOPROTEIN 
70 KD (Ul SNRNP 70 KD) (SNRP70) . //9. 2e- 14: 179:33/ 
/HOMO SAPIENS (HUMAN). //P08621 
F-HEMBA1005497 

F-HEMRA1005500//60S RIBOSOMAL PROTEIN L37.//0.11:5 
3:33//SCHIST0S0MA MANSONI (BLOOD FLUKE). //044 125 



(1452) 

2901 

F-HEMBA1005506 
F-HEMBA1005508 

F-HEMBA1005511//!!!! ALU SUBFAMILY SQ WARNING ENTR 

Y !! !!//3.5e-30: 92: 73//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-HEMBA1005513//MALES-ABSENT ON THE FIRST PROTEIN 
(EC 2.3.1.-). 111. Oe-39: 95: 61//DR0S0PHIIA MELANOGAS 
TER (FRUIT FLY).//002193 

F- HEMBA1 0055 1 7//PR0U NE- RI CH PROTEIN MP-2 PRECURSO 
R. //2. le-06: 56: 44//MUSMUSCULUS (MOUSE) . //P05142 10 
F-HEMBA1005518//C0LLAGEN ALPHA 1(1) CHAIN (FRAGMEN 
TS) . //5. 8e-05: 192: 33//B0S TAURUS (BOVINE) . //P02453 
F-HEMBA1005520//! ! ! ! ALU SUBFAMILY J WARNING ENTRY 
WW I II. Oe- 18: 87: 57//H0M0 SAPI ENS (HUMAN) . //P3918 

8 

F-HEMBA1005526//!!!! ALU SUBFAMILY SB2 WARNING ENT 
RY !!!!//5. le-22:77: 54//H0M0 SAPIENS (HUMAN) . //P39 
191 

F-HEMBA1 005528/ /CCR4-ASS0CI ATED FACTOR 1 (CAF1) . // 
1 . 2e-81 : 157: 98//MUS MUSCULUS (MOUSE) . //Q60809 20 
F-HEMBA1005530//P0LLEN ALLERGEN AMB P 5-A PRECURSO 
R (AMB P V-A).//0.98:19:47//AMBR0SIA PSILOSTACHYA 
(WESTERN RAGWEED). //P431 74 

F-HEMBA1005548//TRANSCRI PTI ON FACTOR MAFl.//1.4e-7 
2:137:97//RATTUS NORVEGICUS (RAT) . //P54842 
F-HEMBA1005552//! ! ! ! ALU SUBFAMILY SP WARNING ENTR 

Y !!!!//1.7e-29:47:78//H0M0 SAPIENS (HUMAN) . //P391 
93 

F-HEMBA1005558//HYP0THETICAL 25.6 KD PROTEIN IN AB 
F2-CHL12 INTERGENIC REGION. III. 6e- 20: 202: 30//SACCH 30 
AROMYCES CEREVISIAE (BAKER'S YEAST) . //Q04272F-HEMB 
A1005568 

F- HEMBA1005570//NADH-UBI QUI NONE OXIDOREDUCTASE CHA 
IN 6 (EC L6.5.3).//1.0:80:31//CAEN0RHABDITIS ELEG 
ANS. //P24885 

F- HEMBA 1 005 5 76//TRANSMEMBRANE PROTEIN SEX PRECURSO 
R.//8.5e-58:152:75//H0M0 SAPIENS (HUMAN) . //P5 1805 
F-HEMBA1005577//KERATIN, HIGH-SULFUR MATRIX PROTEI 
H, B2A. HQ. 98: 57: 36//0VIS ARIES (SHEEP) . //P02438 
F-HEMBA1005581//SLIT PROTEIN PRECURSOR. III. le- 62: 2 40 
54:41//DR0S0PHILA MELANOGASTER (FRUIT FLY).//P2401 
4 

F- HEMBA1 005582//DYNACTI N , 150 KD ISOFORM (150 KD D 
YNEIN- ASSOCIATED POLYPEPTIDE) (DP-150) (DAP-150) 
(P150-GLUED).//0. 0091: 189: 29//RATTUS NORVEGICUS (R 
AT).//P28023 

F-HEMBA1005583//HYP0THETI CAL 41.2 KD PROTEIN IN CP 
S REGION (0RF7) . //0. 83: 119: 23//KLEBSI ELLA PNEUMONI 
AE.//Q48453 

F-HEMBA1005588//! ! ! ! ALU SUBFAMILY J WARNING ENTRY 50 



^12002-191363 
2902 

! 1 ! I//1. 9e-17: 108: 53//H0M0 SAPIENS (HUMAN) . //P391 
88 

F-HEMBA1005593//SMALL PROLINE-RICH PROTEIN II (SPR 
-II) (CLONE 174N) . //0. 23: 24: 54//H0M0 SAPIENS (HUMA 
N).//P22532 

F-HEMBA1005595//DYNEIN HEAVY CHAIN, CYTOSOLIC (DYH 
C).//2.7e-39:257:39//DICTY0STEUUM DISCOIDEUM (SLI 
ME M0LD).//P34036 
F-HEMBA1005606 

F-HEMBA1005609//!!!! ALU SUBFAMILY SC WARNING ENTR 

Y !!!!//3.2e-20:27:96//H0M0 SAPIENS (HUMAN) . //P391 
92 

F-HEMBA1005616//LATE CONTROL GENE B PROTEIN (GPB). 
//0.48:51:33//BACTERI0PHAGE 186.//P08711 
F-HEMBA1005621//MIT0TIC MAD2 PROTEIN. //1.2e- 06: 13 
7:32//SACCHAR0MYCES CEREVISIAE (BAKER'S YEAST). II? 
40958 

F-HEMBA1005627//HYP0THETI CAL 17.1 KD PROTEIN IN PU 
R5 3' REGION. //0. 18: 100: 32//SACCHAR0MYCES CEREVISIA 
E (BAKER'S YEAST). //P38898 
F-HEMBA1005631 

F-HEMBA1005632//HYP0THETI CAL 7.4 KD PROTEIN. 110. 3 
2:59: 32//VACCINIA VIRUS(STRAIN WR).//P04309 
F-HEMBA1005634//! ! ! ! ALU SUBFAMILY J WARNING ENTRY 
!!!!//2.6e-14:93:58//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-HEMBA1005666//HYP0THETI CAL PROTEIN KIAA0129. III. 
le-05:126:25//H0M0 SAPIENS (HUMAN). //Ql 4 142 
F-HEMBA1005670 

F-HEMBA1005679//UNE-1 REVERSE TRANSCRIPTASE HOMOL 
0G.//2.2e-08:40:72//H0M0 SAPIENS (HUMAN) . //P08547 
F-HEMBA1005680//SMALL PROUNE-RICH PROTEIN 2-1.// 
0. 015: 19: 47//H0M0 SAPIENS (HUMAN) . //P35326 
F-HEMBA1005685 

F-HEMBA1005699//EPHRIN-B3 PRECURSOR (EPH- RELATED R 
ECEPTOR TYROSINE KINASE LIGAND 8) (LERK-8) (EPH-RE 
LATED RECEPTOR TRANSMEMBRANE LIGAND ELK-L3).//4.2e 
-38: 98: 81//H0M0 SAPIENS (HUMAN) . //Ql 5768 
F-HEMBA1005705//PR0TEIN Q300.//0. 11:23: 56//MUS MUS 
CULUS (MOUSE). //Q02722F-HEMBA1005717 
F- HEMBA1 005732//BACTENECI N 7 PRECURSOR (BAC7).//0. 
22:55:41//0VIS ARIES (SHEEP). //P504 15 , 
F-HEHBA1005737//CALCINEURIN B SUBUNIT (PROTEIN PHO 
SPHATASE 2B REGULAT0RYSUBUNIT).//4.5e-18: 167: 34//S 
ACCHAROMYCES CEREVISIAE (BAKER'S YEAST) . //P25296 
F-HEMBA1005746 

F-HEMBA1005755//UNE-1 REVERSE TRANSCRIPTASE HOMOL 
0G.//7.4e-30:69:65//H0M0 SAPIENS (HUMAN) . //P08547 
F-HEMBA1005765//!!!! ALU SUBFAMILY SQ WARNING ENTR 

Y !!!!//2.8e-19:60:63//H0M0 SAPIENS (HUMAN) . //P391 



(1453) 

2903 

94 

F- HEHBA1 005780//METALL0THI ONEI N- 1 (MT-1) . III. 0: 31: 
38//C0LUMRA LI VIA (DOMESTIC PIGEON). //PI 5786 
F-HEMBA1005813 

F-HEMBA1005815//CALPAIN, LARGE [CATALYTIC] SUBMIT 
(EC 3.4.22.17) (CALCIUM- ACTIVATED NEUTRAL PROTEI 
NASE) (CANP) (MU/M-TYPE).//1.0e-23:200:31//GALLUS 
CALLUS (CHICKEN). //P00789 

F-HEMBA1005822//PR0TEIN Q300. //0. 0016: 21 : 80//MUS I 
USCULUS (MOUSE). //Q02722 10 
F-HEMBA1005829//! ! ! ! ALU SUBFAMILY SQ WARNING ENTR 

Y !! !!//9.6e-33: 96: 73//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-HEMBA1005834//UNE-1 REVERSE TRANSCRIPTASE HOMOL 
0G.//1.6e-22:103:46//NYCTICEBUS COUCANG (SLOW LORI 
S).//P08548 

F-HEMBA1005852//PR0LINE-RICH PROTEIN MP-3 (FRAGMEN 
T).//8.8e-06:95:35//MUS MUSCULUS (MOUSE) . //P05 143 
F- HEMBA1 005853/ /HYPOTHETI CAL PROTEIN MJ0647.//0.3 
9: 28: 39//METHAN0C0CCUSJANNASCHI I . //Q58063 20 
F-HEMBA1005884 

F-HEMBA1005891//HYP0THETICAL PROTEIN MTH137.//0.9 
5:51:27//METHAN0BACTERIUM THERM0AUT0TR0PHICUM.//02 
6240 

F-HEMBA1005894//!!!! ALU SUBFAMILY SX WARNING ENTR 

Y !! !!//2.6e-29: 81: 71//H0M0 SAPIENS (HUMAN) . //P391 
95 

F-HEMBA1005909//HYP0THETI CAL 8.2 KD PROTEIN B0353. 
1 IN CHROMOSOME III. //0. 98: 19: 52//CAEN0RHABDITIS E 
LEGANS.//Q10958 30 
F-HEMBA1005911//!!!! ALU SUBFAMILY J WARNING ENTRY 
! ! ! ! //1 . 9e-27: 86: 70//H0M0 SAPI ENS (HUMAN) . //P3918 

8 

F-HEMBA1005921//! ! ! ! ALU SUBFAMILY SQ WARNING ENTR 

Y !! !!//1.3e- 38: 99: 81//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-HEMBA1005931//ZINC FINGER PROTEIN 83 (ZINC FINGE 
R PROTEIN HPFl).//2.3e-17:76:51//H0M0 SAPIENS (HUM 
AN).//P51522 

F-HEMBA1005934//!!!! ALU SUBFAMILY SB WARNING ENTR 40 

Y !! !!//0. 024: 54: 40//H0M0 SAPIENS (HUMAN) . //P39 189 
F-HEMBA1005962 

F-HEMBA1005963//C0AT0MER GAMMA SUBUNIT (GAMMA-COAT 
PROTEIN) (GAMMA-COP) . //1. 7e-32: 89: 79//B0S TAURUS 
(BOVINE). //P53620 

F-HEMBA1005990//HYP0THETI CAL BHLF1 PROTEIN. //3.0e- 
09: 180: 36//EPSTEIN-BARR VIRUS (STRAIN B95- 8) (HUMA 
N HERPESVIRUS 4) . //P03181 

F-HEMBA1005991//HYP0THETICAL PROTEIN RIAA0032.//3. 
Oe- 17: 107: 43//H0M0 SAPIENS (HUMAN) . //Q15034 50 



ftffl 2002-191363 
2904 

F-HEMBA1005999 
F-HEMBA1006002 

F- HEMBA1 006005//CORNI FI N B (SMALL PROLINE-RICH PRO 
TEIN IB) (SPR1B) (SPR1B) . //O. 0017: 45: 44//MUS MUSCU 
LUS (MOUSE). //Q62267 

F-HEMBA1006031//BASIC PROLINE-RICH PEPTIDE IB-1.// 
0. 00016: 84: 39//H0M0 SAPIENS (HUMAN) . //P04281 
F-HEMBA1006035//DNAK PROTEIN 1 (HEAT SHOCK PROTEIN 
70) (HSP70).//0.43:100:27//SYNECH0CYSnS SP. (STR 
AIN PCC 6803).//Q55154 

F-HEMBA1006036//!!!! ALU SUBFAMILY SQ WARNING ENTR 

Y ! ! ! !//6. 2e-64: 150: 74//H0M0 SAPIENS (HUMAN) . //P39 
194 

F-HEMBA1006042 

F-HEMBA1006067//METALL0THI0NEIN A (MT-A) . //0. 86: 3 
4:41//THERMARCES CERBERUS. //P52721 
F-HEMBA1006081 

F-HEMBA1006090//S0DI UM/GLUCOSE COTRANSPORTER 3 (NA 
(+)/GLUCOSE COTRANSPORTER 3) (LOW AFFINITY SODIUM- 
GLUCOSE COTRANSPORTER). //0. 87: 35: 54//SUS SCROFA (P 
IQ.//P31636 

F- HEMBA1 006091 / /EARLY NODULIN 20 PRECURSOR (N-20). 
//0. 027: 87: 32//MEDICAG0 TRUNCATULA (BARREL MEDIC). 
//P93329 

F-HEMBA1006100//! ! ! ! ALU SUBFAMILY SX WARNING ENTR 

Y !!!!//8.1e-09:58:60//H0M0 SAPIENS (HUMAN) . //P391 
95 

F-HEMBA1006108//HYP0THETICAL 56.6 KD PROTEIN IN UR 
E2-SSU72 INTERGENIC REGION. //5.6e- 16: 88: 36//SACCHA 
ROMYCES CEREVISIAE (BAKER'S YEAST) . //P53867 
F-HEMBA1006121//H0ME0B0X PROTEIN CDX-1 (CAUDAL-TYP 
E HOMEOBOX PROTEIN 1) . //3. 4e-05: 106: 37//H0M0 SAPIE 
NS (HUMAN). //P47902 

F-HEMBA1006124//50S RIBOSOMAL PROTEIN L33.//1.0:l 
2: 83//BACI LLUS STEAROTHERMOPHI LUS. //P23375 
F-HEMBA1006130//SEL- 10 PROTEIN. 111. 7e-05: 129: 28//C 
AENORHABDITIS ELEGANS. //Q93794 
F-HEMBA1006138//! ! ! ! ALU SUBFAMILY SQ WARNING ENTR 

Y !! !!//7.8e-13: 41: 73//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-HEMBA1006142//!!!! ALU SUBFAMILY SC WARNING ENTR 

Y ! I ! Mil. 3e-39: 101: 77//H0M0 SAPIENS (HUMAN) . //P39 
192 

F-HEMBA1006155//GENE 33 POLYPEPTIDE. //0. 21: 70: 31// 
RATTUS NORVEGICUS (RAT) . //P05432 
F-HEMBA1006158 

F-HEMBA1006173//PR0TEIN-TYR0SINE PHOSPHATASE STRIA 
TUM- ENRICHED (EC 3.1.3.48) (STEP) (NEURAL- SPECIFIC 
PROTEIN-TYROSINE PHOSPHATASE) (FRAGMENT). 110. 017: 
20:95//H0M0 SAPIENS (HUMAN) . //P54829 



(1454) 

2905 

F-HEMBA1006182//! ! ! ! ALU SUBFAMILY J WARNING ENTRY 

! ! ! ! 110. 37: 31 : 61//H0MO SAPIENS (HUMAN) . //P39188 
F-HEMBA1006198//HOMEOBOX PROTEIN H0X-B3 (HOX-2. 7) 
(MH-23) . //O. 85: 61 : 29//MUS MUSCULUS (MOUSE) . //P0902 
6 

F-HEMBA1006235//50S RIBOSOMAL PROTEIN L33.//1.0:2 
6: 38//AQUIFEX AEOUCUS. //067756 
F-HEMBA1006248//MALE SPECIFIC SPERM PROTEIN MST84D 
B. //0. 0041: 64: 37//DR0S0PHI LA MELANOGASTER (FRUIT F 
LY).//Q01643 10 
F-HEMBA1006252//B0WMAN-BIRK TYPE PROTEINASE INHIBI 
TOR DE-3.//1.0:22:40//D0LICH0S AXILLARIS (MACROTYL 
OMA AXILIARE).//P01057 

F-HEMBA1006253//DI SI NTEGRI N ERISTICOPHIN (PLATELET 
AGGREGATION ACTIVATION INfflBITOR) . //O. 95: 19: 47//E 
RISTOCOPfflS MACMAHONI (LEAF-NOSED VIPER). //P22826 
F-HEMBA1 006259 

F-HEMBA1006268//I ! ! ! ALU SUBFAMILY SC WARNING ENTR 
Y ! !!!//7.0e-05: 32: 65//H0M0 SAPIENS (EUMAN) . //P391 
92 20 
F-HEMBA1006272//RETR0VIRUS-RELATED GAG POLYPROTEIN 
(VERSION 2) . //4. 8e- 1 12: 248: 78//H0M0 SAPIENS (HUMA 
N).//P10264 

F-HEMBA1006278//P0LY(A) POLYMERASE (EC 2.7.7.19) 
(PAP) (POLYNUCLEOTIDE ADENYLYLTRANSFERASE) (FRAGME 
NT) . //2. 5e-71: 164: 75//H0M0 SAPIENS (HUMAN). //P5 100 
3 

F-HEMBA1006283//50S RIBOSOMAL PROTEIN L32.//0.81:2 
7:44//THERMUS AQUATICUS (SUBSP. THERM0PHILUS).//P8 
0339 30 
F-HEMBA1006284//CUTI CLE COLLAGEN 2.//0.36:42:40//C 
AENORHABDITIS ELEGANS. //P17656 
F-HEMBA1006291//HYP0THETICAL 43.3 KD PROTEIN IN EV 
GS-GLK INTERGENIC REGION. //2.4e- 37: 143: 31//ESCHERI 
CHI A C0LI.//P76518 

F-HEMBA1 006293//MYEU N-OLI GODENDROCYTE GLYCOPROTEI 
N PRECURSOR. //O. 20: 134: 29//RATTUS NORVEGICUS (RA 
T).//Q63345 

F-HEMBA1006309//HYPOTHETI CAL 54.2 RD PROTEIN IN ER 
P5-0RC6 INTERGENIC REGION. III. le-43: 187: 48//SACCHA 40 
ROMYCES CEREVISIAE (BAKER'S YEAST) . //P38821 
F-HEMBA1006310//SIGNAL TRANSDUCER CD24 PRECURSOR 
(HEAT STABLE ANTIGEN) (HSA) (NECTADRIN).//0.71:46: 
39//RATTUS NORVEGICUS (RAT) . //Q07490 
F-HEMBA1006328//RNA POLYMERASE ALPHA SUBUNIT (EC 
2. 7. 7. 48) (NUCLEOCAPSIDPHOSPHOPROTEIN) . 110. 44: 141: 
24//HUMAN PARAINFLUENZA 1 VIRUS (STRAIN CI -5/73)./ 
/P32531 

F-HEMBA1006334//HYP0THETICAL TRANSCRIPTIONAL REGUL 
ATOR AF1627. 110. 98: 26: 46//ARCHAE0GL0BUS FULGI DUS. / 50 



M2 00 2- 1 9 1 3 6 3 
2906 

/028646 

F-HEMBA1006344//EZRIN (P81) (CYT0VII1IN) (VILLIN- 
2) . 11%. 8e-08: 91 : 36//MUSMUSCULUS (MOUSE) . //P26040 
F-HEMBA1006347//MALES- ABSENT ON THE FIRST PROTEIN 
(EC 2. 3. 1. -) . //9. le-48: 149: 50//DR0S0PHILA MELANOGA 
STER (FRUIT FLY) . //002193 

F-HEMBA1006349//METALL0THI0NEIN-UKE PROTEIN l.ll 
0. 015: 59: 33//CASUARINAGLAUCA (SWAMP OAK) . //Q39511 
F-HEMBA1006359//ZINC FINGER PROTEIN 43 (ZINC PROTE 
IN HTF6).//6.8e-96:261:66//H0M0 SAPIENS (HUMAN).// 
P28160 

F- HEMBA1 006364//PUTATI VE ENDONUCLEASE C1F12.06C (E 
C 3.1.-.-)//0.97:60:35//SCHIZ0SACCHAR0MYCES POMBE 

(FISSION YEAST). //Q10348 
F-HEMBA1006377//EARLY NODULIN 20 PRECURSOR (N-20). 
HQ. 00023: 110: 35//MEDICAG0 TRUNCATULA (BARREL MEDI 
C).//P93329 
F-HEMBA1006380 

F-HEMBA1006381//METAI10TE0NEIN-II . III. 0: 26: 38//CA 
NDIDA GLABRATA (YEAST) (TORULOPSIS GLABRATA).//P151 
14 

F-HEMBA1006398//LINE-1 REVERSE TRANSCRIPTASE HOMOL 
OG. //3. 3e-26: 123: 52//H0M0 SAPIENS (HUMAN) . //P08547 
F-HEMBA1006416 

F-HEMBA1006419//! ! ! ! ALU SUBFAMILY SB WARNING ENTR 

Y ! ! ! MIX. 2e-24: 102: 50//H0M0 SAPIENS (HUMAN) . //P39 
189 

F-HEMBA1006421//!!!! ALU SUBFAMILY J WARNING ENTRY 
!!!!//3.1e-21:101:57//H0M0 SAPIENS (HUMAN) . //P391 
88 

F-HEMBA1006424//HYP0THETI CAL PROTEIN I0RF1.//O.85: 
55:30//B0VINE CORONAVIRUS (STRAIN HEBUS) , AND BOVI 
NE CORONAVIRUS (STRAIN QUEBEC) . //P22053 
F-HEMBA1006426//!!!! ALU SUBFAMILY SX WARNING ENTR 

Y !!!!//1.8e-36:78:74//H0M0 SAPIENS (HUMAN) . //P391 
95 

F-HEMBA1006438//HYP0THETICAL 8.1 KD PROTEIN (0RF6 
5).//1.0:38:36//GUILLARDIA THETA (CRYPTOMONAS PH 
I).//078421 

F-HEMBA1006445//RAS-UKE PROTEIN 3.//1.9e-06:40:47 
//RHIZOMUCOR RACEMOSUS(MUCOR CIRCINELLOIDES F. LUS 
ITANICUS).//P22280 
F-SEMBA1006446 

F-HEMBA1006461//! I ! ! ALU SUBFAMILY SC WARNING ENTR 

Y !!!!//4.1e-18:68:67//H0M0 SAPIENS (HUMAN). //P391 
92 

F-HEMBA1006467 
F-HEMBA1006471 

F-HEMBA1006474//40 KD PROTEIN. //I. le-37: 231: 38//B0 
RNA DISEASE VIRUS (BDV) . //Q01552 



(1455) 
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F-HEMBA1006483//! ! ! ! ALU SUBFAMILY SC WARNING ENTR 
Y !! !!//6.1e-38: 77: 74//H0M0 SAPIENS (HUMAN) . //P391 
92 

F-HEMBA1006485//HYP0THETI CAL 9.3 KD PROTEIN IN NAD 
3-NAD7 INTERGENIC REGION (ORF 79).//0.91:30:40//MA 
RCHANTIA POLYMORPHA (LIVERW0RT).//P38465 
F-HEMBA1006486//UNE-1 REVERSE TRANSCRIPTASE HOMOL 
OG. //I . le- 12: 78: 51//H0M0 SAPIENS (HUMAN) . //P08547 
F-HEMBA1006489//FUN34 PROTEIN. //0. 94: 58: 37//SACCHA 
ROMYCES CEREVISI AE (BAKER' S YEAST) . //P32907 10 
F- HEMBA1006492//NADH-UBI QUI NONE OXIDOREDUCTASE HffF 
E SUBUNIT (EC 1.6.5.3) (EC 1.6.99.3) (COMPLEX I-MWF 
E) (CI -MWFE) . //0. 87: 44 : 36//H0M0 SAPI ENS (HUMAN) . // 
015239 

F-HEMBA1006494//FERRED0XIN-LIKE PROTEIN IN NIF REG 
I ON. //0, 1 1 : 46: 26//RHI ZOBI UM LEGUMINOSARUM (BIOVAR 
TRIF0LII).//P42711 
F-HEMBA1006497 

F-HEMBA1006502//! ! ! ! ALU SUBFAMILY J WARNING ENTRY 

! ! ! ! //0. 15: 26: 73//H0M0 SAPIENS (HUMAN) . //P39188 20 
F-HEMBA1006507//DI APHANOUS PROTEIN. //0. 0055: 129: 28 
//DROSOPHILA MELANOGASTER (FRUIT FLY) . //P48608 
F-HEMBA1006521//3-OXOACYL-[ACYL-CARRIER PROTEIN] R 
EDUCTASE (EC 1.1.1.100) (3-KETOACYL- ACYL CARRIER 
PROTEIN REDUCTASE) . //I. le-32: 177: 41//ESCHERICHIA C 
0LI.//P25716 

F-HEMBA1006530//NADH-UBI QUI NONE OXIDOREDUCTASE CHA 
IN 5 (EC 1.6.5.3) (FRAGMENT). //0. 052: 84: 26//LEISHM 
ANIA TARENTOLAE (SAUROLEISHMANIA TARENTOLAE) . //P15 
583 30 
F-HEMBA1006535//INHIBIT0R OF APOPTOSIS PROTEIN 1 
(MIAP1) (MIAP-l).//6.6e-05:53:39//MUS PSCULUS (MO 
USE).//008863 

F-HEMBA1006540//PRESYNAPTIC PROTEIN SAP97 (SYNAPSE 
-ASSOCIATED PROTEIN 97) (DISCS, LARGE HOMOLOG 1)./ 
/2.1e-07:206:23//RATTUS NORVEGICUS (RAT) . //Q62696 
F-HEMBA1006546//PR0BABLE E5 PROTEIN. //0. 11:70:32// 
HUMAN PAPILLOMAVIRUS TYPE 5L//P26553 
F-HEMBA1006559//SUPPRESS0R PROTEIN SRP40. //0. 015: 2 
21:20//SACCHAR0MYCES CEREVISIAE (BAKER'S YEAST).// 40 
P32583 

F-HEMBA1006562//SALIVARY PROLINE-RICH PROTEIN PO P 
RECURSOR (ALLELE S).//1.5e-07: 122:33//H0M0 SAPIENS 

(HUMAN). //P10163 
F-HEMBA1006566//CELL DIVISION PROTEIN KINASE 2 (EC 

2.7.1.-) (CDC2 HOMOLOG EG1 PROTEIN KINASE). //O. 6 
3:53:37//XEN0PUS LAEVIS (AFRICAN CLAWED FR0G).//P2 
3437 

F-HEMBA1006569//C0LLAGEN ALPHA 2(1) CHAIN (FRAGMEN 
T).//4. 4e-06: 88: 39//B0S TAURUS (BOVI NE) . //P02465 50 



%fW\ 2002-191363 
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F-HEHBA1006579 

F-HEMBA1006583//PR0U NE-RI CH PROTEIN MP-2 PRECURSO 
R. //O. Oil: 61: 40//MUS MUSCULUS (MOUSE) . //P05142 
F-HEMBA1006595//III! ALU SUBFAMILY SQ WARNING ENTR 

Y !!!!//5.6e-34:93:77//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-HEMBA1006597//!!!! ALU SUBFAMILY SX WARNING ENTR 

Y !!!!//1.9e-26:75:74//H0M0 SAPIENS (HUMAN) . //P391 
95 

F-HEMBA1006612//SUPPRESS0R PROTEIN SRP40. //0. 026: 2 
21: 22//SACCHAR0MYCES CEREVISIAE (BAKER' S YEAST) . // 
P32583 

F-HEMBA1006617//!!!! ALU SUBFAMILY J WARNING ENTRY 
!!!!//6.6e-20:73:63//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F- HEMBA1006624//HYP0THETI CAL 41.9 KD PROTEIN IN SD 
S3-THS1 INTERGENIC REGION. //2.6e-31: 209: 44//SACCHA 
ROMYCES CEREVISIAE (BAKER'S YEAST) . //P40506F-HEMBA 
1006631//HYP0THETICAL 62.8 KD PROTEIN IN TAF145-Y0 
Rl INTERGENIC REGION. //1. 5e- 15: 131: 41//SACCHAR0MYC 
ES CEREVISIAE (BAKER'S YEAST) . //P53331 
F-HEHBA1006635 

F-HEMBA1006639//P0LYADENYLATE-BINDING PROTEIN 1 (P 
OLY(A) BINDING PR0TEIN1) (PABP l).//2.2e-ll:48:75/ 
/MUS MUSCULUS (MOUSE) . //P29341 
F-HEMBA1006643//L0NG NEUROTOXIN CR1 PRECURSOR (KAP 
PA NEUROTOXIN). //0. 28: 48: 27//BUNGARUS MULTICINCTUS 

(MANY-BANDED KRAIT) . //P15817 
F-HEMBA1006648//ZINC FINGER PROTEIN 12 (ZINC FINGE 
R PROTEIN K0X3) (FRAGMENT). //0. 26: 17: 47//H0M0 SAPI 
ENS (HUMAN). //PI 7014 

F-HEMBA1006652//60S RIBOSOMAL PROTEIN L7.//2.4e-4 
4:206:47//MUS MUSCULUS (MOUSE). //P14148 
F-HEMBA1006653 
F-HEHBA1006659 

F-HEMBA1006665//UNE-1 REVERSE TRANSCRIPTASE HOMOL 
OG. //0. 018: 43: 58//H0M0SAPIENS (HUMAN) . //P08547 
F-HEMBA1006674//TRANSCRI PTI ON INITIATION FACTOR TF 
IID 135 KD SUBUNIT (TAFII-135) (TAFII135) (TAFII-1 
30) (TAFII130).//2.9e-05: 154: 33//H0M0 SAPIENS (HUM 
AN).//000268 

F-HEMBA1006676//HYP0THETI CAL PROLINE-RICH PROTEIN 
(FRAGMENT) . //3. 6e-09: 52: 51//0WENIA FUSIFORMIS. //P2 
1260 

F-HEHBA1006682 

F-HEMBA1006695//! ! ! ! ALU SUBFAMILY J WARNING ENTRY 
! ! ! !//2. le-06: 35: 65//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-HEMBA1006696 

F-HEMBA1006708//HYP0THETI CAL 46.4 KD TRP-ASP REPEA 



(1456) 
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TS CONTAINING PROTEININ PMC1-TFG2 INTERGENIC REGIO 
N.//3.4e-19:104:45//SACCHAR0MYCES CEREVISIAE (BAKE 
R S YEAST). //P53196 

F- HEMBA1 006709//RETI NOI C ACID RECEPTOR RXR-BETA. // 
0.24: 111: 36//H0M0 SAPIENS (HUMAN) . //P28702 
F-HEMBA1006717 

F-HEMBA1006737//ANKYRIN, BRAIN VARIANT 2 (ANKYRIN 
B) (ANKYRIN, NONERYTHROID) (FRAGMENT). //5.8e-09: 11 
1 : 40//H0M0 SAPI ENS (HUMAN) . //Q01485 
F-BEMBA1006744//! ! ! ! ALU SUBFAMILY SB2 WARNING ENT 10 
RY !! !!//1.8e-32: 84: 78//H0M0 SAPIENS (HUMAN) . //P39 
191 

F-HEMBA1006754//UNE-1 REVERSE TRANSCRIPTASE HOMOL 
OG.//1.3e-75:22O:62//H0M0 SAPIENS (HUMAN) . //P08547 
F-HEMBA1006758//VASCULAR ENDOTHELIAL- CADHERIN PREC 
URSOR (VE-CADHERIN) (CADHERIN- 5) (7B4 ANTIGEN) (CD 
144 ANTIGEN) . //0. 024: 110: 29//H0M0 SAPIENS (HUMAN) . 
//P33151 
F-HEMBA1006767 

F- HEMBA1 006779//MI TOCHONDRI AL RIBOSOMAL PROTEIN SI 20 
2. //O. 67: 19: 42//LEISHMANIA TARENTOLAE (SAUROLEISHM 
ANIA TARENTOLAE). //Q34940 
F-HEMBA1006780 

F-HEMBA1006789//PR0LINE-RICH PROTEIN MP-3 (FRAGMEN 
T) . //0. 056: 98: 30//MUSMUSCULUS (MOUSE) . //P05143 
F-HEMBA1006795//LINE-1 REVERSE TRANSCRIPTASE HOMOL 
0G.//2.9e-ll:143:30//NYCTICEBUS COUCANG (SLOW LORI 
S).//P08548 

F-HEMBA1006796//WISK0n-ALDRICH SYNDROME PROTEIN H 
OMOLOG (WASP) . //0. 16: 38: 42//MUS MUSCULUS (MOUSE) . / 30 
/P70315 

F-HEMBA1006807//HYP0THETI CAL 46.4 KD PROTEIN T16H1 
2.5 IN CHROMOSOME III. //4. 4e-75: 184: 77//CAEN0RHABD 
ITIS ELEGANS.//P34568 

F-HEMBA1006821//! ! ! ! ALU SUBFAMILY SQ WARNING ENTR 
Y !!!!//0.011:20:85//H0M0 SAPIENS (HUMAN) . //P39194 
F-HEMBA1006824//PR0TEIN B11.//0. 44: 27: 44//VACCINIA 
VIRUS (STRAIN WR).//Q01229 
F-HEMBA1006832//HYP0THETICAL 34.6 KD PROTEIN C13G 
5. 2 IN CHROMOSOME III . //i. 0: 46: 36//CAEN0RHABDITIS 40 
ELEGANS.//P34327 
F-HEMBA1006849 

F-HEMBA1006865//ACR0SIN INHIBITORS IIA AND IIB (BU 
SI-II) . //1. 0: 41: 31//B0S TAURUS (BOVINE). //P01001 
F-HEMBA1006877//0XYSTER0L-BINDING PROTEIN. //3. 7e-2 
6: 239: 36/ /ORYCTOLAGUSCUNI CULUS (RABBIT) . //P16258 
F-HEMBA1006885//HYP0THETI CAL 27.2 KD PROTEIN F09E 
5.8 IN CHROMOSOME II.//4. 5e-38: 185: 43//CAEN0RHABDI 
TIS ELEGANS.//P52057 

F-HEMBA1006900 50 
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F-HEMBA1006914//UBI QUI TI N-ACTI VATI NG ENZYME El-UK 
E (POLYMERASE- 1 NTERACTI NG PROTEIN 2).//5.2e-27:26 
9:33//SACCHAR0MYCES CEREVISIAE (BAKER'S YEAST) . //P 
52488 

F-HEMBA1006921//CYT0T0HN 3 (COMPONENT 3.20).//0.9 
9:32:37//NAJA MELANOLEUCA (FOREST COBRA) (BLACK-U 
PPED COBRA). //P01473 

F-HEMBA1006926//ATR0PHIN-1 (DENTATORUBRAL-PALUDOL 
UYSIAN ATROPHY PROTEIN) . //0. 0024: 148: 33//RATTUS NO 
RVEGICUS (RAT).//P54258 

F-HEHBA1006929//HYP0THETICAL PROTEIN MJ0525.//0.9 
5: 35: 20/ /METHANOCOCCUSJANNASCHI I . //Q57945 
F-HEMBA1006936//SALIVARY ACIDIC PROUNE-RICH PHOSP 
HOPROTEIN 1/2 PRECURSOR (PRP-1 / PRP-3) (PRP-2 / P 
RP-4) (PIF-F / PIF-S) (PROTEIN A / PROTEIN C) [CON 
TAINS: PEPTIDE P-C] . //0. 074: 116: 31//H0M0 SAPIENS 
(HUMAN). //P02810 
F-HEMBA1006938 

F-HEMBA1006941//THI0RED0XIN H-TYPE 1 (TRX-H1) . III. 
le- 13: 90: 33//NIC0TI ANATABACUM (COMMON TOBACCO). //P 
29449 

F-HEMBA1006949 

F-HEMBA1006973//C0LLAGEN ALPHA 1(XII) CHAIN (FRAGM 
ENTS) . //0. 75: 29: 55//B0S TAURUS (BOVI NE) . //P25508 
F-HEMBA1006976//CMP-N-ACETYLNEURAMINATE-BErA-GALAC 
TOSAMIDE-ALPHA-2, 3-SIALYLTRANSFERASE (EC 2.4.99.-) 
(BETA-GALACTOSIDE ALPHA-2.3-SIALYLTRANSFERASE) (S 
T3GALIII) (ALPHA 2,3-ST) (GAL-NAC6S) (STZ) (SIAT4- 
C) (SAT-3) (ST-4).//3.9e-108: 117: 95//H0M0 SAPIENS 
(HUMAN). //Q11206 
F-HEMBA1006993 

F-HEMBA1006996//HYPOTHETI CAL 8.7 KD PROTEIN IN RPL 
22-RPL23 INTERGENIC REGION (0RF70).//0. 12:51 :33//A 
STASIA LONGA (EUGLENOPHYCEAN ALGA) . //P34779 
F-HEMBA1007002//PLATELET GLYCOPROTEIN IX PRECURSOR 
(GPIX) (CD42A).//0. 00096: 60: 33//H0M0 SAPIENS (HUM 
AN).//P14770 

F-HEMBA1007017//HYP0THETICAL 7.2 KD PROTEIN IN CYA 
Y-DAPF INTERGENIC REGI0N.//l.O:25:56//ESCHERICHIA 
C0U.//P39166 

F-HEMBA1007018//DYNEIN LIGHT INTERMEDIATE CHAIN 1, 
CYTOSOLIC (UC57/59)(DYNEIN LIGHT CHAIN A) (DLC- 
A).//8.5e-120:278:80//GALLUS CALLUS (CHICKEN).//Q9 
0828 

F-HEMBA1007045//SKIN SECRETORY PROTEIN XP2 PRECURS 
OR (APEG PROTEIN) . 111. le-12: 158: 29//XEN0PUS LAEVIS 

(AFRICAN CIAWED FROG) . //P17437 
F-HEMBA1007051 

F-HEHBA1007052//60S RIBOSOMAL PROTEIN L37-B (L35) 
(YP55).//0.94:37:35//SACCHAR0MYCES CEREVISIAE (BAR 
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ER'S YEAST). //P51402 

F-HEMBA1007062//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.3 
4) (A6L) . //0. 93: 55: 29//RHI NOCEROS UNICORNIS (GREAT 
ER INDIAN RHINOCEROS). //Q96063 
F-HEMBA1007066//ECL0SI0N HORMONE PRECURSOR (ECDYSI 
S ACTIVATOR) (EH) . //0. 58: 49: 38//BOMBYX MORI (SILK 
MOTH) . //P25331 

F-HEMBA1007073//PUTATIVE SMALL MEMBRANE PROTEIN (0 
RF 4) . //0. 86: 46: 34//CANINE ENTERIC CORONAVIRUS (ST 
RAIN INSAVC-1) (CCV).//P36696 10 
F-HEMBA1007078//I ! ! ! ALU SUBFAMILY SP WARNING ENTR 

Y !!! I//8. 6e-29: 56: 67//H0M0 SAPIENS (HUMAN) . //P391 
93 

F-HEMBA1007080//SKIN SECRETORY PROTEIN XP2 PRECURS 
OR (APEG PROTEIN). //0. 028: 122: 30//XEN0PUS LAEVIS 
(AFRICAN CLAWED FROG) . //PI 7437 
F-HEMBA1007085//RT0A PROTEIN (RATI0-A).//7.4e-ll:2 
21:31//DICTY0STELIUM DISCOIDEUM (SUME M0LD).//P54 
681 

F-HEMBA1007087//HYP0THETI CAL PROTEIN MJ0162. //3. 3e 20 
-29: 173: 36//METHAN0C0CCUS JANNASCHII . //Q57626 
F-HEMBA1007112 
F-HEMBA1007113 

F-HEMBA1 007121 //I NOSI TOL POLYPHOSPHATE 1-PHOSPHATA 
SE (EC 3.1.3.57) (IPP).//5.4e-07:90:28//H0M0 SAPIE 
NS (HUMAN). //P49441 

F-HEMBA1007129//HIRUSTASIN. //O. 88: 37: 32//HIRUD0 ME 
DI CI NALI S (MEDI CI NAL LEECH) . //P80302 
F-HEMBA1007147//HYP0THETICAL 12.0 KD PROTEIN IN DS 
T1-HEM2 I NTERGENI C REGI ON. //0. 92: 23: 34//SACCHAR0MY 30 
CES CEREVISIAE (BAKER'S YEAST) . //P53182 
F-HEMBA1 007149//BACTERI OCI N MICROCIN B17 PRECURSOR 
(MCB17) . //0. 0078: 17: 70//ESCHERI CHI A COU . //P05834 
F-HEMBA1007151//WDNM1 PROTEIN PRECURSOR. //0. 25: 45: 
37//MUS MUSCULUS (MOUSE) . //Q62477 
F- HEMBA10071 74//HYP0THETI CAL 45.1 KD PROTEIN IN RP 
S5-ZMS1 I NTERGENI C REGION. //6. 9e- 18:97 :47//SACCHAR ' 
OMYCES CEREVISIAE (BAKER* S YEAST) . //P47 160 
F-HEMBA1007178//! ! ! ! ALU SUBFAMILY SX WARNING ENTR 

Y !!!! //9. 8e-06: 38: 65//H0M0 SAPI ENS (HUMAN) . //P391 40 
95 

F-HEMBA1007194//GLUC0SE-6-PH0SPHATE 1-DEHYDROGENAS 
E, CHOLOROPIAST ISOFORM PRECURSOR (EC 1.1.1.49) (G 
6PD) . //1 . 0: 80: 32//NI COTI ANA TABACUM (COMMONTOBACC 
0) . //Q43793 

F-HEMBA1007203//PR0TEIN A22. //1. 0: 115: 26//VARI0LA 

VIRUS. //P33845 

F-HEMBA1007206 

F-HEMBA1007224//HYP0THETI CAL 35.7 KD PROTEIN C41C 
4.6 IN CHROMOSOME II.//2.4e-05:92:30//CAEN0RHABDIT 50 
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IS ELEGANS. //Q09275 

F-HEMBA1007243//HYP0XANTHINE-GUANINE PHOSPHORIBOSY 
LTRANSFERASE (EC 2.4.2.8) (HGPRT) (HGPRTASE) (HPRT 
B).//3.1e-74:205:67//MUS MUSCULUS (MOUSE) . //P0049 

3 

F-HEMBA1007251//VITELLINE MEMBRANE PROTEIN VM26AB 
PRECURSOR (PROTEIN TU-4) (PROTEIN SV23) . //0. 52: 10 
8:30//DR0S0PHILA MELANOGASTER (FRUIT FLY) . //P13238 
F-HEMBA1007256 

F-HEMBA1007267//CALICIN (FRAGMENT) . //0. 060: 88: 31// 
HOMO SAPIENS (HUMAN). //Q 13939 
F-HEHBA1007273//HYP0THETI CAL 8.1 KD PROTEIN (0RF6 
5).//0.95:40:37//GUILLARDIA THETA (CRYPTOMONAS PH 
D.//078421 

F-HEMBA1007279//! ! ! ! ALU SUBFAMILY J WARNING ENTRY 
! ! ! MIL 6e-24: 98: 64//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-HEMBA1007281 

F-HEHBA1007288//HYP0THETICAL 13.5 KD PROTEIN IN ZM 
S1-MNS1 INTERGENIC REGION. //0. 88: 11: 54//SACCHAR0MY 
CES CEREVISIAE (BAKER'S YEAST) . //P47 162 
F-HEMBA1007300//CGMP-SPECIFIC 3\ 5' -CYCLIC PHOSPHO 
DIESTERASE (EC 3. 1. 4. 17) (CGB-PDE) . 111. 7e-43: 220: 4 
1//B0S TAURUS (BOVINE). //Q28156 
F-HEMBA1007301//PR0C0LLAGEN ALPHA l(III) CHAIN PRE 
CURSOR. //3.3e-22: 115: 33//H0M0 SAPIENS (HUMAN). //PO 
2461 

F-HEMBA1007319 

F-HEMBA1007320//HYP0THETI CAL 28.0 KD PROTEIN IN GL 
OB-RNHA INTERGENIC REGI0N.//1.0:48:37//ESCHERICHIA 
C0U.//P75672 

F- HEMBA1 007322//THRE0NI NE DEHYDRATASE OPERON ACTIV 
ATOR PROTEIN. //l.0: 59: 33//ESCHERICHIA C0LI.//P1186 
6 

F-HEMBA1007327 

F-HEMBA1007341//1!!! ALU SUBFAMILY J WARNING ENTRY 
! ! ! I//9. le-12: 37: 62//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-HEMBA1007342//PR0BABLE E5 PR0TEIN.//0.89:96:29// 
PYGMY CHIMPANZEE PAPILLOMAVIRUS TYPE 1.//Q02268 
F-HEMBA1007347//I NSUU N-U KE GROWTH FACTOR BINDING 
PROTEIN 2 PRECURSOR (IGFBP-2) (IBP-2) (IGF-BINDIN 
G PROTEIN 2).//0.92:62:43//0VIS ARIES (SHEEP). //Q2 
9400 

F-HEMBB1000005//WEAK NEUROTOXIN 5. //0. 98: 30: 33//NA 
JA NAJA (INDIAN COBRA). //P29 179 
F-HEMBB1000008//!!!! ALU SUBFAMILY SX WARNING ENTR 
Y !!!!//2.7e-35:73:84//H0M0 SAPIENS (HUMAN) . //P391 
95 

F-HEMBB1000018//HYP0THETI CAL BHLF1 PROTEIN. //O. 39: 
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90:37//EPSTEIN-BARR VIRUS (STRAIN B95-8) (HUMAN HE 
RPESVIRUS 4).//P03181 

F-HEMBB1000024//VIRE LOCUS 9 RD VIRULENCE PROTEIN. 
//0.66:36:41//AGROBACTERIUM TUHEFACIENS. //P08061 
F-HEMBB1000025//MUSCARINIC TOXIN ALPHA (MT-ALPHA). 
//0.46:32:40//DENDR0ASPIS POLYLEPIS POLYLEPIS (BLA 
CK MAMBA).//P80494 

F-HEMBB1000030//SUPPRESSOR PROTEIN SRP40. //6. 7e-0 
7:50:52//SACCHAR0MYCESCEREVISIAE (BAKER 1 S YEAST) . / 
/P32583 10 
F-HEMBB1000036//HYP0THETI CAL 43.2 KD PROTEIN C34E1 
0.1 IN CHROMOSOME III. //2. 5e-07: 120: 29//CAEN0RHABD 
ITIS ELEGANS. //P46576 

F-HEMBB1000037//HYP0THETICAL 59.9 KD PROTEIN IN SG 
A1-KTR7 INTERGENIC REGION. //1.7e-05: 71: 29//SACCHAR 
OMYCES CEREVISIAE (BAKER'S YEAST) . //P40492 
F-HEMBB1000039//VERY HYPOTHETICAL 11.9 KD PROTEIN 
C4H3. 12C IN CHROMOSOMEI . //I . 0: 61 : 21//SCHIZ0SACCHAR 
OMYCES POMBE (FISSION YEAST) . //Q10219 
F-HEMBB1000044 20 
F-HEMBB1000048//HYP0THETI CAL 15.7 KD PROTEIN IN ID 
H-DEOR INTERGENIC REGION. //l.0: 63: 31//BACILLUS SUB 
TIUS.//P54942 

F-HEMBB1000050//! ! ! ! ALU SUBFAMILY SQ WARNING ENTR 

Y !!!!//9.0e-14:34:79//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-HEMBB1000054//! ! ! ! ALU SUBFAMILY SP WARNING ENTR 

Y f I ! !//5.9e-31:45: 73//H0M0 SAPIENS (HUMAN) . //P391 
93 

F- HEMBB 1 000055//MUSCARI NI C TOXIN ALPHA (MT-ALPHA). 30 
//l. 0: 14: 57//DENDR0ASPIS POLYLEPIS POLYLEPIS (BUC 
K MAMBA).//P80494 

F-HEMBB1000059//I ! ! ! ALU SUBFAMILY SX WARNING ENTR 

Y !!!!//1.0e-21:82:59//H0M0 SAPIENS (HUMAN) . //P391 
95 

F-HEMBB1000083//CHR0M0GRANIN A PRECURSOR (CGA) [CO 
NTAINS: PANCREASTATIN: BETA-GRANIN; WE- 14]. //0. 87: 1 
72: 28//RATTUS NORVEGICUS (RAT) . //PI 0354 
F-HEMBB1000089//HYP0THETI CAL 9.5 KD PROTEIN IN SPE 
A-METK INTERGENIC REGION (F83).//1.0:42:33//ESCHER 40 
I CHI A C0LI.//P46879 

F-HEMBB1000099//I!!! ALU SUBFAMILY SB WARNING ENTR 

Y I!!!//7.7e-08:31:87//H0M0 SAPIENS (HUMAN) . 7/P391 
89 

F-HEMBB1000103//UNE-1 REVERSE TRANSCRIPTASE HOMOL 
OG. //1 . 4e-38: 136: 58//H0M0 SAPIENS (HUMAN) . //P08547 
F-HEMBB1000113//!!!! ALU SUBFAMILY J WARNING ENTRY 
! ! ! !//3. 9e-13: 57: 64//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-HEMBB1000119//MAF PROTEIN. //3. 6e-32: 195: 43//BACI 50 
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LLUS SUBTIUS.//Q02169 

F-HEMBB1000136//HYP0THETI CAL 12.7 KD PROTEIN IN PC 
S60-ABD1 INTERGENIC REGI0N.//0.65:71:32//SACCHAR0M 
YCES CEREVISIAE (BAKER'S YEAST) . //P38327 
F-HEMBB1000141//B-CELL GROWTH FACTOR PRECURSOR (BC 
GF-12 KD).//0. 00014: 34: 64//H0M0 SAPIENS (HUMAN).// 
P20931 

F-HEMBB1000144//!!!! ALU SUBFAMILY SB2 WARNING ENT 
RY ! ! 1 1//2. Oe-26: 81: 69//H0M0 SAPIENS (HUMAN) . //P39 
191 

F-HEMBB1000173//!!!! ALU SUBFAMILY J WARNING ENTRY 
! ! ! I//9. 2e-29: 91: 71//H0M0 SAPIENS (HUMAN) . //P39 18 

8 

F-HEMBB1000175//ANTI MICROBIAL PEPTIDE ENAP-1 (FRAG 
MENT).//0.97:41:36//EQUUS CABALLUS (HORSE) . //P8093 
0 

F-HEMBB1000198//HYP0THETICAL 7.7 KD PROTEIN YCF33 
(0RF67) . //0. 91 : 21 : 52//P0RPHYRA PURPUREA. //P51329 
F-HEMBB1000215//! ! ! ! ALU SUBFAMILY SC WARNING ENTR 
Y I! !!//3.4e-08: 39: 76//H0M0 SAPIENS (HUMAN) . //P391 
92 

F-HEMBB1000217//DNA DAMAGE TOLERANCE PROTEIN RHC31 
(RAD31 H0M0L0G).//2.9e-32:174:40//SACCHAR0MYCES C 
EREVISIAE (BAKER'S YEAST) . //Q06624 
F-HEMBB1000218//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.3 
4) (A6L) . //0. 73: 31 : 38//W CROTUS PENNSYLVANIA (ME 
ADOW V0LE).//P24949 

F- HEMBB1 000226//HYP0THETI CAL 37.0 KD PROTEIN B049 
5.8 IN CHROMOSOME II.//6.5e-26:191:34//CAEN0RHABDI 
TIS ELEGANS. //Q09217 
F-HEMBB1000240 

F-HEMBB1000244//!!!! ALU SUBFAMILY J WARNING ENTRY 
! ! ! !//1.9e-05: 44: 61//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-HEMBB1000250 
F-HEMBB1000258 

F-HEMBB1000264//CUTI CLE COLLAGEN SQT-1. //0. 15: 89: 3 
3//CAEN0RHABDITIS ELEGANS. //PI 21 14 
F-HEMBB1000266//TRANSLATI0N INITIATION FACTOR IF- 
2.//2.7e-06:167:22//SACCHAR0HYCES CEREVISIAE (BAKE 
R'S YEAST). //P39730 

F-HEMBB1000272//CYT0CHR0ME C OXIDASE POLYPEPTIDE V 
IB (EC 1.9.3.1) (AED).//0.75:30:43//B0S TAURUS (BO 
VINE).//P00429 

F-HEMBB1000274//C0RNIFIN (SMALL PROLINE-RICH PROTE 
IN I) (SPR-I) (SMALL PROUNE-RICH SQUAMOUS CELL MA 
RKER) (SPRP).//1.0:38:36//SUS SCROFA (PIG).//P3532 
3 

F-HEMBB1000284//CALTRIN (CALCIUM TRANSPORT INHIBIT 
OR) . //1 . 0: 56: 30//MUS MUSCULUS (MOUSE) . //Q09098 
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F-HEMBB1000307 
F-HEMBB1000312 

F-HEMBB100031 7//THR0MB0SP0NDI N 1 PRECURSOR. //3. 2e- 

32: 135: 43//H0H0 SAPIENS (HUMAN) . //P07996 

F- HEMBB1 0003 1 8//PUTATI VE SMALL MEMBRANE PROTEIN (N 

ONSTRUCTURAL PROTEIN NS3) (NONSTRUCTURAL 9.5 KD PR 

OTEIN) . //O. 41: 51: 31//HUMAN CORONAVIRUS (STRAIN 0C4 

3).//Q04854 

F-HEMBB1000335//ZINC FINGER PROTEIN 13 (ZFP-13) (K 
ROX-8 PROTEI N) (FRAGMENT) . //O. 82: 33: 45//MUS MUSCUL 10 
US (MOUSE). //P10754 

F-HEMBB1000336//ALDEHYDE OXIDASE (EC 1.2.3.1) (FRA 
GMENTS).//0.80:44:40//0RYa0LAGUS CUNICULUS (RABBI . 
T).//P80456 

F- HEMBB 1 000337//SPU CI NG FACTOR, ARGININE/SERINE-R 
ICH 4 (PRE-MRNA SPLICING FACTOR SRP75) . //0. 94: 118: 
22//H0M0 SAPIENS (HUMAN) . //Q08170 
F-HEMBB1000338//MALE SPECIFIC SPERM PROTEIN MST84D 
A.//0.042:33:39//DR0S0PHIU MELANOGASTER (FRUIT FL 
Y).//Q01642 20 
F-HEMBB1000339//I ! ! ! ALU SUBFAMILY J WARNING ENTRY 
! I ! !//2. 2e-14: 54: 55//B0M0 SAPIENS (HUMAN) . //P3918 

8 

F-HEMBB1000341//GENE 74 PROTEIN (GP74) . //1. 0: 39: 33 

//MYCOBACTERI OPHAGE L5.//Q05289 

F-HEMBB1000343 

F-HEMBB1000354//!!!! ALU SUBFAMILY J WARNING ENTRY 
!!!!//!. le-15:83: 56//H0M0 SAPIENS (HUMAN) . //P39 18 

8 

F-HEMBB1000369//PR0TEIN Q300. //O. 99: 27: 40//MUS MUS 30 
CULUS (MOUSE). //Q02722 

F-HEMBB1000374//! ! ! ! ALU SUBFAMILY SB WARNING ENTR 
Y !!!!//4.7e-34:56:78//H0M0 SAPIENS (HUMAN) . //P391 
89 

F-HEMBB1000376 

F-HEMBB1000391//C0LLAGEN ALPHA 1(XII) CHAIN (FRAGM 
ENTS).//0.0013:79:35//B0S TAURUS (BOVINE). //P25508 
F-HEMBB1000399//CHECKP0I NT PROTEIN RAD17.//2.8e-l 
5:187:31//SCHIZ0SACCHAR0MYCES POMBE (FISSION YEAS 
T) . //P50531 40 
F- HEMBB1000402//NADH-UBI QUI NONE OXIDOREDUCTASE CHA 
IN 5 (EC 1.6.5.3) (FRAGMENT). //0. 027: 60: 38//LEISHM 
ANIA TARENTOLAE (SAUROLEISHMANIA TARENTOLAE) . //P15 
583 

F-HEMBB1000404//CYANELLE SOS RIBOSOMAL PROTEIN L2 
8. //0. 94: 29: 27//CYAN0PH0RA PARADOXA. //P48129 
F- HEMBB1 000420//SPU CEOSOME ASSOCIATED PROTEIN 49 
(SAP 49) (SF3B53) . //0. 023: 97: 35//H0M0 SAPIENS (HUM 
AN).//Q15427 

F-HEMBB1000434//! ! ! ! ALU SUBFAMILY SQ WARNING ENTR 50 
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Y ! ! f !//4. 8e-20: 111: 54//H0M0 SAPIENS (HUMAN) . //P39 
194 

F-HEMBB1000438//HYP0THETICAL 7.9 KD PROTEIN IN GP5 
5-NRDG INTERGENIC REGION. //0. 93: 24: 50//BACTERI0PHA 
GE T4.//P07076 

F-HEMBB1000441//!!!! ALU SUBFAMILY J WARNING ENTRY 
I ! ! !//4. 4e-23: 85: 70//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-HEMBB1000449//! ! ! ! ALU SUBFAMILY SX WARNING ENTR 

Y i ! ! !//0. 88: 27: 51//H0M0 SAPIENS (HUMAN) . //P39195 
F-HEMBB1000455 

F-HEMBB1000472 

F-HEMBB1000480//PR0TEIN STBC. //L 0: 52: 30//ESCHERIC 
HI A C0U.//P11905 

F-HEMBB1000487//SH0RT NEUROTOXIN 1 (NEUROTOXIN ALP 
HA) (NEUROTOXIN II) . //0. 93: 29: 34//NAJA OXIANA (CEN 
TRAL ASIAN COBRA) (OXUS COBRA) . //PO 1427 
F-HEMBB1000490//!!!! ALU SUBFAMILY SX WARNING ENTR 

Y !f!!//2.3e-16: 50: 80//H0M0 SAPIENS (HUMAN) . //P391 
95 

F-HEMBB1000491 

F-HEMBB1000493//3A PROTEIN. //l.0: 51 : 35//AVI AN INFE 
CTIOUS BRONCHITIS VIRUS (STRAIN BEAUDETTE) (IBV)./ 
/P30237 

F-HEMBB1000510//UNE-1 REVERSE TRANSCRIPTASE HOMOL 
0G.//9.7e-27:132:45//H0M0 SAPIENS (HUMAN) . //P08547 
F-HEMBB1000518//CYT0CHR0ME C OXIDASE POLYPEPTIDE I 
II (EC 1.9.3. l).//0. 021: 47: 40//LEISHMANIA TARENTOL 
AE (SAUROLEISHMANIA TARENTOLAE) . //PI 4546 
F-HEMBB1000523 

F-HEMBB1000530//C0LLAGEN ALPHA 1(XIV) CHAIN PRECUR 
SOR (UNDUUN).//9.8e-14:43:83//GALLUS GALLUS (CHIC 
KEN).//P32018 

F- HEMBB1 000550//NADH- UBI QUI NONE OXIDOREDUCTASE CHA 
IN 5 (EC 1.6.5.3).//0.19:97:30//TRYPANOSOMA BRUCEI 
BRUCEI.//P04540 

F-HEMBB1000554//MATERNAL B9. 10 PROTEIN (P30 B9. 1 
0).//0.94:82:25//XEN0PUSLAEVIS (AFRICAN CLAWED FRO 
G).//P40744 

F-HEMBB1000556//TRANSCRI PTI ON INITIATION FACTOR TF 
IID 135 KD SUBUNIT (TAFII-135) (TAFII135) (TAFII-1 
30) (TAFI 1 130) . //0. 043: 201 : 29//H0M0 SAPI ENS (HUMA 
N).//000268 

F-HEMBB1000564//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.3 
4) (A6L) . //1 . 0: 52 : 34//METRI DI UM SENILE (BROWN SEA 
ANEMONE) (FRILLED SEA ANEMONE) . //047493 
F-HEMBB1000573//!!!! ALU SUBFAMILY SB2 WARNING ENT 
RY !! !!//2.3e-10: 52: 73//H0M0 SAPIENS (HUMAN) . //P39 
191 

F-HEMBB1000575//!!!! ALU SUBFAMILY SC WARNING ENTR 
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Y ! ! !!//1.8e-26: 76: 76//H0M0 SAPIENS (HUMAN) . //P391 
92 

F-HEMBB1000586//NADH-UBI QUI NONE OJGDOREDUCTASE MLR 
Q SUBUNIT (EC 1.6. 5. 3) (EC 1.6.99.3) (COMPLEX I -MLR 
Q) (CI -MLRQ) . //0. 74: 23: 52//H0M0 SAPI ENS (HUMAN) . // 
000483 

F-HEMBB1000589//!!!! ALU SUBFAMILY SP WARNING ENTR 

Y !! !!//2.9e-25: 61: 75//H0M0 SAPIENS (HUMAN) . //P391 
93 

F-HEMBB1000591//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.3 10 

4) (A6L) . Ill . 0: 34: 35//PETR0MYZ0N MARINUS (SEA LAMP 
REY) . //Q35537 

F-HEMBB1000592//SMALL PROLINE-RICH PROTEIN 2-1.// 
0.0016: 49: 42//H0M0 SAPIENS (HUMAN) . //P35326 
F-HEMBB1000593//COLLAGEN ALPHA l(III) CHAIN (FRAGM 
ENTS). //0. 0070: 189: 32//GALLUS CALLUS (CHICKEN). //P 
12105 

F-HEMBB1000598//UNE-1 REVERSE TRANSCRIPTASE HOHOL 
0G.//5.7e-10:110:41//NYCTICEBUS COUCANG (SLOW LORI 

5) .//P08548 20 
F-HEMBB1000623//HYP0THETI CAL 54.9 KD PROTEIN C02F 

5.7 IN CHROMOSOME III. //0. 0022: 98: 28//CAEN0RHABDIT 

IS ELEGANS.//P34284 

F-HEMBB1000630 

F-HEMBB1000631//ALPHA-2C-1 ADRENERGIC RECEPTOR (AL 
PHA-2C-1 ADRENOCEPTOR) (SUBTYPE C4).//8.8e-06:59:40 
//HOMO SAPIENS (HUMAN) . //PI 8825 
F-HEMBB1000632//GUANINE NUCLEOTIDE RELEASING PROTE 
IN (GNRP).//7.3e-13:173:28//MUS MUSCULUS (MOUSE)./ 
/P27671 30 
F-HEMBB1000637//! ! ! ! ALU SUBFAMILY SP WARNING ENTR 

Y ! !i!//4.6e-41: 94: 82//H0M0 SAPIENS (HUMAN) . //P391 
93 

F-HEMBB1000638//INV0LUCRIN. III. 9e-06: 144: 29//H0H0 
SAPIENS (HUMAN). //P07476 

F-HEMBB1000643//! ! ! ! ALU SUBFAMILY SX WARNING ENTR 

Y !! !!//8.3e-30: 77: 76//H0M0 SAPIENS (HUMAN) . //P391 
95 

F-HEMBB1000649//! ! ! ! ALU SUBFAMILY SB WARNING ENTR 

Y !!!! //2. 5e-37: 58: 81//H0M0 SAPI ENS (HUMAN) . //P391 40 
89 

F-HEMBB1000652//!!!! ALU SUBFAMILY SP WARNING ENTR 

Y !! !!//2.2e- 37: 61: 77//H0M0 SAPIENS (HUMAN) . //P391 
93 

F-HEMBB1000665//HYP0THETI CAL PROTEIN BBD24. //0. 83: 
38:36//B0RREUA BURGDORFERI (LYME DISEASE SPIROCHE 
TE).//P70845 

F-HEMBB1000671//UNE-1 REVERSE TRANSCRIPTASE HOMOL 
OG. //6. 8e-51: 74: 71//H0M0 SAPIENS (HUMAN) . //P08547 
F-HEMBB1000673//HEAT- STABLE ENTEROTOXIN A3/A4 PREC 50 
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URSOR (STA3/STA4) (ST-IB) (ST-H).//0.012:37:37//ES 
CHERICHIA C0U.//P07965 

F-HEMBB1000684//!!!! ALU SUBFAMILY SP WARNING ENTR 

Y ! ! ! I//3. le-21: 66: 72//H0M0 SAPIENS (HUMAN) . //P391 
93 

F-HEMBB1000693//HUNTINGTIN ASSOCIATED PROTEIN 1 (H 
API) . //5. 2e-26: 121: 49//RA1TUS NORVEGICUS (RAT).//P 
54256 

F-HEMBB1000705 
F-HEMBB1000706 

F-HEMBB1000709//HYP0THETI CAL 5.8 KD PROTEIN. //LO: 
29: 44//CL0VER YELLOW MOSAIC VIRUS (CYMV).//P16485 
F-HEMBB1000725//RAS- RELATED PROTEIN RAB-8B.//7. 4e- 
105:205:98//RATTUS NORVEGICUS (RAT) , //P70550 
F-HEMBB1000726//!!!! ALU SUBFAMILY SQ WARNING ENTR 

Y !!!!//1.4e-25:85:70//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-HEMBB1000738//50S RIBOSOMAL PROTEIN L33.//1.0:4 
1:31//THERMUS AQUATICUS(SUBSP. THERM0PHILUS).//P35 
871 

F-HEMBB1000749//!!!! ALU SUBFAMILY SQ WARNING ENTR 

Y I!!!//l. 3e-29: 42: 85//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-HEMBB1000763//NIFU PROTEIN. 110. 089:63: 36//FRANKI 
A ALNI.//P46045 

F-HEMBB1000770//CALTRIN-UKE PROTEIN II. //0. 98: 13: 
69//CAVIA PORCELLUS (GUINEA PIG) . //P22075 
F-HEMBB1000774//HIGH MOBILITY GROUP PROTEIN HMG-Y. 
//0.029:53:32//MUS MUSCULUS (MOUSE). //PI 7095 
F-HEMBB1000781//MAPK/ERK KINASE KINASE 2 (EC 2.7. 
1.-) (MEK KINASE 2) (MEKK 2) . //3. 5e-75: 144: 98//MUS 
MUSCULUS (HOUSE). //Q61083 

F-HEMBB1000789//PUTATIVE 90.2 KD ZINC FINGER PROTE 
IN IN CCA1-ADK2 INTERGENIC REGION. //2.6e-49: 232: 43 
//SACCHAROMYCES CEREVISIAE (BAKER'S YEAST) . //P3995 
6 

F-HEMBB1000790//! ! ! ! ALU SUBFAMILY J WARNING ENTRY 
!!!!//2.9e-16:93:51//H0M0 SAPIENS (HUMAN) . //P39 18 

8 

F-HEMBB1000794 

F-HEMBB1000807//MUSCARINIC ACETYLCHOLINE RECEPTOR 
M3.//0.54: 111: 27//GALLUS CALLUS (CHI CKEN) . //P49578 
F-HEMBB1000810 
F-HEMBB1000821 

F-HEMBB1000822//HYP0THETI CAL 10 KD PROTEIN (ORF 
6) . 110. 10: 50: 34//NARCISSUS MOSAIC VIRUS (NMV) . //PI 
5099 

F-HEMBB1000826//B-CELL GROWTH FACTOR PRECURSOR (BC 
GF-12 KD). //O. 00025: 73: 39//H0M0 SAPIENS (HUMAN).// 
P20931 
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F-HEMBB1000827//HYP0THETICAL 7.4 KD PROTEIN. //0. 8 
9:23:52//THERM0PR0TEUSTENAX VIRUS 1 (STRAIN KRAI) 
(TTV1).//P19302 

F-HEMBB1000831//MALE SPECIFIC SPERM PROTEIN MST87 
F.//0.98:35:40//DR0S0PHILA MELANOGASTER (FRUIT FL 
YJ.//P08175 

F-HEMBB1000835//UNE-1 REVERSE TRANSCRIPTASE HOHOL 
0G.//7.8e-31:96:46//H0H0 SAPIENS (HUMAN) . //P08547 
F-HEMBB1000840//UNE-1 REVERSE TRANSCRIPTASE HOMOL 
OG. //0. 00012: 102: 36//NYCTICEBUS COUCANG (SLOW LORI 10 
S).//P08548 

F-HEMBB1000848//UNE-1 REVERSE TRANSCRIPTASE HOMOL 
0G.//7.3e-97:239:70//H0M0 SAPIENS (HUMAN) . //P08547 
F-HEMBB1000852 
F-HEMBB1000870 

F- HEMBB1 000876//METALL0THI ONEI N (MT) . //0. 99: 14: 64/ 

/PERCA FLUVIATILIS (PERCH) . //P52725 

F-HEMBB1000883//HYP0THETI CAL 7.8 KD PROTEIN (0RF6 

2).//0.34:60:33//GUILIARDIA THETA (CRYPTOMONAS PH 

I).//078459 20 

F-HEMBB1000887//HISTIDINE-RICH, METAL BINDING POLY 

PEPTIDE, //l.0: 26: 42//HEUC0BACTER PYLORI (CAMPYLOB 

ACTER PYLORI). //Q48251 

F-HEMBB1000888 

F-HEMBB1000890 

F-HEMBB1000893 

F-HEMBB10Q0908//! !!! ALU SUBFAMILY J WARNING ENTRY 
III! //0. 0074: 45: 51//H0M0 SAPIENS (HUMAN) . //P391 88 
F-HEMBB1000910//PROBABLE E5 PROTEIN. //l.0: 49: 36//H 
UMAN PAPILLOMAVIRUS TYPE 58.//P26552 30 
F-HEMBB1000913//I ! ! ! ALU SUBFAMILY SX WARNING ENTR 

Y !!!!//0.29:56:46//H0M0 SAPIENS (HUMAN) . //P39195 
F-HEMBB1000915//CYT0CHR0ME B (EC 1. 10.2.2).//2.5e- 
24: 62: 90//H0M0 SAPIENS (HUMAN) . //P00156 
F-HEMBB1000917//I ! ! ! ALU SUBFAMILY SP WARNING ENTR 

Y ! !!!//5.9e-26: 53: 66//H0M0 SAPIENS (HUMAN) . //P391 
93 

F-HEMBB1000927//NEUR0NAL CALCIUM SENSOR 1 (NCS-1) 
(FREQUENIN).//3.9e-44:182:45//XEN0PUS LAEVIS (AFRI 
CAN CLAWED FROG) . //Q91614 40 
F-HEMBB1000947//SMALL PROLINE-RICH PROTEIN 2-1.// 
0. 24: 69: 27//H0M0 SAPIENS (HUMAN) . //P35326 
F-HEMBB1000959//!!!! ALU SUBFAMILY SX WARNING ENTR 

Y ! I ! I//3. 0e-31: 89: 68//H0M0 SAPIENS (HUMAN) . //P391 
95 

F- HEMBB1 000973//C0NNECTI VE TISSUE GROWTH FACTOR PR 
ECURS0R.//0.96:66:36//B0S TAURUS (BOVINE). //018739 
F-HEMBB1000975//HISTIDINE-RICH GLYCOPROTEIN PRECUR 
SOR (HISTIDINE-PROUNERICH GLYCOPROTEIN) (HPRC).// 
0. 00042: 77: 41//H0M0 SAPIENS (HUMAN) . //P04196 50 
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F-HEMBB1000981 

F-HEMBB1000985//MIPP PROTEIN (MURINE IAP-PROMOTED 
PLACENTA-EXPRESSED PROTEIN) . //I. Oe-18: 178: 30//MUS 
MUSCULUS (MOUSE). //P28575 
F-HEMBB1000991 

F-HEMBB1000996//HYP0THETI CAL 10.1 KD PROTEIN IN RH 
SD-GCL INTERGENIC REGION (0RFD3).//0.58:34:35//ESC 
HERICHIA C0U.//P33669 

F-HEMBB1001004//PR0BABLE E4 PROTEIN. //0. 24: 110:35/ 
/HUMAN PAPILLOMAVIRUSTYPE 5B.//P26550 
F-HEMBB1001008 

F-HEMBB1001011//ZINC FINGER PROTEIN 7 (ZINC FINGER 
PROTEIN K0X4) (ZINC FINGER PROTEIN HF. 16) . //3. 2e- 
17: 104: 47//H0M0 SAPIENS (HUMAN). //PI 7097 
F-HEMBB1001014//E0TAXIN PRECURSOR (EOSINOPHIL CHEM 
OTACTIC PROTEIN). //l.0: 58: 39//RATrUS NORVEGICUS (R 
AT).//P97545 

F-HEMBB1001020//!!!! ALU SUBFAMILY SB WARNING ENTR 

Y !!!!//1.4e-07:36:75//H0M0 SAPIENS (HUMAN) . //P391 
89 

F-HEMBB1001024 

F-HEMBB1001037//FERRED0XIN. //1. 0: 52: 25//M00RELLA T 
HERMOACETICA (CLOSTRIDIUM THERMOACETI CUM). //P00203 
F-HEMBB1001047 

F-HEMBB1001051//PR0TEIN FAN (FACTOR ASSOCIATED WIT 
H N-SMASE ACTIVATION). //3.4e-21: 50: 100//HOMO SAPIE 
NS (HUMAN). //Q92636 

F-HEMBB1001056//HYP0THETI CAL 29.3 KD PROTEIN (0RF9 
2).//0.0099:115:35//0RGYIA PSEUDOTSUGATA MULTICAPS 
ID POLYHEDROSIS VIRUS (OPMNPV) . //010341 
F-HEMBB1001058//!!!! ALU SUBFAMILY SC WARNING ENTR 

Y ! ! ! !//l. le-33: 95: 76//H0M0 SAPIENS (HUMAN) . //P391 
92 

F-HEMBB1001060//HYPOTHETI CAL 8.2 KD PROTEIN ZC21.7 
IN CHROMOSOME III.//1.0:38:36//CAEN0RHABDITIS ELE 
GANS.//P34591 
F-HEMBB1001063 
F-HEHBB1001068 

F-HEMBB1001096//N0XIUST0XIN (NTX) (TOXIN II. 11).// 
0.99:36:38//CENTRUR0IDES NOXIUS (MEXICAN SCORPIO 
N).//P08815 

F-HEMBB1001 102//HYP0THETI CAL 72.5 KD PROTEIN C2F7. 
10 IN CHROMOSOME I.//1. le-27: 115:36//SCHIZ0SACCHAR 
OMYCES POMBE (FISSION YEAST) . //Q09701 
F-HEMBB1001 105//CLASS II HISTOCOMPATIBILITY ANTIGE 
N, M ALPHA CHAIN PRECURSOR. //0. 80: 70: 40//H0M0 SAPI 
ENS (HUMAN). //P28067 

F-HEMBB1001112//PR0TEIN TRANSPORT PROTEIN SEC61 AL 
PHA SUBMIT. //I. le-126: 287: 85//RATTUS NORVEGICUS 
(RAT).//P38378 
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F-HEMBB1001 1 14//HYP0THETI CAL 9.6 KD PROTEIN (ORF 
2).//0.84:62:27//BACTERIOPHAGE L2.//P42537 
F-HEMBB1001117 

F-HEHBBlOOl 1 19//C0LLAGEN ALPHA l(XII) CHAIN PRECUR 
SOR. //I . 6e-21 : 50: 98//H0M0 SAPIENS (HUMAN). //Q99715 
F- HEMBB 10011 26//HYP0THETI CAL 55.9 KD PROTEIN EEED 
8.6 IN CHROMOSOME II.//1.7e-50: 184: 53//CAEN0RHABDI 
TIS ELEGANS.//Q09296 

F-HEMBB1001133//!!!! ALU SUBFAMILY SC WARNING ENTR 

Y !!! !//l. 4e-09: 53: 62//H0M0 SAPIENS (HUMAN) . //P391 10 
92 

F-HEMBB1001137//DNA- DIRECTED RNA POLYMERASE II LAR 
GESTSUBUNIT (EC 2.7.7.6) (RPB1) (FRAGMENT) . 111. Oe 
-05: 206: 27//CRICETULUS GRISEUS (CHINESE HAMSTER) . / 
/PI 1414 

F-HEMBB1001142//I ! ! ! ALU SUBFAMILY SP WARNING ENTR 

Y ! !!!//4.1e-05: 46: 56//H0M0 SAPIENS (HUMAN) . //P391 
93 

F-HEMBB1001151//HYP0THETICAL 33.5 KD PROTEIN C1D4. 
02C IN CHROMOSOME I . //2. 3e-23: 109: 44//SCHI ZOSACCHA 20 
ROMYCES POMBE (FISSION YEAST) . //Q10149 
F-HEMBB1001 153//PR0C0LLAGEN ALPHA 2 (IV) CHAIN PREC 
URSOR. //0. 75: 76: 34//ASCARIS SUUM (PIG ROUNDWORM) 
(ASCARIS LUMBRIC0IDES).//P27393 
F-HEMBB1001169//!!!! ALU SUBFAMILY SX WARNING ENTR 

Y ! ! I ! Il\ . 4e- 16: 71 : 59//H0M0 SAPI ENS (HUMAN) . //P391 
95 

F- HEMBB1 00 1 1 75//ANKYRI N . //3. 2e-12: 169: 31//MUS MUSC 
ULUS (MOUSE). //Q02357 

F-HEMBB1001177//PERI0DIC TRYPTOPHAN PROTEIN 2 HOMO 30 
LOG. //9. 4e-07: 148: 27//H0M0 SAPIENS (HUMAN) . //Q1526 
9 

F-HEMBB1001 182//HYP0THETICAL 36.0 KD PROTEIN. //1. 3 
e-09:110:31//SACCHAR0MYCES CEREVISIAE (BAKER'S YEA 
ST).//P54858 
F-HEMBB1001199 

F- HEMBB1 00 1 208//HYP0THETI CAL PROTEIN LAMBDA-SP5.// 
0.053: 23: 47//MUS MUSCULUS (MOUSE) . //PI 5974 
F-HEMBB1001209 

F- HEMBB 100121 0//HYPOTHETI CAL PROTEIN LAMBDA-SP5. // 40 
0. 14: 40: 37//MUS MUSCULUS (MOUSE) . //P15974 
F-HEMBB1001218//!!!! ALU SUBFAMILY SQ WARNING ENTR 

Y MM //3. 4e- 19: 49: 67//H0M0 SAPI ENS (HUMAN) . //P391 
94 

F-HEMBB1001221//CYT0CHR0ME C OXIDASE POLYPEPTIDE V 
IIA-UVER PRECURSOR (EC 1.9.3. l).//0. 11:44: 38//H0M 
0 SAPIENS (HUMAN). //P14406 

F-HEMBB1001234//65 KD YES- ASSOCIATED PROTEIN (YAP6 
5) . //2. Oe-45: 192: 53//MUS MUSCULUS (MOUSE) . //P46938 
F- HEMBB1 00 1 24 2//HYP0THETI CAL 143.3 KD TRP-ASP REPE 50 
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ATS CONTAINING PR0TEINC12G12. 13C IN CHROMOSOME I./ 
/5. 5e-37: 226: 4 1//SCHI ZOSACCHAROMYCES POMBE(FISSION 
YEAST). //Q09876 

F-HEMBB1001249//0XAL0ACETATE DECARBOXYLASE GAMMA C 
HAIN (EC 4.1.1.3).//1.0:23:43//KLEBSIELLA PNEUMONI 
AE. //P13155 

F-HEMBB1001 253//METALL0THI ONEI N- 1 H (MT-1H) (METALL 
OTHIONEIN-0) (MT-0).//0.14: 16: 43//H0M0 SAPIENS (HU 
MAN).//P80294 

F-HEMBB1001254//!!!! ALU SUBFAMILY SX WARNING ENTR 

Y ! I !!//!. 4e-12: 40: 75//H0M0 SAPIENS (HUMAN) . //P391 
95 

F-HEMBB1001267//! ! ! ! ALU SUBFAMILY SP WARNING ENTR 

Y ! ! ! !//l. Oe-12: 33: 78//H0M0 SAPIENS (HUMAN) . //P391 
93 

F-HEMBB1001271//HYP0THETICAL 25.1 KD PROTEIN B030 
2.5 IN CHROMOSOME X.//1.0:58:37//CAEN0RHABDITIS EL 
EGANS.//Q10928 

F- HEMBB 1 00 1 282// ANKYRI N HOMOLOG PRECURSOR. //9.5e-l 
3: 206: 31//CHR0MATIUM VIN0SUM.//Q06527 
F-HEMBB1001288//COPPER HOMEOSTASIS PROTEIN CUTC.// 
4.6e-42: 163: 51 //ESCHERICHIA C0LI.//P46719 
F-HEMBB1001 289//HYP0THETI CAL PROTEIN 0RF-1137.//1. 
Oe-05: 106: 26//MUS MUSCULUS (MOUSE) . //PI 1260 
F- HEMBB1 00 1 294//GTP- BI NDI NG PROTEIN TC10.//1. 3e-3 
4:58:94//H0M0 SAPIENS (HUMAN). //P17081 
F-HEMBB1OO1302//H0ME0B0X PROTEIN CDX-2 (CAUDAL- TYP 
E HOMEOBOX PROTEIN 2) (CDX-3) . //0. 24: 49: 46//H0M0 SA 
PIENS (HUMAN). //Q99626 

F-HEMBB1001304//GLYCINE-RICH CELL WALL STRUCTURAL 
PROTEIN (CLONE W10-1) (FRAGMENT). //l.0: 17: 70//LYC0P 
ERSICON ESCULENTUM (TOMATO). //Q01 157 
F-HEMBB1001314//SALIVARY GLUE PROTEIN SGS-3 PRECUR 
S0R.//0.21:104:27//DR0S0PHILA ERECTA (FRUIT FLY)./ 
/P13730 

F-HEMBB1001315//!!!! ALU SUBFAMILY SX WARNING ENTR 

Y ! M!//1.3e-24: 53: 71//H0M0 SAPIENS (HUMAN) . //P391 
95 

F-HEMBB1001317//HYP0THETICAL 85.7 KD PROTEIN C13G 
6.03 IN CHROMOSOME I.//0.24:90:31//SCHIZ0SACCHAR0M 
YCES POMBE (FISSION YEAST) . //Q09782 
F-HEMBB1001326//HYP0THETI CAL PROTEIN LAMBDA- SP5. // 
0.36:26:50//HUS MUSCULUS (MOUSE). //PI 5974 
F-HEMBB1001331//HYP0THETICAL BHLF1 PROTEIN. //I. 0: 1 
27:33//EPSTEIN-BARR VIRUS (STRAIN B95-8) (HUMAN HE 
RPESVIRUS 4).//P03181 

F-HEMBB1001335//ESCARGOT/SNAI L PROTEIN HOMOLOG (FR 
AGMENT).//0.85:44:29//SCIARA COPROPHIIA (FUNGUS GN 
AT).//Q01799 

F-HEMBB1001337//!!!! ALU SUBFAMILY SQ WARNING ENTR 
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Y !!! I//4. 2e-20: 62: 62//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-HEMBB1001339//HYP0THETICAL 17.3 RD PROTEIN CY1A1 
1. 16C. 11%. 2e-07: 123: 34//MYC0BACTERIDI TUBERCULOSI 
S.//Q50606 

F-HEMBB1001346//LINE-1 REVERSE TRANSCRIPTASE HOHOL 
OG.//4.2e-14:60:45//HOMO SAPIENS (HDIAN) . //P08547 
F-HEHBB1001348//II!! ALU SUBFAMILY J WARNING ENTRY 
!!!!//5.6e-14:61:62//H0M0 SAPIENS (HUMAN) . //P3918 
8 10 
F-HEMBB1001356 
F-HEMBB1001364 

F-HEMBB1001366//HISTI DINE-RI CH PROTEIN. //0. 87: 26: 4 
2//PLASM0DIUM FALCIPARUM (ISOLATE FCM17 / SENEGA 
D.//P14586 

F-HEMBB1001367//!!!! ALU SUBFAMILY SC WARNING ENTR 

Y !!! I//8. 6e-40: 146: 61//H0M0 SAPIENS (HUMAN) . //P39 
192 

F-HEMBB1001369 

F-HEMBB1001380//1 1 1 ! ALU SUBFAMILY SP WARNING ENTR 20 

Y ! ! ! !//1.9e-25: 49: 83//H0M0 SAPIENS (HUMAN) . //P391 
93 

F-HEMBB1001384//BH3 INTERACTING DOMAIN DEATH AGONI 
ST (BI D) . //O. 80: 95: 29//MUS MUSCULUS (MOUSE) . //P704 
44 

F-HEMBB1001387//PEA2 PROTEIN (PPF2 PROTEIN).//0.02 
2:117:34//SACCHAR0MYCES CEREVISIAE (BAKER'S YEAS 
T).//P40091 

F- HEMBB1 001 394//ALPHA- ADAPTI N A (CLATHRIN ASSEMBLY 
PROTEIN COMPLEX 2 ALPHA-A LARGE CHAIN) (100 KD CO 30 
ATED VESICLE PROTEIN A) (PLASMA MEMBRANE ADAPTOR H 
A2/AP2 ADAPTI N ALPHA A SOBDNIT) . //O. 38: 85: 31//MUS 
MUSCULUS (MOUSE). //P17426 
F-HEMBB1001410 

F-HEMBB1001424//PH0T0SYSTEM II 4 KD REACTION CENTR 
E PROTEIN PRECURSOR. //0. 99: 37: 21//0RYZA SATIVA (RI 
CE).//P12162 

F-HEMBB1001426//!!!! ALU SUBFAMILY SX WARNING ENTR 

Y ! !!!//0. 0035: 40: 60//H0M0 SAPIENS (HUMAN) . //P3919 

5 40 
F-HHBB1001429//CYT0S0L AMI NOPEPTI DASE (EC 3.4.11. 
1) (LEUCINE AMI NOPEPTI DASE) (LAP) (LEUCYL AMINOPEP 
TIDASE) (PROLINE AMI NOPEPTI DASE) (EC 3.4.11.5) (PR 
OLYL AMIN0PEPTIDASE).//l.le-99:219:86//B0S TAURUS 
(BOVINE). /7P00727 

F-HEMBB1001436//!!!! ALU SUBFAMILY SX WARNING ENTR 

Y ! !!!//3.4e-30: 57: 78//H0M0 SAPIENS (HUMAN) . //P391 
95 

F-HEMBB1001443// [PYRUVATE DEHYDROGENASE (LIPOAMID 
E)] -PHOSPHATASE PRECURSOR (PDP) (EC 3.1.3.43) (PYR 50 
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UVATE DEHYDROGENASE PHOSPHATASE, CATALYTIC SUBUNI 
T) (PDPC). //2.5e-79: 155: 97//B0S TAURUS (BOVINE).// 
P35816 

F-HEMBB1001449 

F-HEMBB1001454//SALIVARY PROLINE-RICH PROTEIN PO 
(ALLELE M) [CONTAINS: PEPTIDE P-D] (FRAGMENT). //I. 
le-05: 196: 31//H0M0 SAPIENS (HUMAN) . //P10161 
F-HEMBB1001458//24 KD ANTIGEN (FRAGMENT). //O. 94 : 1 
8: 50//PLASM0DI UM CHABAUDI . //P14592 
F-HEMBB1001463 

F-HEMBB1001464//PPF2L ANTIGEN (FRAGMENT) . //I. 0: 45: 
28//PLASM0DIUM FALCIPARUM (ISOLATE PALO ALTO / UGA 
NDA).//P07765 

F-HEMBB1001482//GASTRULA ZINC FINGER PROTEIN XLCGF 
16. 1 (FRAGMENT) . //4. 2e- 10: 37: 43//XEN0PUS LAEVI S (A 
FRI CAN CLAWED FROG). //P18712 
F-HEMBB1001500 

F-HEMBB1001521//!!!! ALU SUBFAMILY J WARNING ENTRY 
! ! ! Mil. 4e-39: 59: 72//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-HEMBB1001527//H0ME0B0X PROTEIN H0X-B5 (XLHBOX-4) 
(XH0X-1B) (FRAGMENT) . //0. 21: 131: 25//XEN0PUS LAEVI 

S (AFRICAN CLAWED FROG) . //P09019 

F-HEMBB1001531//GENE 32 PROTEIN (GP32) . //0. 88: 95: 3 

0//MYCOBACTERI OPHAGE L5. //Q05241 

F-HEMBB1001535//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.3 

4) (A6L) . //1 . 0: 31 : 38//LUMBRI CUS TERRESTRI S (COMMON 
EARTHWORM). //Q34942 

F-HEHBB1001536 

F-HEMBB1001537//!!!! ALU SUBFAMILY SB2 WARNING ENT 
RY !!!!//0. 0063:52: 50//H0M0 SAPIENS (HUMAN) . //P391 
91 

F-HEMBB1001555//I1II ALU SUBFAMILY J WARNING ENTRY 
! ! ! !//4. 9e-23: 69: 63//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-HEMBB1001562//RABPHILIN-3A. //0. 087: 147: 27//RATTU 
S NORVEGICUS (RAT) . //P47709 
F-HEMBB1001564//UNE-1 REVERSE TRANSCRIPTASE HOMOL 
0G.//5.9e-27:107:54//H0M0 SAPIENS (HUMAN) . //P08547 
F-HEMBB1001565//I ! ! ! ALU SUBFAMILY SQ WARNING ENTR 
Y ! ! 1 1//1. 9e-12: 51: 54//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-HEMBB1001585 
F-HEMBB1001586 

F-HEHBB1001588//HYP0THETICAL 12.3 KD PROTEIN IN GA 
P1-NAP1 INTERGENIC REGI0N.//0.0031:31:48//SACCHAR0 
MYCES CEREVISIAE (BAKER'S YEAST) . //P36140 
F-HEMBB1001603 

F-HEMBB1001618//RETR0VIRUS- RELATED POL POLYPROTEIN 
[CONTAINS: REVERSE TRANSCRIPTASE (EC 2.7.7.49); E 



(1464) 

2925 

NDONUCLEASE] . //0. 00076: 47: 44//MUS IDSCULDS (IOUS 
E).//P11369 

F-HEMBB1001619//SMALL PROLINE RICH PROTEIN II (SPR 
-II) (CLONE 930). 0:52: 32//H0M0 SAPIENS (HUM 
N).//P22531 
F-HEMBB1001630 

F-HEHBB1001635//METALL0THI ONEIN-LIKE PROTEIN TYPE 

2 A. //1. 0: 27: 44//LYC0PERSI CON ESCULENTUM (TOMATO) . 
//Q40157 

F-HEMBB1001637//! !!! ALU SUBFAMILY J WARNING ENTRY 10 

!!!!//0.0042:26:73//H0M0 SAPIENS (HUMAN) . //P39188 
F-HEMBB1001641 

F-HEMBB1001653//SURVI VAL MOTOR NEURON PROTEIN 1.// 
0. 51: 36: 47//CANIS FAMILIARIS (DOG) . //002771 
F-HEMBB1001665//H0ME0B0X PROTEIN ENGRAILED-1 (HU-E 
N- 1) . //0. 0030: 135: 34//H0M0 SAPIENS (HUMAN) . /7Q0592 
5 

F-HEMBB1001668//PR0BABLE 60S RIBOSOMAL PROTEIN L3 
9. //0. 99: 25: 44//CAEN0RHABDI TI S ELEGANS. //P52814 
F-HEMBB1001673//HYP0THEn CAL 46. 1 KD PROTEIN IN ER 20 
P5-0RC6 INTERGENIC REGION. //O. 0054: 128: 34//SACCHAR 
OMYCES CEREVISIAE (BAKER'S YEAST) . //P38823 
F-HEMBB1001684//SUPPRESS0R PROTEIN SRP40. //0. 56: 8 
1:34//SACCHAR0MYCES CEREVISIAE (BAKER'S YEAST). //P 
32583 

F-HEMBB1001685//Cn0CHR0ME C OXIDASE POLYPEPTIDE V 
III -HEART PRECURSOR (EC 1.9.3.1) (VIIIB) (IX). //I. 
0:21:47//B0S TAURUS (BOVINE). //P10175 
F-HEMBB1001695//MY0SIN IC HEAVY CHAIN.//8.9e-05:8 
6: 40//ACANTHAM0EBA CASTELLANI I (AMOEBA) . //P10569 30 
F-HEMBB1001704//! I ! ! ALU SUBFAMILY SX WARNING ENTR 

Y !! !!//9.0e-08: 35: 71//H0M0 SAPIENS (HUMAN) . //P391 
95 

F-HEMBB1001706//C0RNIFIN (SMALL PROLINE-RICH PROTE 
IN I) (SPR-I) (SMALL PROLINE-RICH SQUAMOUS CELL MA 
RKER) (SPRP) . //0. 91 : 39: 41//SUS SCROFA (PIC).//P353 
23 

F-HEMBB1001707//FERRED0XIN-UKE PROTEIN IN NIF REG 
ION. //1. 0: 43: 23//BRADYRHI ZOBI UM JAPONICUM. //P27394 
F- HEMBB 1 00 1 7 1 7//HADH- UBI QUI NONE OXI DOREDUCTASE CHA 40 
IN 4 (EC 1.6.5.3) (FRAGMENT). //l.0: 71 :25//LEMUR CA 
TTA (RING-TAILED LEMUR) . //Q34878 
F-HEMBB1001735//! ! ! ! ALU SUBFAMILY SQ WARNINC ENTR 

Y !! !!//9.0e-35: 97: 74//B0M0 SAPIENS (HUMAN) . //P391 
94 

F-HEMBB1001736//EUKARY0TIC TRANSLATION INITIATION 
FACTOR 3 BETA SUBUNIT(EIF-3 BETA) (EIF3 P116) (EIF 

3 P110) . //0. 00069: 180: 28//H0MO SAPIENS (HUMAN). //P 
55884 

F-HEMBB1001747 50 
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F-HEMBB1001749//!!!! ALU SUBFAMILY SX WARNING ENTR 

Y ! ! ! !//1.8e-43: 75: 70//HOMO SAPIENS (HUMAN) . //P391 
95 

F-HEMBB1001753//PR0TEIN Q300. //0. 00091 : 16: 81//MUS 
MUSCULUS (MOUSE). //Q02722 

F- HEMBB1001 756//CYCLI N- DEPENDENT KINASES REGULATOR 

Y SUBUNIT 2 (XE-P9).//0.94:35:42//XEN0PUS LAEVIS 
(AFRICAN CLAWED FROG) . //Q91879 
F-HEMBB1001760 

F-HEMBB1001762//GENE 35 PROTEIN (GP35) . //O. 76: 21: 4 
7//MYC0BACTERI OPHAGE L5.//Q05245 
F-HEMBB1001785 

F- HEMBB1 00 1 797//CHLOR0PLAST 50S RIBOSOMAL PROTEIN 
L35. //0. 99: 41 : 31//P0RPHYRA PURPUREA. //P51270 
F-HEMBB1001802 

F-HEMBB1001812//! I ! ! ALU SUBFAMILY SP WARNING ENTR 

Y ! !!!//2.2e-39: 54: 77//H0MO SAPIENS (HUMAN) . //P391 
93 

F-HEMBB1001816//!!!! ALU SUBFAMILY SQ WARNING ENTR 

Y !!l!//l.le-19:97:57//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-HEMBB1001831//HYPOTHETICAL 45.6 KD PROTEIN IN CO 
X5A-ALG1 1 INTERGENIC R 

EGI0N.//0.62:204:23//SACCHAR0HYCES CEREVISIAE (BAK 
ER'S YEAST). //P53951 

F-HEMBB1001834//GLYCINE-RICH RNA- BINDING PROTEIN 1 
(FRAGMENT). //0. 0014: 40: 45//S0RGHUM VULGARE (SORGH 
UM).//Q99069 

F-HEMBB1001836//!!!! ALU SUBFAMILY SB2 WARNING ENT 
RY ! f ! !//7. le-14: 85: 61//H0M0 SAPIENS (HUMAN) . //P39 
191 

F- HEMBB 1 00 1 839//PR0BABLE E4 PROTEIN. //0. 61: 49: 34// 
HUMAN PAPILLOMAVIRUS TYPE 6C.//P20969 
F-HEMBB1001850 

F-HEMBB1001863//! ! ! ! ALU SUBFAMILY SQ WARNING ENTR 

Y ! 1 1 1//2. 7e-30: 57: 68//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-HEMBB1001867 

F-HEHBB1001868//EXTENSIN PRECURSOR (CELL WALL HYDR 
OXYPROLINE-RICH GLYCOPROTEIN) . //0. 00036: 47: 53//NIC 
On ANA TABACUM (COMMON TOBACCO) . //P13983 
F-HEMBB1001869//!!!! ALU SUBFAMILY J WARNING ENTRY 
! ! ! Mil. Oe-1 1 : 95: 45//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-HEMBB1001872//HYP0THETI CAL 8.2 KD PROTEIN IN LEF 
8-FP INTERGENIC REGION. //l.0: 34: 38//AUT0GRAPHA CAL 
IFORNICA NUCLEAR POLYHEDROSIS VIRUS (ACMNPV) . //P41 
459 

F-HEMBB1001874 
F-HEMBB1001875 
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F-HEMBB1001880 

F-HEMBB1001899//GENE 11 PROTEIN. //I. 0: 45: 31//SPIR0 
PLASMA VIRUS SPV1-R8A2B.//P15902 
F-HEMBB1001905//HYP0THETICAL 81.7 KD PROTEIN IN HO 
L1-NAT2 INTERGENIC REGION. //8. 8e-54: 216: 51//SACCHA 
ROMYCES CEREVISIAE (BAKER'S YEAST) . //P48234 
F-HEMBB1001906 

F-HEMBB1001908//MONOCYTIC LEUKEMIA ZINC FINGER PRO 
TEIN.//6.3e-51:138:80//H0M0 SAPIENS (HUMAN) . //Q927 
94 10 
F-HEMBB1001910 
F-HEMBB1001911 

F-HEMBB1001915//UBIQUITIN CARBOXYL- TERMINAL HYDROL 
ASE 64E (EC 3. 1. 2. 15) (UBIQUITIN THIOLESTERASE 64E) 
(UBIQUITIN-SPECIFIC PROCESSING PROTEASE 64E) (DEU 
BIQUITINATING ENZYME 64E).//2.3e-27: 71: 70//DR0S0PH 
I LA MELANOGASTER (FRUIT FLY) . //Q24574 
F-HEMBB1001921//UNE-1 REVERSE TRANSCRIPTASE HOMOL 
0G.//9.8e-13:75:53//H0M0 SAPIENS (HUMAN) . //P08547 
F-HEMBB1001922 20 
F-HEMBB1001925//EPITHELIAL MEMBRANE PROTEIN- 1 (EMP 
-1) (TUMOR-ASSOCIATEDMEMBRANE PROTEIN). //1. 0:55:30 
//IDS MUSCULUS (MOUSE). //P47801 
F-HEMBB1001930//HYP0THETI CAL 9.6 KD PROTEIN K10D2. 
7 IN CHROMOSOME III.//0.43:49:26//CAEN0RHABDITIS E 
LEGANS.//Q09412 

F-HEMBB1001944//! ! ! ! ALU SUBFAMILY SB WARNING ENTR 

Y !!!!//5.1e-34:63:85//H0M0 SAPIENS (HUMAN) . //P391 
89 

F-HEMBB1001945//N0NSPECIFIC LIPID-TRANSFER PROTEIN 30 

(LTP) (PHOSPHOLIPID TRANSFER PROTEIN) (PLTP).//0. 
28:45:40//AMARANTEUS CAUDATUS (LOVE- LIES- BLEEDING) 

(INCA-WHEAT).//P80450 
F-HEMBB1001947//PR0TEIN UL24. //0. 48: 42: 47//HERPES 
SIMPLEX VIRUS (TYPE 1/ STRAIN 17).//P10208 
F-HEMBB1001950//HYP0THETICAL 42.6 KD PROTEIN IN GS 
HB-ANSB INTERGENIC REGION (0378) . //1. 6e-24: 162: 36/ 
/ESCHERICHIA C0U.//P52062 
F-HEMBB1001952 

F-HEMBB1001953 40 
F-HEMBB1001957//! ! ! ! ALU SUBFAMILY J WARNING ENTRY 
!!!!//2.7e-ll:51:60//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-HEMBB1001962//!!!! ALU SUBFAMILY J WARNING ENTRY 
! ! ! !//7. 6e-24: 163: 42//H0MO SAPIENS (HUMAN) . //P391 
88 

F-HEMBB1001967//!!!! ALU SUBFAMILY SB WARNING ENTR 

Y !!!!//2.1e-35:55:8O//H0M0 SAPIENS (HUMAN) . //P391 
89 

F-HEMBB1001973//!!!! ALU SUBFAMILY SC WARNING ENTR 50 
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Y ! ! ! !//2. le-37: 108: 75//H0M0 SAPIENS (HUMAN) . //P39 
192 

F-HEMBB1001983//LYSIS PROTEIN (E PROTEIN) (GPE) . // 
0.84:45:37//RACTERI0PHAGE ALPHA-3.//P31280 
F-HEMBB1001988 
F-HEMBB1001990 

F-HEMBB1001996//UNE-1 REVERSE TRANSCRIPTASE HOMOL 
0G.//1.4e-14:98:40//H0M0 SAPIENS (HUMAN) . //P08547 
F-HEMBB1001997//!!!! ALU SUBFAMILY J WARNING ENTRY 
! ! ! I//4. le-19: 38: 73//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-HEMBB1002002//CYT0CHR0ME C BIOGENESIS PROTEIN CC 
SA. I IV 0: 150: 25//P0RPHYRA PURPUREA. //P51369 
F-HEMBB1002005//!!!! ALU SUBFAMILY SX WARNING ENTR 

Y ! ! ! ! 111. 6e- 12: 94: 40//H0M0 SAPI ENS (HUMAN) . //P391 
95 

F-HEMBB1002009 

F-HEMBB1002015//HYP0THETICAL 7.7 KD PROTEIN IN MRR 
-TSR INTERGENIC REGI0N(F67). //l.0: 17: 47//ESCHERICH 
I A C0LI.//P39395 

F-HEMBB1002042//CYT0CHR0ME P450 4C1 (EC 1.14.14.1) 
(CYPIVC1) . //2. 4e-50: 139: 55//BLABERUS DISCOIDALIS 
(TROPICAL COCKROACH). //P29981 
F-HEMBB1002043//HYP0THETI CAL 9.5 KD PROTEIN IN DHF 
R 3' REGION (0RF3).//0.052:40:42//HERPESVIRUS SAIMI 
RI (SUBGROUP C / STRAIN 488) . //P22577 
F-HEMBB1002044//CELLUL0SE COMPLEMENTING PROTEIN.// 
0.45:87:33//ACET0BACTER XYLINUM (ACETOBACTER PASTE 
URIANUS).//P37697 

F-HEMBB1002045//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.3 
4) (A6L).//0.78: 18: 55//H0M0 SAPIENS (HUMAN) . //P039 
28 

F-HEMBB1002049 

F-HEMBB1002050//SALIVARY PROUNE-RICH PROTEIN PREC 
URSOR (CLONE CP7) [CONTAINS: BASIC PEPTIDE P-F] (F 
RAGMENT).//1.0e-06:188:27//H0M0 SAPIENS (HUMAN).// 
P02812 

F-HEMBB1002068//H0ME0B0X PROTEIN H0X-A4 (CHOX-l. 
4).//0.0023:56:44//GALLUS GALLUS (CHICKEN). //PI 727 
7 

F-HEMBB1002069//EXTENSIN PRECURSOR (CELL WALL HYDR 
OXYPROUNE-RICH GLYCOPROTEIN) . 110. 0074: 134: 33//NIC 
OTIANA TABACUM (COMMON TOBACCO) . //P13983 
F-HEMBB1002092//ENV POLYPROTEIN PRECURSOR (COAT PO 
LYPROTEIN) [CONTAINS: OUTER MEMBRANE PROTEIN GP70; 
TRANSMEMBRANE PROTEIN P20E] . 112. 4e-07: 75: 40//BAB00 
N ENDOGENOUS VIRUS (STRAIN M7).//P10269 
F-HEMBB1002094//!!!! ALU SUBFAMILY SB2 WARNING ENT 
RY !! !!//1.9e-24: 63: 82//H0M0 SAPIENS (HUMAN) . //P39 
191 



(1466) 

2929 

F-HEMBB1002115//EC PROTEIN HOMOLOC (ZINC-METALLOTH 
IONEIN CLASS II) . //0. 94: 26: 42//ZEA MAYS (MAIZE).// 
P43401 

F-HEMBB1002134//ZINC-FINGER PROTEIN NEUR0-D4.//4.6 
e-57:176:67//RATTUS NORVEGICUS (RAT) . //P56163 
F- HEMBB1 002 1 39//CHL0R0PLAST SOS RIBOSOMAL PROTEIN 
135. //L'0: 17: 52//P0RPHYRA PURPUREA. //P51270 
F-HEMBB1002142//EARLY NODUUN 20 PRECURSOR (N-20). 
//0. 087: 52: 36//MEDI CAGO TRUNCATULA (BARREL MEDIC). 
//P93329 10 
F- HEMBB1 002 1 52//HYP0THETI CAL 12.3 KD PROTEIN IN RP 
L3-RPL33 I NTERGENI C REGI ON (0RF102) . //5. 8e-05: 61 : 3 
7//CYAN0PH0RA PARAD0XA.//P15811 
F- HEMBB1002 189//HYP0THETI CAL PROTEIN UL125.//1.0:7 
7:32//HUMAN CYTOMEGALOVIRUS (STRAIN AD169) . //P1683 
5 

F-HEMBB1002190 

F-HEMBB1002193//TYR0SINE-PR0TEIN KINASE RECEPTOR T 
YR03 PRECURSOR (TYROSINE- PROTEIN KINASE RSE) (TYRO 
SINE- PROTEIN KINASE SKY) (TYROSINE-PROTEIN KINASE 20 
DTK).//1.2e-27:59:100//H0M0 SAPIENS (HUMAN) . //Q064 
18 

F-HEMBB1002217//ZINC FINGER PROTEIN 184 (FRAGMEN 
T) . //6. 6e-22: 106: 50//H0M0 SAPIENS (HUMAN) . //Q99676 
F-HEMBB1002218//PR0TEIN Q300.//0.85: 19: 52//MUS HUS 
CULUS (MOUSE). //Q02722 

F-HEMBB1002232//!!!! ALU SUBFAMILY SX WARNING ENTR 

Y !!! !//9.6e-21: 56: 71//H0M0 SAPIENS (HUMAN) . //P391 
95 

F-HEMBB1002247 30 
F-HEMBB1002249//MI! ALU SUBFAMILY SQ WARNING ENTR 

Y !!! !//7. 2e-29: 93: 69//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-HEMBB1002254//!!!! ALU SUBFAMILY SQ WARNING ENTR 

Y ! ! ! I//2. Oe-29: 101: 67//H0M0 SAPIENS (HUMAN) . //P39 
194 

F-HEMBB1002255//NADH-UBI QUI NONE OXI DOREDUCTASE CHA 
IN 3 (EC 1.6.5.3).//1.0:73:28//PARAMECIUM TETRAURE 
LIA.//P15579 

F- HEMBB1 002266//GLUTAMI C ACID- RICH PROTEIN PRECURS 40 
OR. //0.0079: 151: 26//PLASM0DIUM FALCIPARUM (ISOLATE 
FC27 / PAPUA NEW GUINEA). //P13816 
F-HEMBB1002280//LINE-1 REVERSE TRANSCRIPTASE HOMOL 
0G.//5.2e-15:182:36//NYCTICEBUS COUCANG (SLOW LORI 
S).//P08548 
F-HEMBB1002300 

F-HHIBB1002306//!!!! ALU SUBFAMILY SX WARNING ENTR 

Y ! I! I//0. 00011:26: 84//H0M0 SAPIENS (HUMAN) . //P391 
95 

F-HEMBB1002327//! ! ! ! ALU SUBFAMILY SB WARNING ENTR 50 
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Y !!l!//4.1e-ll:41:85//H0M0 SAPIENS (HUMAN). //P391 
89 

F-HEMBB1002329//HYP0THETI CAL 74.0 KD PROTEIN IN CA 
J1-H0M3 INTERGENIC REGION. //9. 9e- 17: 232: 30//SACCHA 
ROMYCES CEREVISIAE (BAKER'S YEAST) . //P40032 
F-HEMBB1002340 

F-HEMBB1002342//HYP0THETI CAL 32.5 KD PROTEIN IN MS 

H6-BMH2 INTERGENIC REGION. //3.6e-40: 102: 57//SACCHA 

ROMYCES CEREVISIAE (BAKER'S YEAST) . //Q03835 

F- HEMBB1 002358//THYMI DYLATE KINASE (EC 2.7.4.9) (D 

TMP KINASE). //6.1e-30: 63: 96//H0M0 SAPIENS (HUMAN). 

//P23919 

F-HEMBB1002359//HYP0THETI CAL 7.1 KD PROTEIN C6G9.0 
1C IN CHROMOSOME I.//0.97:28:46//SCHIZ0SACCHAR0MYC 
ES POMBE (FISSION YEAST) . //Q92346 
F-HEMBB1002364//RETR0VI RUS- RELATED POL POLYPROTEIN 
(FRAGMENT) . //0. 47: 119: 25//H0M0 SAPIENS (HUMAN) . // 
P12895 

F-HEMBB1002371//HYP0THETICAL 15.5 KD PROTEIN C2F7. 
12 IN CHROMOSOME I PRECURSOR. //3.0e- 05: 111: 30//SCH 
IZOSACCHAROMYCES POMBE (FISSION YEAST) . //Q09703 
F-HEMBB1002381//PUTATIVE CUTICLE COLLAGEN C09G5.4. 
//0. 34: 105: 34//CAEN0RHABDITIS ELEGANS. //Q09455 
F-HEMBB1002383//ATP SYNTHASE A CHAIN (EC 3.6.1.34) 
(PROTEIN 6) . //0. 049: 103: 32//AQUIFEX AEOLICUS. //06 
6566 

F-HEMBB1002387//10 KD CHAPERONIN (PROTEIN CPN10) 
(PROTEIN GROES) (HEAT SHOCK PROTEIN 11). //0. 18:75: 
28//RICKETTSIA TSUTSUGAMUSHI . //P16626 
F-HEMBB1002409//HIGH MOBILITY GROUP PROTEIN HMG-Y. 
//0. 014: 61 : 36//MUS MUSCULUS (MOUSE) . //PI 7095 
F-HEMBB1002415 

F-HEMBB1002425//!!!! ALU SUBFAMILY SQ WARNING ENTR 

Y !!!!//3.8e-18:55:70//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-HEMBB1002442//LIN-10 PROTEIN. //5. ie-15: 121:31//C 
AENORHABDITIS ELEGANS. //P34692 
F-HEMBB1002453//!!!! ALU SUBFAMILY SB WARNING ENTR 

Y !!! !//l. 2e-32: 54: 75//H0M0 SAPIENS (HUMAN) . //P391 
89 

F-HEMBB1002457//!!!! ALU SUBFAMILY J WARNING ENTRY 
!!!!//1.5e-07:31:64//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-HEHBB1002458//MALE SPECIFIC SPERM PROTEIN MST84D 
A.//O.92:28:53//DROS0PHILA MELANOGASTER (FRUIT FL 
Y).//Q01642 

F-HEMBB1002477//DNA- DIRECTED RNA POLYMERASE II LAR 
GESTSUBUNIT (EC 2.7.7.6) (RPB1) (FRAGMENT) . //0. 00 
66:198:27//CRICETULUS GRISEUS (CHINESE HAMSTER).// 
P11414 
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F-HEMBB1002489//SPU CEOSOME ASSOCIATED PROTEIN 49 
(SAP 49) (SF3B53).//0.030: 182: 28//H0M0 SAPIENS (HU 
MAN).//Q15427 
F-HEMBB1002492 

F-HEMBB1002495//I ! ! ! ALU SUBFAMILY SC WARNING ENTR 

Y ! ! ! Mil. le-08: 41: 75//H0M0 SAPIENS (HUMAN) . //P391 
92 

F-HEMBB1002502//RETR0VIRUS- RELATED POL POLYPROTEIN 
(FRAGMENT). //0. 00030: 31: 77//H0M0 SAPIENS (HUMAN). 
//P12895 10 
F-HEMBB1002509 
F-HEMBB1002510 

F-HEMBB1002520//LINE-1 REVERSE TRANSCRIPTASE HOMOL 
0G.//6.8e-36:162:50//NYCTICEBUS COUCANG (SLOW LORI 
S).//P08548 

F-HEMBB1002522//7 KD PROTEIN (ORF 4) . //O. 77: 32: 40/ 
/CHRYSANTHEMUM VIRUS B(CVB).//P37990 
F-HEMBB1002531 

F-HEMBB1002534//I ! ! ! ALU SUBFAMILY SX WARNING ENTR 

Y IIM//3. le-36: 80: 73//H0M0 SAPIENS (HUMAN) . //P391 20 
95 

F-HEMBB1002545 

F-HEMBB1002550//H0ME0B0X PROTEIN H0X-D11 (HOX-4.6) 
(H0X-5.5).//3.8e-05:83:34//MUS MUSCULUS (MOUSE)./ 
/P23813 

F-HEMBB1002556 

F- HEMBB1002579//SPU CI NG FACTOR U2AF 35 KD SUBUNIT 
(U2 AUXILIARY FACT0R35 KD SUBUNIT) (U2 SNRNP AUXI 
UARY FACTOR SHALL SUBUNIT) (FRAGMENT) . //5. Oe-06: 2 
7: 77//SUS SCROFA (PI G) . //Q29350 30 
F- HEMBB1 002582//PR0TEI NASE INHIBITOR. //1. 0: 27: 40// 
SOLANUM MELONGENA (EGGPLANT) (AUBERGINE). //P01078 
F-HEMBB1002590//HYP0THETICAL PROTEIN IN MMSB 3' REG 
ION (0RF1) (FRAGMENT). //1.9e-20: 90: 54//PSEUD0M0NAS 
AERUGINOSA. //P28812 
F-HEMBB1002596 

F-HEMBB1002600//N0VEL ANTIGEN 2 (NAG-2).//1.9e-60: 
187: 59//H0M0 SAPIENS (HUMAN). //014817 
F-HEMBB1002601//M PROTEIN, SEROTYPE 6 PRECURSOR.// 
1.0:71: 35//STREPT0C0CCUS PYOGENES. //P08089 40 
F-HEMBB1002603 

F- HEMBB1 002607/ /SALI VARY PROLINE-RICH PROTEIN PO 
(ALLELE K) [CONTAINS: PEPTIDE P-D] (FRAGMENT) . //O. 
0032: 142: 33//H0M0 SAPIENS (HUMAN) . //P10162 
F-HEMBB1002610//UNE-1 REVERSE TRANSCRIPTASE HOMOL 
OG.//2.0e-ll:79:49//H0M0 SAPIENS (HUMAN) . //P08547 
F-HEMBB1002613//!!!! ALU SUBFAMILY J WARNING ENTRY 
! ! ! ! //3. 9e-08: 41: 60//H0H0 SAPIENS (HUMAN) . //P3918 

8 

F-HEMBB1002614//HYP0THETICAL 9. 5 KD PROTEIN. //1. 0: 50 
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40: 35//VACCINIA VIRUS(STRAIN COPENHAGEN) . //P20553 
F-HEMBB1002617//INSECT TOXIN 1 (BOT IT1).//1.0:44: 
29//BUTHUS OCCITANUS TUNETANUS (COMMON EUROPEAN SC 
ORPION) V/P55902 

F-HEMBB1002623//HYP0THETI CAL 9.7 KD PROTEIN (0RF8 
8) (PUTATIVE DNA-BINDING PROTEIN). //0. 42: 31: 54//BA 
CTERIOPHAGE P4.//P12552 

F-HEMBB1002635//STRESS-ACTIVATED PROTEIN KINASE JN 
K3 (EC 2.7.1.-) (C-JUNN-TERMINAL KINASE 3) (MAP KI > 
NASE P49 3F12).//6.2e-17:44:95//H0M0 SAPIENS (HUMA 
N).//P53779 

F-HEMBB1002664//SMALL NUCLEAR RIBONUCLEOPROTEIN AS 
SOCIATED PROTEIN B (SM-B) (SNRNP-B) (SM11) (FRAGME 
NT).//1.0:57:36//RATrUS NORVEGICUS (RAT) . //P17136 
F-HEMBB1002677//UNE-1 REVERSE TRANSCRIPTASE HOMOL 
0G.//1.9e-06:194:34//NYCTICEBUS COUCANG (SLOW LORI 
S) . //P08548 

F- HEMBB1002683//NADH-UBI QUI NONE OXIDOREDUCTASE CHA 

IN 5 (EC 1.6.5.3) (FRAGMENT). //0. 96: 56: 35//LEMUR C 

ATTA (RING-TAILED LEMUR) . //Q34879 

F-HEHBB1002684//SILLUCIN. //L 0: 16: 50//RHIZOMUCOR P 

USILLUS.//P02885 

F-HEMBB1002686 

F-HEMBB1002692 

F-HEMBB1002697//HELIX-DESTABI LI ZI NG PROTEIN (SINGL 

E-STRANDED DNA BINDINGPROTEIN) (GPV) . //0. 57: 36: 38/ 

/BACTERIOPHAGE FD, BACTERIOPHAGE Fl, AND BACTERIOP 

HAGE M13.//P03669 

F-HEMBB1002699 

F-HEMBB1002702 

F-HEMBB1002705//HYP0THETICAL 34.8 KD PROTEIN C4H3. 
04C IN CHROMOSOME I.//3.6e-40:180:37//SCHIZ0SACCHA 
ROMYCES POMBE (FISSION YEAST) . //Q10212 
F-HEMBB1002712 

F-MAMMA1000009//!!!! ALU SUBFAMILY SB WARNING ENTR 
Y !!!!//1.2e-32:95:75//H0M0 SAPIENS (HUMAN) . //P391 
89 

F-MAMMA1000019 

F- MAMMA1 000020/ /DI METHYLANI LI NE MONOOXYGENASE [N-0 
XIDE FORMING] 5 (EC 1.14.13.8) (HEPATIC FLAVIN-CON 
TAINING MONOOXYGENASE 5) (FMO 5) (DI METHYLANI LINE 
OXIDASE 5).//5.2e-12:24:100//H0M0 SAPIENS (HUMAN). 
//P49326 

F-MAMMA1000025//BETA-2-MI CROGLOBUU N PRECURSOR. // 
1.0:73:26//BRACHYDANI0RERI0 (ZEBRAFISH) (ZEBRA DAN 
I0).//Q04475 

F-MAMMA1000043//HYP0THETI CAL PXBL-I PROTEIN (FRAGM 
ENT) . //0. 057: 130: 31//B0VINE LEUKEMIA VIRUS (JAPANE 
SE ISOLATE BLV-1) (BLV).//P03412 
F-MAMMA1000045 
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F- MAMMA1 000055//TESTI N 2 (TES2) [CONTAINS: TESTIN 
1 (TES1) ] . //7. 5e-44: 138: 55//MUS MUSCULUS (MOUSE) . / 
/P47226 

F-MAMMA1000057//!!!! ALU SUBFAMILY SQ WARNING ENTR 

Y ! f ! 2e-39: 92: 69//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-MAMMA1000069//HYP0THETICAL 29.3 KD PROTEIN (0RF9 
2).//0.0044:96:34//0RGYIA PSEUDOTSUGATA MULTICAPSI 
D POLYHEDROSIS VIRUS (OPMNPV) , //010341 
F-MAMMA1000084//I ! ! ! ALU SUBFAMILY SX WARNING ENTR 10 

Y ! ! ! !//5. 4e-28: 94: 73//H0M0 SAPIENS (HUMAN) . //P391 
95 

F-MAMMA1000085//PUTATIVE CYSTEINYL-TRNA SYNTHETASE 
C29E6.06C (EC 6.1.1.16) (CYSTEINE- TRNA UGASE) 
(CYSRS) . //6. 6e-38: 90: 51//SCHI ZOSACCHAROMYCESPOMBE 
(FISSION YEAST). //Q09860 

F-MAMMA1000092//! ! ! ! ALU SUBFAMILY SC WARNING ENTR 

Y ! ! ! ! //6. 4e- 30: 43: 86//H0M0 SAPI ENS (HUMAN) . //P391 
92 

F-MAMMA1000103//SMALL PROLINE RICH PROTEIN II (SPR 20 
-II) (CLONE 930). //0. 038: 17: 52//H0M0 SAPIENS (HUMA 
N).//P22531 

F-MAMHA1000117//50S RIBOSOMAL PROTEIN L24E (HL21/H 
L22) . //0. 90: 25: 48//HAL0ARCULA MARISMORTUI (HALOBAC 
TERIUM MARISMORTUI). //P14116 
F-MAMM1000129//HYP0THEnCAL BHLF1 PROTEIN. //0. 001 
6:75:40//EPSTEIN-BARRVIRUS (STRAIN B95-8) (HUMAN H 
ERPESVIRUS 4).//P03181 
F-MAMMA1000133 

F-MAMMA1000134//HYP0THEITCAL PROTEIN MJ0647. //1. 0: 30 
41: 41//METHAN0C0CCUS JANNASCHII . //Q58063 
F-MAMMA1000139//GUANINE NUCLEOTIDE- BINDING PROTEIN 
G(I)/G(S)/G(0) GAMMA- 3 SUBUNIT. //0. 99: 69: 28//B0S 
TAURUS (BOVINE), AND MUS MUSCULUS (MOUSE) . //P29798 
F-MAMMA1000143//CALPAIN INHIBITOR (CALPASTATIN) (F 
RAGMENT) . //0. 023: 111: 27//MUS MUSCULUS (MOUSE) . //P5 
1125 

F-MAMMA1000 1 55//PUTATI VE CUTICLE COLLAGEN C09G5.5. 
//0. 018: 125: 34//CAEN0RHABDITIS ELEGANS. //Q09456 
F-MAMMA1000163//MERCURIC TRANSPORT PROTEIN PERIPIA 40 
SMC COMPONENT PRECURSOR (PERIPLASMS MERCURY ION 
BINDING PROTEIN) (MERCURY SCAVENGER PROTEIN). //0. 1 
1:88:25//SHEWANELLA PUTREFACIENS (PSEUDOMONAS PUTR 
EFACIENS).//Q54463 
F-MAMMA1000171 

F-MAMMA1000173//DREBRIN E.//7.6e-41: 197:43//H0MO S 
API ENS (HUMAN). //Q16643 

F-MAMHA1000175//GAMMA-THI0NIN HOMOLOG PPT PRECURSO 
R.//0.92:39:38//PETUNIA INTEGRIFOUA (VIOLCT-FLOWE 
RED PETUNIA) (PETUNIA INFLATA).//Q40901 50 
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F-MAMMA1000183//ZINC FINGER PROTEIN 84 (ZINC FINGE 
R PROTEIN HPF2) . //2. 4e- 106: 249: 61//H0M0 SAPIENS (H 
UMAN).//P51523 

F-MAMMA1000198//MALE SPECIFIC SPERM PROTEIN MST84D 
D. //0. 0014: 35: 42//DR0S0PHILA HELANOGASTER (FRUIT F 
LY).//Q01645 
F-MAMMA1000221 

F-MAMMA1000227//6.8 KD MITOCHONDRIAL PROTEOLIPID./ 

/1.0:30:40//MUS MUSCULUS (MOUSE) . //P56379 

F- MAMMA 1 00024 1 //PHOTOSYSTEM I REACTION CENTRE SUBU 

NIT X (PSI-K).//1.0:40:37//P0RPHYRA PURPUREA. //P51 

370 

F-MAMMA1 000251 //HYPOTHETICAL 6.8 KD PROTEIN IN FIC 
-PPIA INTERGENIC REGION. //0. 99: 29: 48//SAIJ0NELLA T 
YPHIMURIUM.//P37771 

F-MAMHA1000254//HYP0THETI CAL 6.0 KD PROTEIN IN IH 
12 5' REGION. III. 0: 20: 50//SACCHAR0MYCES CEREVISIAE 
(BAKER'S YEAST). //P53820 

F-MAMMA1000257//HYP0THETI CAL 50.0 KD PROTEIN IN HE 
ML 3' REGION (0RF2), //0. 22: 50: 44//PSEUD0M0NAS AERUG 
IN0SA.//Q51470 

F-MAMMA1000264//GASTRIN-RELEASING PEPTIDE RECEPTOR 
(GRP-R) (GRP-PREFERRING BOMBESIN RECEPTOR). //0. 8 
0: 39: 43//H0M0 SAPIENS (HUMAN) . //P30550 
F-MAMMA1000266 

F-MAMMA1000270//! ! ! ! ALU SUBFAMILY SB WARNING ENTR 

Y !!!!//9.5e-42:95:84//H0M0 SAPIENS (HUMAN) . //P391 
89 

F-MAMMA1000277//PR0C0LLAGEN ALPHA 1(1 1) CHAIN PREC 
URSOR [CONTAINS: CH0NDR0CALCIN].//0.0062:90:34//MU 
S MUSCULUS (MOUSE). //P28481 

F-MAMMA1000278//C-H0RDEIN (CLONE PC H0R1-3) (FRAGM 
ENT) . //0. 00096: 59: 33//H0RDEUM VULGARE (BARLEY).//? 
17991 

F-MAMMA1000279//!!!! ALU SUBFAMILY SX WARNING ENTR 

Y !!!!//8.4e-17:56:76//H0M0 SAPIENS (HUMAN) . //P391 
95 

F-MAMMA1000284//ARYL HYDROCARBON RECEPTOR NUCLEAR 
TRANSLOCATOR 2 (ARNT PROTEIN 2).//0.017: 146: 30//HU 
S MUSCULUS (MOUSE), //Q61324 
F-MAMMA1000287//!!!! ALU SUBFAMILY SB WARNING ENTR 

Y !!!!//1.5e-32:84:58//H0M0 SAPIENS (HUMAN) . //P391 
89 

F-MAMMA1000302//C-H0RDEIN (CLONE PC-919) (FRAGMEN 
T).//1.0:42:33//H0RDEUMVULGARE (BARLEY). //PI 7992 
F-MAMMA1000307//PR0BABLE E4 PROTEIN. //0. 21: 71: 30// 
RHESUS PAPILLOMAVIRUSTYPE 1 (RHPV 1).//P24832 
F- MAMMA1 000309//C0LLAGEN ALPHA 1(VIII) CHAIN PRECU 
RSOR (ENDOTHELIAL COLLAGEN). //0. 0026: 141: 36//H0M0 
SAPIENS (HUMAN). //P27658 
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F-HAMHA1000312 

F-MAMMA1000313//DNA REPAIR PROTEIN RADC HOMOLOG (2 
5 KD PROTEIN) (FRAGMENT) . //0. 76: 52: 32//STAPHVL0C0C 
COS AUREUS. //P31337 
F-HANHA1000331 

F-MAMHA1000339//50S RIBOSOIAL PROTEIN L29P.//0.78: 
32:46//METHAN0RACTERIUlI THERM0AUT0TR0PHICUM.//0261 
17 

F-MAMMA10O0340//HYP0THETICAL 29.4 KD PROTEIN IN ST 
E6-L0S1 INTERGENIC REGION. III. 0:29: 58//SACCHAR0HYC 10 
ES CEREVISIAE (BAKER'S YEAST) . //P36039 
F-HAHMA1000348//!!I! ALU SUBFAMILY J WARNING ENTRY 
!!!!//7.5e-09:63:60//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-MAMMA1000356//!!!! ALU SUBFAMILY J WARNING ENTRY 
! ! ! ! 11%. 3e-05: 42: 52//H0M0 SAPI ENS (HUMAN) . //P3918 

8 

F-MAMHA1000360 

F-MAMMA1000361//!!!! ALU SUBFAMILY SB WARNING ENTR 

Y ! ! ! !//4. 4e-33: 84: 72//H0M0 SAPIENS (HUMAN) . //P391 20 
89 

F-MAMMA1OO0372//! ! ! ! ALU SUBFAMILY SP WARNING ENTR 

Y ! ! ! !//6. 6e-21: 53: 71//H0M0 SAPIENS (HUMAN) . //P391 
93 

F-MAMMA1 000385 

F-MAMMA1000388//0X40L RECEPTOR PRECURSOR (ACT35 AN 
TIGEN) (TAX- TRANSCRIPTIONALLY ACTIVATED GLYCOPROTE 
IN 1 RECEPTOR) (CD134 ANTIGEN).//O.4O:72:36//H0M0 
SAPIENS (HUMAN). //P43489 

F-MAMMA1000395//RABPHILIN-3A (FRAGMENT) . 110. 032: 12 30 
5: 25//MUS MUSCULUS (MOUSE) . //P47708 
F-MAMMA1000402//LINE-1 REVERSE TRANSCRIPTASE HOMOL 
0G.//3.1e-28:266:4O//H0M0 SAPIENS (HUMAN) . //P08547 
F-MAMMA1000410//NADH-UBI QUI NONE OXIDOREDUCTASE 13 
KD-B SUBUNIT (EC 1.6.5.3) (EC 1.6.99.3) (COMPLEX I 
-13KD-B) (CI-13KD-B) (B13).//5.9e-O6:32:68//H0M0 S 
APIENS (HUMAN). //Q16718 

F-MAMMA1000413//RETR0VIRUS-RELATED POL POLYPROTEIN 
[CONTAINS: REVERSE TRANSCRIPTASE (EC 2.7.7.49); E 
NDONUCLEASE] . 116. 7e-05: 93: 31//HUS MUSCULUS (MOUS 40 
E). //PI 1369 
F-MAMMA1000414 

F-MAMMA1000416//HYP0THETICAL 32.0 KD PROTEIN C09F 
5.2 IN CHROMOSOME III . //4. le-28: 119: 53//CAEN0HHABD 
ITIS ELEGANS.//Q09232 

F-MAMHA1000421//!!!! ALU SUBFAMILY SQ WARNING ENTR 

Y ! ! ! !//2.7e- 23: 68: 76//H0M0 SAPI ENS (HUMAN) . //P391 
94 

F-MAMMA1000422//METALL0THI0NEIN (MT) . //0. 037: 42: 42 
//GADUS MORHUA (ATLANTI C COD) . //P51902 50 
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F-MAMMA1000423 

F-MAMMA1000424//I ! ! ! ALU SUBFAMILY SB WARNING ENTR 

Y ! MI//0. 048: 23:73//H0M0 SAPIENS (HUMAN). //P391 89 
F-MAMMA1000429//VACU0LAR PROTEIN SORTING- ASSOCIATE 
D PROTEIN VPS5.//2.7e-O5:110:30//SACCHAR0MYCES CER 
EVISIAE (BAKER'S YEAST) . //Q92331 
F-HAMHA1000431//! ! ! ! ALU SUBFAMILY SQ WARNING ENTR 

Y I f f I//9. 4e-15: 85: 58//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-MAMMA1000444//I ! ! ! ALU SUBFAMILY SQ WARNING ENTR 

Y ! ! ! I//4. 3e-25: 65: 76//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-MAMMA1000446//ZYXIN. 110. 79: 155: 29//GALLUS GALLUS 

(CHICKEN).//Q04584 
F-MAMMA1000458//HYP0THETICAL 37.7 KD PROTEIN C18B1 
1.06 IN CHROMOSOME I . //O. 0048: 46: 43//SCHI ZOSACCHAR 
OMYCES POMBE (FISSION YEAST).//Q09713 
F-MAMMA1000468//PERI0D CLOCK PROTEIN (FRAGMENT).// 
0. 50: 20: 55//DROS0PE LAROBUSTA (FRUI T FLY) . //Q03296 
F-MAMMA1000472//I I ! ! ALU SUBFAMILY J WARNING ENTRY 

!!!!//1.5e-17:106:55//H0M0 SAPIENS (HUMAN) . //P391 
88 

F-MAMMA1000478//! ! ! ! ALU SUBFAMILY SX WARNING ENTR 

Y !!!!//3.9e-35:80:68//H0M0 SAPIENS (HUMAN) . //P391 
95 

F-MAMMA1000483//!!!! ALU SUBFAMILY SP WARNING ENTR 

Y !!! !//2. 8e-24: 74: 77//H0M0 SAPIENS (HUMAN) . //P391 
93 

F-MAMMA1000490//TYR0SINE-PR0TEIN KINASE TXK (EC 2. 
7.1.112) (PTK-RL-18) (RESTING LYMPHOCYTE KINASE)./ 
/0.43:21:57//MUS MUSCULUS (MOUSE) . //P42682 
F-MAMMA1000500//TAT PROTEIN (TRANSACTIVATING REGUL 
ATORY PROTEIN). I/O. 61: 33: 54//HUMAN IMHUNODEFICIENC 

Y VIRUS TYPE 1 (Z2/CDC-Z34 ISOLATE) (HIV-1) . //P125 
06 

F-MAMMA1000501//II!! ALU SUBFAMILY SQ WARNING ENTR 

Y !! !!//l.le-32: 43: 83//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-MAMMA1000516 

F-MAMMA1000522//LINE-1 REVERSE TRANSCRIPTASE HOMOL 
OG. 110. 0015: 113: 32//H0M0 SAPIENS (HUMAN) . //P08547 
F-MAMMA1O00524//HYP0THETICAL HOST RANGE 8.5 KD PRO 
TEIN. //1. 0: 63: 31//VACCINIA VIRUS (STRAIN WR).//P17 
359 

F-MAMMA1000559//METALL0THI0NEIN-I (MT-I) (MT-IB/MT 
-IA).//0.31:16:50//CALUNECTES SAPIDUS (BLUE CRA 
B).//P55949 

F-MAMMA1000565//FERRED0XI N-TYPE PROTEIN NAPF.//0.9 
8:37: 35//ESCHERI CHI A C0U.//P33939 
F-MAMMA1000567//! ! ! ! ALU SUBFAMILY SX WARNING ENTR 
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Y !!!!//5.5e-37:95:76//H0M0 SAPIENS (HUMAN) . //P391 
95 

F-MAMMA1000576//I ! ! ! ALU SUBFAMILY SB2 WARNING ENT 
RY ! ! ! I//4. le-07: 34: 64//H0M0 SAPIENS (HUMAN) . //P39 
191 

F-MAMMA100O583 

F-MAMMA1000585//! ! ! ! ALU SUBFAMILY SQ WARNING ENTR 

Y !!!!//1.5e- 28: 89: 75//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-MAMMA1000594//! ! ! ! ALU SUBFAMILY SX WARNING ENTR 10 

Y !!! !//4. 8e-24: 38: 71//H0M0 SAPIENS (HUMAN) . //P391 
95 

F-MAMHA1000597//!!!! ALU SUBFAMILY SX WARNING ENTR 

Y ! le-25: 74: 77//H0M0 SAPIENS (HUMAN) . //P391 
95 

F-MAMMA1000605//! ! ! ! ALU SUBFAMILY SX WARNING ENTR 

Y !!! I//2. le-18: 83: 50//HOMO SAPIENS (HUMAN) . //P391 
95 

F-MAMHA1000612//HYP0THETICAL 34.0 KD TRP-ASP REPEA 

TS CONTAINING PROTEININ SIS1-MRPL2 INTERGENIC REGI 20 

0N.//4.Oe-42:166:48//SACCHAR0MYCES CEREVISIAE (BAK 

ER'S YEAST). //P41318 

F-MAMMA1000616 

F-MAMHA1000621 

F-MAMMA1000623//METALLOTHI ONEI N-I K (MT-1K) . //0. 004 
5: 25: 48//H0H0 SAPIENS (HUMAN). //P80296 
F-MAMMA1000625//PR0LINE-RICH PROTEIN MP-3 (FRAGMEN 
T).//0. 00078: 79: 35//MUS MUSCULUS (MOUSE) . //P05 143 
F-MAMHA1000643//HYP0THmCAL 9.3 KD PROTEIN. //l.O: 
25:28//MAGUARI VIRUS. //PI 6607 30 
F-MAMMA1000664 

F-MAMHA1000669//LINE-1 REVERSE TRANSCRIPTASE HOMOL 
OG. //4. 2e-05: 186: 30//H0M0 SAPIENS (HUMAN) . //P08547 
F-MAMMA1000670//PR0U NE-RI CH PROTEIN MP-3 (FRAGMEN 
T).//l. 6e-06: 195: 30//MUS MUSCULUS (MOUSE) . //P05143 
F-MAMMA1000672//VITELL0GENIC CARBOXYPEPTIDASE PREC 
URSOR (EC 3.4.16.-).//3.8e-28:184:35//AEDES AEGYPT 
I (YELLOWFEVER MOSQUITO). //P42660 
F-MAMMA1000684//DNA-BINDING PROTEIN (VMW21).//1. le 
-07:55:56//HERPES SIMPLEX VIRUS (TYPE 1 / STRAIN 1 40 
7).//P04487 

F-MAMMA1000696//I I ! ! ALU SUBFAMILY SQ WARNING ENTR 

Y ! ! ! f//l. 2e-31: 97: 74//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-MAMMA1000707//METALL0THI0NEIN-II (MT-II) (MT-IIB 
/MT-IIA).//0.31:19:42//CAI1INECTES SAPIDUS (BLUE C 
RAB) . //P55950 

F- MAMMA1 0007 1 3/ /XYLULOSE KINASE (EC 2.7.1.17) (XYL 
ULOKI NASE) . //1 . 6e-05: 88: 35//LACT0BACI LLUS PENTOSU 
S.//P21939 50 
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F-MAMMA1000714//PR0TEIN-LYSINE 6-OXIDASE PRECURSOR 
(EC 1.4.3. 13) (LYSYLOXIDASE) . //0. 44: 126: 30//RATTU 
S NORVEGICUS (RAT) . //P16636 
F-MAMMA1000718//METALL0THI ONEI N-I I E (MT- 2E) .//l.O: 
51:31//0RYCT0LAGUS CUNICULUS (RABBIT). //P80292 
F-MAMMA1000720//! ! ! ! ALU SUBFAMILY SP WARNING ENTR 

Y !!!!//3.3e-28:60:71//H0M0 SAPIENS (HUMAN) . //P391 
93 

F-MAMMA1000723//UNE-1 REVERSE TRANSCRIPTASE HOMOL 
OG. //3. 7e- 14: 63: 53//H0M0 SAPIENS (HUMAN) . //P08547 
F-MAMMA1000731//CHR0M0D0MAIN-HELICASE-DNA-BINDING 
PROTEIN 2 (CHD-2).//1.8e-43:258:43//H0M0 SAPIENS 
(HUMAN). //014647 

F-MAMMA1000732//! ! ! ! ALU SUBFAMILY J WARNING ENTRY 
!!!!//9.9e-12:76:55//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-MAMMA1000733 

F-MAMMA1000734//NPL1 PROTEIN (SEC63 PROTEIN). //2. 5 
e-18:181:39//SACCHAR0MYCES CEREVISIAE (BAKER'S YEA 
ST) . //P14906 

F-MAMMA1000738//HYP0THETI CAL 116.5 KD PROTEIN C20G 
8.09C IN CHROMOSOME I.//5.4e-52: 196: 58//SCHIZ0SACC 
HAROMYCES POMBE (FISSION YEAST). //P87115 
F-MAMMA1000744//!!!! ALU SUBFAMILY SB1 WARNING ENT 
RY ! f ! !//6. 3e-36: 144: 47//H0M0 SAPIENS (HUMAN). //P3 
9190 

F-MAMMA1000746 
F-MAMMA1000752 

F-MAMMA1000760//I ! ! ! ALU SUBFAMILY SX WARNING ENTR 

Y !!!!//6.6e-29:75:72//H0M0 SAPIENS (HUMAN) . //P391 
95 

F-MAMMA1000761//! ! ! ! ALU SUBFAMILY SQ WARNING ENTR 

Y !!!!//3.6e-09:59:64//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-MAMMA1000775 

F-MAMMA1000776//III! ALU SUBFAMILY SP WARNING ENTR 

Y !!!!//3.3e-35:99:74//H0M0 SAPIENS (HUMAN) . //P391 
93 

F-MAMMA1000778//! ! ! ! ALU SUBFAMILY SX WARNING ENTR 

Y ! ! ! f //2. le-19: 65: 70//H0M0 SAPIENS (HUMAN) . //P391 
95 

F-MAMMA1000782 

F-MAMMA1000798//HYP0THETI CAL PROTEIN 0RF-1137.//0. 
015:59:37//MUS MUSCULUS (MOUSE). //PI 1260 
F-MAMMA1000802//MY0SIN IC HEAVY CHAIN. //0. 35: 94: 41 
//ACANTHAMOEBA CASTELLANI I (AMOEBA) . //P10569 
F-MAMHA1000824//ACTIN 1. //0. 046: 60: 31//ZEA MAYS (M 
AIZE).//P02582 

F-MAMMA1000831//PR0BABLE NI/FE-HYDROGENASE 1 B-TYP 
E CYTOCHROME SUBUNIT.//L0:30:46//ESCHERICHIA COL 
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I.//P19929 

F-MAMMA1000839//!!!! ALU SUBFAMILY J WARNING ENTRY 
! ! ! ! //I . le-28: 80: 58//H0M0 SAPI ENS (HUMAN) . //P3918 

8 

F-MAMMA1000841//PUTATIVE AMIDASE (EC 3.5. 1.4). //I. 
5e-39: 130: 36/ /METHANOBACTERI UM THERMOAUTOTROPHICU 
M.//027540 

F-MAMMA1000842//C-H0RDEIN (CLONE PC-919) (FRAGMEN 
T).//0.064:43:41//H0RDEUM VULGARE (BARLEY). //PI 799 
2 10 
F-MAMMA1000843 

F-MAMMA1000845//NADH-UBI QUI NONE OXIDOREDUCTASE CHA 
IN 2 (EC 1.6.5.3).//0.43:58:34//DR0S0PHIlA YAKUBA 
(FRUIT FLY).//P03895 

F-MAMMA1000851//CUTICLE COLLAGEN 34. //O. 019: 107: 29 
//CAENORHABDITIS ELEGANS. //P34687 
F-MAMHA1000855//SPLI CEOSOME ASSOCIATED PROTEIN 62 
(SAP 62) (SF3A66). //0. 00098: 149: 32//E0H0 SAPIENS 
(HUMAN). //Q15428 

F- MAMMA1 000856//METALL0THI ONEI N (MT).//0. 63: 39:41/ 20 

/POTAMON P0TAMI0S.//P55952 

F-MAMMA1 000859//GLYC0PR0TEI N X PRECURSOR. //0. 014: 1 

92:28//EQUINE HERPESVIRUS TYPE 1 (STRAIN AB4P) (EH 

V-l).//P28968 

F-MAMMA1000862//DI SI NTEGRI N KISTRIN (PLATELET AGGR 
EGATION ACTIVATION INHIBITOR) . //1. 0: 66: 27//AGKISTR 
ODON RHODOSTOMA (MALAYAN PIT VIPER) (CALLOSELASMA 
RH0DOST0MA),//P17494 

F-MAMHA1000863//! I!! ALU SUBFAMILY J WARNING ENTRY 
l!!!//5.4e-16:41:68//H0M0 SAPIENS (HUMAN) . //P3918 30 

8 

F-MAMMA1000865//SALIVARY PROUNE-RICH PROTEIN II-l 
(FRAGMPT) . //0. 030: 100: 32//H0M0 SAPIENS (HUMAN) . / 
/P81489 

F-MAMMA1000867//APT0T0XIN IX (PARALYTIC PEPTIDE I 
X) (PP IX). //0. 98:43: 32//APT0STICHUS SCHUNGERI (T 
RAP- DOOR SPIDER). //P49272 

F-MAMMA1000875//PR0U NE-RI CH PEPTIDE P-B.//0.18:2 
1 : 47//H0M0 SAPI ENS (HUMAN) . //P02814 
F-MAMMA1000876//! ! ! ! ALU SUBFAMILY SB WARNING ENTR 40 
Y I ! ! !//l. 5e-22: 85: 71//H0M0 SAPIENS (HUMAN) . //P391 
89 

F-MAMMA1000877//! ! ! ! ALU SUBFAMILY J WARNING ENTRY 
l!!!//1.2e-38:62:74//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-MAMMA1000880//C0LLAGEN ALPHA l(XII) CHAIN (FRAGM 
ENTS).//0.49:79:32//B0S TAURUS (BOVINE). //P25508 
F-MAMMA10Q0883//HYP0THETI CAL 6. 1 KD PROTEIN C03B1. 
10 IN CHROMOSOME X.//0.87: 15:60//CAEN0RHABDITIS EL 
EGANS.//Q11116 50 
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F-MAMMA1000897//I NTER- ALPHA- TRYPSI N INHIBITOR HEAV 

Y CHAIN H4 PRECURSOR (ITI HEAVY CHAIN H4) (INTER-A 
LPHA- TRYPSIN INHIBITOR FAMILY HEAVY CHAIN-RELATED 
PROTEIN) (PLASMA KALUKREIN SENSITIVE GLYCOPROTEIN 

120) (PK-120). //5.3e-17: 130: 40//H0M0 SAPIENS (HUM 
AN) . //Q14624 
F-MAMHA1000905 
F-MAMMA1000906 

F-MAMMA1000908//UNE-1 REVERSE TRANSCRIPTASE HOMOL 
0G.//8.0e-17:70:62//H0M0 SAPIENS (HUMAN) . //P08547 
F-MAMMA1000914//HYP0THETICAL 6.2 KD PROTEIN. //0. 9 
7:36:36//THERM0PR0TEUSTENAX VIRUS 1 (STRAIN KRAI) 
(TTV1) . //P19299 
F-MAMMA1000921 

F-MAMMA1000931//! I ! ! ALU SUBFAMILY J WARNING ENTRY 
!!!!//5.6e-10:49:65//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-MAMMA1000940//MIT0CH0NDRIAL 60S RIBOSOMAL PROTEI 
N L32.//0.42:22:54//RECUN0M0NAS AMERICANA. //021 28 
1 

F-MAMMA1000941//! ! ! ! ALU SUBFAMILY J WARNING ENTRY 
! ! ! !//2. 3e-25: 55: 69//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-MAMMA1000942//! ! ! ! ALU SUBFAMILY SQ WARNING ENTR 

Y !!!!//3.3e-08:36:75//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-MAMMA1000943 

F-MAMMA1000956//SMALL HI STI DI NE- ALANI NE- RI CH PROTE 
IN PRECURSOR (SHARP) (ANTIGEN 57). //O. 041: 122:25// 
PLASMODIUM FALCIPARUM (ISOLATE FC27 / PAPUANEW GUI 
NEA).//P04930 

F- MAMMA1 000957//HEAT- STABLE ENTEROTOXIN A2 PRECURS 
OR (STA2).//0.024:37:37//ESCHERICHIA COLI . //Q47185 
F-MAMMA1000962//! ! ! ! ALU SUBFAMILY SB WARNING ENTR 

Y !!!!//6.0e-39:61:78//H0M0 SAPIENS (HUMAN) . //P391 
89 

F-MAMMA1000968//!!!! ALU SUBFAMILY SQ WARNING ENTR 

Y !!!!//0.0054:29:72//H0M0 SAPIENS (HUMAN).//P3919 
4 

F-MAMMA1000975//CUTI CLE COLLAGEN DPY-2 PRECURSOR./ 
/I. 0: 93: 30//CAEN0RHABDITIS ELEGANS. //P35799 
F-MAMMA1000979//PR0LINE-RICH PEPTIDE P-B.//0.012: 1 
2:66//H0M0 SAPIENS (HUMAN). //P02814 
F-MAMMA1000987//HYP0THETI CAL PROTEIN LAMBDA-SP34. / 
/1.0:47: 40//MUS MUSCULUS (MOUSE). //PI 5973 
F-MAMMA1000998 

F-MAMMA1001003//PR0BABLE E5 PROTEIN. //l.0: 52: 42//H 
UMAN PAPILLOMAVIRUS TYPE 33. //P06426 
F-MAMMA1001008//PR0GASTRICSIN PRECURSOR (EC 3.4.2 
3. 3) (PEPSINOGEN C) (FRAGMENT) . //3. 2e-14: 131: 35//M 
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ACACA FUSCATA FDSCATA (JAPANESE MACAQUE) . //P03955 
F-MAMMA1001021//HYP0THETICAL 35.5 KD PROTEIN IN TR 
ANSPOSON TN4556. 110. 016: 61 : 42//STREPT0MYCES FRADIA 
E.//P20186 
F-MAMMA1001024 

F-MAmi001030//LUTR0PIN-CH0RI0G0NAD0TR0PIC HORMON 
E RECEPTOR (LH/CG-R) (LSB-R) (LUTEINIZING HOROMINE 
RECEPTOR) (FRAGMENT). //2.4e-20: 234: 29//GALLUS GAL 
LUS (CHICKEN).//Q90674 

F-MAMHA1001035//! ! ! ! ALU SUBFAMILY SP WARNING ENTR 10 
Y ! ! ! l//1.7e-15: 52: 78//H0M0 SAPIENS (HUMAN) . //P391 
93 

F-MAMMA1001038//NEUR0T0XIN II (TOXIN RP-II) (SODIU 
M CHANNEL TOXIN II) . //0. 53: 25: 48//RADIANTHUS PAUMO 
TENSIS (SEA ANEMONE) (HETERACTIS PAUMOTENSIS).//PO 
1534 

F-MAMMA1001041//SPECTRIN BETA CHAIN, ERYTHROCYTE./ 
/6. 3e- 18: 1 12: 43//MUS MUSCULUS (MOUSE) . //P15508 
F-MAMHA1001050 

F-MAMMA1001059//PUTATIVE ATP- DEPENDENT RNA HELICAS 20 
E C12C2.O6.//1.3e-34:187:47//SCHIZOSACCHAR0MYCES P 
OMBE (FISSION YEAST) . //Q09747 
F-MAMMA1001067//PR0TEIN Q300. //O. 36: 12: 75//MUS MUS 
CULUS (MOUSE). //Q02722 

F- MAMMA1 00 1 073//HEPAT0CYTE NUCLEAR FACTOR 3 FORKHE 
AD HOMOLOG 1 (HFH- 1) . Ill . 0: 70: 37//RATTUS NORVEGICU 
S (RAT).//Q63244 

F-MAMMA1001074//UNE-1 REVERSE TRANSCRIPTASE HOMOL 
OG. //0. 00067: 163: 32//H0M0 SAPI ENS (HUMAN) . //P08547 
F-MAMMA1OO1O75//RETIN0BLAST0MA BINDING PROTEIN 1 30 
(RBBP- 1) . //0. 53: 72: 34//H0M0 SAPI ENS (HUMAN) . //P293 
74 

F-MAMMA1001078//UNE-1 REVERSE TRANSCRIPTASE HOMOL 
OG. //5. Oe-79: 184: 73//H0M0 SAPIENS (HUMAN) . //P08547 
F-MAMMA1001080//IG HEAVY CHAIN PRECURSOR V-III REG 
ION (VH26).//1.7e-27:82:71//H0M0 SAPIENS (HUMAN)./ 
/P01764 

F-MAMMA1001082 

F-MAMMA1 001 09 1 //HYPOTHETI CAL BHLF1 PROTEIN. //3. le- 
05:198:32//EPSTEIN-BARR VIRUS (STRAIN B95-8) (HUMA 40 
N HERPESVIRUS 4).//P03181 

F-MAMHA1001092//UNE-1 REVERSE TRANSCRIPTASE HOMOL 
OG. //7. le-21: 65: 72//H0H0 SAPIENS (HUMAN) . //P08547 
F-MAMMA1001105//0V0 PROTEIN (SHAVEN BABY PROTEIN)! 
//I. Oe-18: 68: 48//DR0S0PHI LA MELANOGASTER (FRUIT FL 
Y).//P51521 

F-MAMMA1001 1 10//PR0C0LLAGEN ALPHA 1(IV) CHAIN PREC 
URSOR. //0. 080: 108: 37//MDS MUSCULUS (MOUSE) . //P0246 
3 

F-MAMMA1001126//! ! ! ! ALU SUBFAMILY SB WARNING ENTR 50 



Wk 2002-191363 
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Y !!!!//2.3e-07:66:45//H0M0 SAPIENS (HUMAN) . //P391 
89 

F-MAmi001133//HYP0THETICAL 13.2 KD PROTEIN IN RP 
S4A-BAT2 INTERGENIC REGION. //0. 96: 43: 25//SACCHAR0M 
YCES CEREVISIAE (BAKER'S YEAST). //P47174 
F-MAMMA1001139//HYP0THETICAL 36.7 KD PROTEIN AH6.2 
IN CHROMOSOME II.//5.4e-42:81:62//CAEN0RHABDITIS 
ELEGANS.//Q09201 

F-MAMMA1001143//!!!! ALU SUBFAMILY J WARNING ENTRY 
!!!!//0. 00014: 36: 66//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-MAMHA1001145 

F-MAMMA1001154//CSBA PROTEIN. //1. 0: 39: 38//BACILLUS 
SUBTILIS.//P37953 

F-MAMMA1001161//!!!! ALU SUBFAMILY J WARNING ENTRY 
! ! ! I//5. 2e-23: 53: 64//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-MAMMA1001 162//CD27L RECEPTOR PRECURSOR (T-CELL A 
CTIVATION ANTIGEN CD27) . //0. 69: 86: 31//MUS MUSCULUS 

(MOUSE). V/P41272 
F-MAMMA1001 181 //HYPOTHETI CAL 81.0 KD PROTEIN C35D1 
0.4 IN CHROMOSOME III . //0. 00010: 74: 47//CAEN0RHABDI 
TIS ELEGANS.//Q18486 

F-MAMMA1001186//!!!! ALU SUBFAMILY SQ WARNING ENTR 

Y !!! !//9. Oe-32: 44: 86//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-MAMMA1001191//0CTAMER-BINDING TRANSCRIPTION FACT 
OR 1 (OTF-1) (NF-A1) (FRAOIENT) . //0. 096: 40: 40//MAC 
ROPUS EUGENII (TAMMAR WALLABY) . //Q28466 
F-MAMMA1001 198//EPI DERMAL GROWIE FACTOR RECEPTOR S 
UBSTRATE SUBSTRATE 15(PR0TEIN EPS15) (AF-1P PROTEI 
N).//2.5e-75:204:70//H0M0 SAPIENS (HUMAN) . //P42566 
F-MAMMA1001202//METALL0THI0NEIN-II (MMI) (MT-IIB 
/MT-IIA).//0.52:46:32//CAHINECTES SAPIDUS (BLUE C 
RAB).//P55950 

F-MAMMA1001203//!!!! ALU SUBFAMILY SC WARNING ENTR 

Y !!! 1//7. 3e-ll: 82: 58//H0M0 SAPIENS (HUMAN) . //P391 
92 

F-MAMMA1001206//I!!! ALU SUBFAMILY J WARNING ENTRY 
!!!!//!. 9e-17:67:71//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-MAMMA1001215//9 KD PROTEIN. //l.0: 51: 33//H0M0 SAP 
IENS (HUMAN). //P13994 

F-MAMMA1001220//!!!! ALU SUBFAMILY SB WARNING ENTR 

Y !!!!//3.4e-37:55:87//H0M0 SAPIENS (HUMAN) . //P391 
89 

F-MAMMA1001222//HYP0THETICAL 73.6 KD PROTEIN CY49. 
21. III. 7e-06: 168: 38//MYC0BACTERIUM TUBERCULOSIS. // 
Q10690 

F-MAMMA1001243 
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F-MAMMA1001244//TRP OPERON LEADER PEPTIDE. //1. 0:1 
8:55//SERRATIA MARCESCENS. //P03055 
F-MAHHA1001249//HYP0THETICAL 7.2 KD PROTEIN IN HPS 
2 3' REGION (0RF57).//0.57:23:34//ASTASIA LONGA (ED 
GLENOPHYCEAN ALGA) . //P34774 
F-MAHMA1001256//I ! 1 ! ALU SUBFAMILY J WARNING ENTRY 
! ! ! !//2. 3e-07: 79: 44//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-MAMMA1001259//PUTATIVE DNA HELICASE II HOMOLOC 

(EC 3. 6. 1. -) . //0. 046: 86: 32//MYC0PLASMA GENITALIUM. 10 

//P47486 

F-MAMMA1001260//MY0SIN HEAVY CHAIN, PERINATAL SKEL 
ETAL M0SCLE.//2.7e-O5:219:27//H0MO SAPIENS (HUMA 
N) . //P13535 

F-MAMMA1001268//LINE-1 REVERSE TRANSCRIPTASE HOMOL 
0G.//9.7e-27:89:67//H0M0 SAPIENS (HUMAN) . //P08547 
F-MAMMA1001271//ATR0PHIN-1 (DENTATORUBRAL- PALLI DOL 
OYSIAN ATROPHY PROTEIN). //4.0e-06: 126: 38//H0MO SAP 
I ENS (HUMAN). //P54259 ^ 

F-MAMMA1001274//! 1 1 1 ALU SUBFAMILY SQ WARNING ENTR 20 

Y ! !!!//7.4e-29: 57: 66//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-MAMMA1001 280//BACTERI OCI N BCROCIN B17 PRECURSOR 

(MCB17) . //0. 27: 24: 54//ESCHERICHIA COLI . //P05834 
F-MAMMA1001292//HYPOTHETICAL PROTEIN RIAA0176 (FRA 
CMENT).//1.3e-73:208:69//H0M0 SAPIENS (HUMAN). //Ql 
4681 

F-MAMMA1001296//MII ALU SUBFAMILY SP WARNING ENTR 

Y ! !!!//6.9e-22: 41: 80//H0M0 SAPIENS (HUMAN) . //P391 

93 30 
F-MAMMA1001298//HYPOTHETICAL PROTEIN HJ0371.//0.9 
9: 29: 37//HAEM0PHI LUS I NFLUENZAE. //P44668 
F-MAMHA1001305//GTPASE-ACTIVATING PROTEIN RHOCAP 
(RHO-RELATED SMALL GTPASE PROTEIN ACTIVATOR) (CDC4 
2 GTPASE- ACTIVATING PROTEIN) (P50-RHOGAP).//9.9e-6 
2: 222: 54//H0M0 SAPIENS (HUMAN) . //Q07960 
F-MAMMA1001322//B-CELL GROWTH FACTOR PRECURSOR (BC 
GF-12 KD).//2.1e-09:46:60//H0M0 SAPIENS (HUMAN).// 
P20931 

F-MAMMA1001324//P0L POLYPROTEIN [CONTAINS: PROTEAS 40 
E (EC 3.4.23.-); REVERSE TRANSCRIPTASE (EC 2.7.7.4 
9); RIBONUCLEASE H (EC 3. 1.26. 4)].//2.5e-43: 128:50 
//FRIEND MURINE LEUKEMIA VIRUS (ISOLATE PVC-211) 
(F-MULV).//P26808 

F-MAMMA1001330//HEMOGLOBIN ZETA CHAIN (FRAGMENTS). 
//0. 30: 51 : 37//MACR0PUSEUGENI I (TAMMAR WALLABY) . //P 
81044 

F-MAMMA1001341//TRISTETRAPR0LINE (TTP) (TIS11A) (T 
IS11) (ZFP-36) (GROWTHFACTOR- INDUCIBLE NUCLEAR PR 
OTEIN NDP475).//0.024:89:39//HOMO SAPIENS (HUMAN). 50 



H12002-191363 
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//P26651 

F-MAMMA1001343//PR0BABLE E5 PROTEIN. //0. 60: 64: 29// 

HUMAN PAPILLOMAVIRUS TYPE 16.//P06927 

F-MAMMA1 00 1 346//PR0TEI NASE INHIBITOR IIB (FRAGMENT 

S).//0.97:33:45//S0LANUM TUBEROSUM (POTATO) . //P010 

82 

F-MAHMA1001383//I !!! ALU SUBFAMILY SQ WARNING ENTR 

Y !!!!//1.2e-30:86:77//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-MAMMA1001388//LEUCINE-RI CH ALPHA-2-GLYC0PR0TEI N 
(LRG).//9.2e-91:195:92//H0M0 SAPIENS (HUMAN) . //P02 
750 

F-MAMMA1001397//!!!! ALU SUBFAMILY J WARNING ENTRY 
! ! ! !//3. 5e-19: 55: 69//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-MAMMA1001408//SAUVARY GLUE PROTEIN SGS-7 PRECUR 
S0R.//0.6O:45:35//DR0S0PHILA MELANOGASTER (FRUIT F 
LY).//P02841 

F-MAMMA100141 1//GLUC0AMYLASE S1/S2 PRECURSOR (EC 
3.2.1.3) (GLUCAN 1,4-ALPHA- GLUCOSIDASE) (1,4-ALPH 
A-D-GLUCAN GLUCOHYDROLASE) . //5. 8e-06: 153: 26//SACCH 
AROMYCES CEREVISIAE (BAKER'S YEAST) . //P08640 
F-MAJJMA1001419//!!!! ALU SUBFAMILY SQ WARNING ENTR 

Y !!!!//2.3e-16:99:51//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-MAMMA1001420//!!!! ALU SUBFAMILY SB1 WARNING ENT 
RY !! I !//0. 0018: 23: 65//H0M0 SAPIENS (HUMAN) . //P391 
90 

F-MAHMA1001435//! ! ! ! ALU SUBFAMILY SX WARNING ENTR 

Y !!!!//1.7e-22:60:58//H0M0 SAPIENS (HUMAN) . //P391 
95 

F-MAMNA1001442 

F-MAMMA1001446//I ! 1 1 ALU SUBFAMILY SQ WARNING ENTR 

Y !!!!//1.2e-23:48:75//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-MAMMA1001452//GENE 35 PROTEIN (GP35).//0.61:31:4 
5//MYC0BACTERI OPHAGE L5.//Q05245 
F-MAMMA1001465//HYP0THETICAL PROTEIN E-115.//0.002 
6:68:38//HUMAN ADENOVIROS TYPE 2.//P03290 
F-MAMMA1001476//URIDINE KINASE (EC 2.7.1.48) (URID 
INE HONOPHOSPHOKINASE) (FRAGMENT) . //3. 7e-94: 201: 92/ 
/MUS MUSCDLUS (MOUSE) . //P52623 
F-MAMMA1001487//UNE-1 REVERSE TRANSCRIPTASE HOMOL 
0C.//4.6e-16:89:41//NYCTICEBUS COUCANC (SLOW LORI 
S).//P08548 

F-MAMMA1001501//CALPAIN 1, LARGE [CATALYTIC] SUBUN 
IT (EC 3.4.22.17) (CALCIUM- ACTIVATED NEUTRAL PROTE 
I NASE) (CANP) (MU-TYPE).//6.2e-59:86:97//H0M0 SAPI 
ENS (HUMAN). //P07384 

F- MAMMA1 00 1 502/ /HYPOTHETI CAL 11.4 KD PROTEIN (ORF 
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1) . //0. 21: 79: 30//STREPT0MYCES FRADIAE. //P26800 
F-MAMHA1001510 

F-HAMMA1001522//HYP0THETICAL 35.5 KD PROTEIN IN TR 
ANSPOSON TN4556.//0.67:98:31//STREPT0MYCES FRADIA 
E.//P20186 

F-MAMHA1001547//PR0BABLE MOLYBDENUM- PTERIN BINDING 
PROTEIN. //0. 97: 35: 42//HAEM0PHILUS INFLUENZAE. //P4 
5183 

F- MAMHAIOO 1 55 1 //HYPOTHETI CAL PROTEIN MJ0458. 1.//0. 
038: 31 : 41//METHAN0C0CCUS JANNASCHI I . //P81308 10 
F-MAMMA1001575 

F-MAMMA1001576//TUBULIN GAMMA CHAIN. //1.6e-86: 162: 
99//XEN0PUS LAEVIS (AFRICAN CLAWED FROG) . //P23330 
F-MAMMA1001590//I ! ! ! ALU SUBFAMILY SX WARNING ENTR 

Y !!! !//0. 0035: 38: 55//H0M0 SAPIENS (HUMAN) . //P3919 
5 

F-MAMMA1001600//C0NNECTIVE TISSUE GROWTH FACTOR PR 
ECURS0R.//O.85:53:33//H0MO SAPIENS (HUMAN) . //P2927 
9 

F-MAMMA1001604//HYP0THETICAL 11.1 KD PROTEIN C30D1 20 
1.02C IN CHROMOSOME I . //O. 14: 82: 29//SCHIZ0SACCHAR0 
'MYCES POMBE (FISSION YEAST) . //Q09902 
F-MAMMA1001606//HIGH MOBILITY GROUP PROTEIN HMGI- 
C. //8. 2e-05: 77: 37//H0M0SAPIENS (HUMAN) . //P52926 
F-MAMMA1001620//! ! ! ! ALU SUBFAMILY SX WARNING ENTR 

Y !!!! //5. 5e-05: 24: 66//H0M0 SAPIENS (HUMAN) . //P391 
95 

F-MAMMA1001627//CUTICLE COLLAGEN 40. //0. 82: 131:31/ 

/CAENORHABDITIS ELEGANS. //P34804 

F-MAMMA1001630//!!!! ALU SUBFAMILY SQ WARNING ENTR 30 

Y ! ! I !//8. 6e-26: 57: 78//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-MAMMA1001633//ZINC FINGER PROTEIN 165.//6.9e-38: 
160: 55//H0M0 SAPIENS (HUMAN) . //P499 10 
F-MAMMA1001635 

F-MAMMA1001649//SPERM PROTAMINE P1.//0. 30: 31:41//T 
ACHYGLOSSUS ACULEATUSACULEATUS (AUSTRAUAN ECHIDN 
A).//P35311 

F-MAMMA1001654//NON-RECEPTOR TYROSINE KINASE SPORE 
LYSIS A (EC 2.7.1.112) (TYROSINE- PROTEIN KINASE 40 

1) . //5. 6e-06: 99: 28//DICTY0STELIUM DISCOIDEUM (SLIME 
MOLD) . //P18160 

F-MAMMA1001663//VERY HYPOTHETICAL XYLU PROTEIN.// 
0. 99: 27: 37//ESCHERI CHI ACOU . //P05056 
F-MAMHA1001670//CUTI CLE COLLAGEN 1 . //O. 033: 97: 37// 
CAENORHABDITIS ELEGANS. //P08124 
F-MAMHA1001671 

F-MAMMA1001679//PR0C0LLAGEN ALPHA 2(IV) CHAIN PREC 
URS0R.//0.92:32:50//H0M0 SAPIENS (HUMAN) . //P08572 
F-MAMMA1001683//HYP0THETI CAL 35.5 KD PROTEIN IN TR 50 
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ANSPOSON TN4556.//0. 00026: 147: 34//STREPT0MYCES FRA 

DIAE.//P20186 

F-MAMMA1001686 

F-MAMMA1001692//SMALL HYDROPHOBIC PROTEIN (SMALL P 
ROTEIN 1A) . //1. 0: 34: 26//B0VINE RESPIRATORY SYNCYTI 
AL VIRUS (STRAIN A51908) (BRS) . //P24616 
F-MAMMA1001711//!!!! ALU SUBFAMILY SQ WARNING ENTR 

Y !!! le-28: 56: 69//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-MAMMA1001715//!!!! ALU SUBFAMILY J WARNING ENTRY 
!!!!//1.6e-08:39:71//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-MAMMA1001730//METALL0THI ONEI N-B (MTB).//1.0: 17:6 
4//STR0NGYL0CENTR0TUSPURPURATUS (PURPLE SEA URCHI 
N).//Q27287 

F- MAMMA 1001 735//TUBULI N BETA- 5 CHAIN (CLASS- V).// 
5. le-121: 213: 97//GALLUSGALLUS (CHICKEN) . //P09653 
F-MAMMA1001740 

F-MAMMA1001743//! ! ! ! ALU SUBFAMILY SX WARNING ENTR 

Y ! ! ! ! //1 . 3e-09: 100: 42//H0M0 SAPI ENS (HUMAN) . //P39 
195 

F-MAMMA1001744//P0U DOMAIN PROTEIN 2. //0. 97: 59: 38/ 
/BRACHYDANIO RERIO (ZEBRAFISH) (ZEBRA DANI0).//Q90 
270 

F-MAMMA1001745//UNE-1 REVERSE TRANSCRIPTASE HOMOL 
OG. //2. le-43: 199: 42//H0M0 SAPIENS (HUMAN) . //P08547 
F-MAMMA1001751//TWK-8 PROTEIN. //2. 9e-15: 77: 36//CAE 
NORHABDITIS ELEGANS. //P34410 
F-MAMMA1001754//MALE SPECIFIC SPERM PROTEIN MST84D 
D.//0.019:2O:45//DR0S0PHILA MELANOGASTER (FRUIT FL 
Y) . //Q01645 

F-MAMMA1001757//HYP0THETICAL 9.2 KD PROTEIN IN RNP 
A 3'REGI0N.//0.94:30:43//PSEUD0M0NAS PUTIDA.//P257 
53 

F-MAMMA1001760//!!!! ALU SUBFAMILY SB2 WARNING ENT 
RY !!!!//4.6e-34:103:59//H0M0 SAPIENS (HUMAN). //P3 
9191 

F-MAMMA1001764 

F-MAMMA1001768//HYP0THETICAL PROTEIN UL61.//0.042: 
167: 33//HUHAN CYTOMEGALOVIRUS (STRAIN AD169).//P16 
818 

F-MAMMA1001769//! ! ! ! ALU SUBFAMILY SQ WARNING ENTR 

Y !!!!//2.0e-29:97:69//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-MAMMA1001771//TRANSMEMBRANE PROTEIN SEX PRECURSO 
R.//3.3e-09:123:32//H0M0 SAPIENS (HUMAN). //P5 1805 
F-MAMMA1001783//! ! ! ! ALU SUBFAMILY J WARNING ENTRY 
!!!!//l.le-O9:55:61//H0MO SAPIENS (HUMAN) . //P3918 

8 

F-MAMMA1001785//RAS- RELATED PROTEIN RABC.//1.9e-0 



(1475) 
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6: 120: 25//DI CTYOSTEU UHDI SCOI DEUH (SLIHE HOLD) . //P 
34143 

F-MAHMA1001788//LINE-1 REVERSE TRANSCRIPTASE HOMOL 
0G.//9.3e-29:46:76//H0H0 SAPIENS (HUMAN) . //P08547 
F-IANHA1001790//!!!! ALO SUBFAMILY J WARNING ENTRY 
! ! ! I//4. 7e-24: 69: 69//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-MAMMA1001806//HYP0THETICAL 21.2 KD PROTEIN IN TO 
R2-MNN4 I NTERGENI C REGI ON. //O. 95: 58: 36//SACCHAR0MY 
CES CEREVISIAE (BAKER' S YEAST) . //P36042 10 
F-HAHHA1001812//!!!! ALU SUBFAMILY SX WARNING ENTR 

Y !l!!//8. 8e-12: 53: 69//H0M0 SAPIENS (HUMAN) . //P391 
95 

F-NAMMA1001815//LINE-1 REVERSE TRANSCRIPTASE HOMOL 
OG. //0. 1 1: 30: 70//HOMOSAPIENS (HUMAN) . //P08547 
F-MAMMA1001817//!!!! ALU SUBFAMILY J WARNING ENTRY 
! ! ! ! III. 9e- 16: 86: 55//H0M0 SAPI ENS (HUMAN) . //P3918 

8 

F-MAMHA1001818 

F- MAMMA1 00 1 820//VI TELLI NE MEMBRANE PROTEIN VM26AB 20 
PRECURSOR (PROTEIN TU-4) (PROTEIN SV23) . //0. 0030: 6 
3:42//DR0S0PHILA MELANOGASTER (FRUIT FLY) . //PI 3238 
F-MAMMA1001824//APT0T0XIN VII (PARALYTIC PEPTIDE V 
II) (PP VII).//0.99:26:34//APT0STICHUS SCH1INGERI 
(TRAP-DOOR SPIDER). //P49271 

F-MAMHA1001836//!!!! ALU SUBFAMILY SX WARNING ENTR 

Y !!!!//2.6e-35:77:88//H0M0 SAPIENS (HUMAN) . //P391 
95 

F-MAMMA1001837//ZINC FINGER PROTEIN 191.//1.3e-27: 
106: 58//H0M0 SAPIENS (HUMAN). //014754 30 
F-HAHMA1001848//!!!! ALU SUBFAMILY J WARNING ENTRY 
!!!!//1.0e-19:92:58//HOMO SAPIENS (HUMAN) . //P3918 

8 

F-MAMMA1001851 
F-MAMMA1001854 

F-MAMMA1001858//IS0T0CIN-NEUR0PHYSIN IT 1 PRECURSO 
R.//0.93:42:38//CATOSTOMUS COMHERSONI (WHITE SUCRE 
R).//P15210 

F-MAMMA1001864//PR0BABLE ABC TRANSPORTER PERMEASE 
PROTEIN MG189. //0. 77: 161: 27//MYC0PLASMA GENITALIU 40 
M.//P47435 

F-MAMMA1001868//FK506-BINDING NUCLEAR PROTEIN (PEP 
TIDYL-PROLYL CIS-TRANSISOMERASE) (PPIASE) (EC 5.2. 
1.8) (PROLINE ROTAMASE) (NUCLEOLAR PROLINEISOMERAS 
E) (FKBP-70) . //0. 00013: 219: 26//SACCHAR0MYCES CEREV 
ISIAE (BAKER' SYEAST) . //P3891 1 
F-MAMMA1001874//SPERM HI STONE P2 PRECURSOR (PROTAM 
INE MP2).//0.0075:76:31//M0S MUSCOLUS (MOUSE). //PO 
7978 

F-MAMHA1001878//GLYCINE-RICH CELL WALL STRUCTURAL 50 
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PROTEIN (CLONE W10- 1) (FRAGMENT) . //0. 020: 10: 80//LYC 
OPERSICON ESCULENTUM (TOMATO). //QO 11 57 
F-MAMMA1001880 

F-MAMMA1001890//III! ALU SUBFAMILY SC WARNING ENTR 

Y !!!!//5.1e-34:56:83//H0M0 SAPIENS (HUMAN) . //P391 
92 

F-MAMMA1001907//! I ! ! ALU SUBFAMILY SQ WARNING ENTR 

Y Ml! //2. 7e- 12: 44: 68//H0I0 SAPIENS (HUMAN) . //P391 
94 

F-MAMMA1001908//HYP0THCTICAL 16.2 KD PROTEIN IN PR 
P24-RRN9 INTERCENIC REGION. //0. 00013: 77: 37//SACCHA 
ROMYCES CEREVISIAE (BAKER'S YEAST) . //Q03525 
F-MAMMA1001931//HYP0THETICAL 118.2 KD PROTEIN F43C 
1.1 IN CHROMOSOME III.//0.41: 106: 29//CAEN0RHABDITI 
S ELEGANS.//Q09564 

F-MAMMA1001956//OCTAPEPTI DE-REPEAT PROTEIN T2.//0. 
00053: 149: 30//MUS MUSCULUS (HOUSE) . //Q06666 
F-HAMHA1001963//HYP0THETICAL PROTEIN IN NAC 5' REGI 
ON (ORFX) (FRAGHENT) . //1. 0: 46: 28//KLEBSIELLA AERO 
GENES. //Q08600 

F-HAHHA1001969//UNE-1 REVERSE TRANSCRIPTASE HOHOL 
0C.//1.7e-34:97:68//H0H0 SAPIENS (HUHAN) . //P08547 
F-HAMHA1001970//LINE-1 REVERSE TRANSCRIPTASE HOHOL 
0G.//6.2e-O7:67:37//H0HO SAPIENS (HUHAN) . //P08547 
F-HAHHA1O01992//PR0TEIN Q300.//0.53: 14: 71//MUS HUS 
CUIUS (HOUSE). //Q02722 

F-HAHHA1002009//PROBABLE E5 PROTEIN. //0. 17: 56: 32// 
HUHAN PAPILLOHAVIRUS TYPE 31.//P17385 
F-HAHHA100201 1//HYRI STOYLATED ALANINE- RICH C-KINAS 
E SUBSTRATE (HARCKS) (PROTEIN KINASE C SUBSTRATE, 
80 KD PROTEIN. LIGHT CHAIN) (PKCSL) (80K-L PROTEI 
N).//1.0:100:31//H0M0 SAPIENS (HUMAN) . //P29966 
F-MAHHA1002032//II!! ALU SUBFAMILY J WARNING ENTRY 
! ! ! !//3. le-21:86: 65//H0M0 SAPIENS (HUHAN) . //P3918 

8 

F-HAHHA1 002033// 1 1 ! I ALU SUBFAMILY J WARNING ENTRY 
!!!!//8.5e-20:67:58//H0H0 SAPIENS (HUMAN) . //P3918 

8 

F-MAHHA1002041//HALE SPECIFIC SPERH PROTEIN HST84D 
C.//l.O:17:52//DR0S0PHILA HELANOGASTER (FRUIT FL 
Y).//Q01644 

F-HAMHA 1002042//!!!! ALU SUBFAMILY SC WARNING ENTR 

Y ! ! ! !//0. 19: 45: 46//H0H0 SAPIENS (HUHAN) . //P39192 
F-HAHHA1002047//TYR0SINE AHINOTRANSFERASE (EC 2.6. 
1.5) (L-TYR0SINE:2-0X0GLUTARATE AHINOTRANSFERASE) 
(TAT) .//0.0017: 50: 46//RA1TUS NORVEGI CUS (RAT) . //PO 
4694 

F-HAHHA1002056//!!!! ALU SUBFAMILY SQ WARNING ENTR 

Y !!!!//3.2e-37:70:77//H0H0 SAPIENS (HUHAN) . //P391 
94 



(1476) 

2949 

F-MAMHA1002058//! !!! ALU SUBFAMILY J WARNING ENTRY 
! ! ! le-08: 26: 76//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-MAMHA1002068//UNE-1 REVERSE TRANSCRIPTASE HOMOL 
0G.//2.0e-ll:78:46//H0H0 SAPIENS (HUMAN) . //P08547 
F-MAMMA1002078//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.3 
4) (A6L) . //O. 96: 26: 46//C0TURNIX COTURNIX JAPONICA 
(JAPANESE QUAIL). //P50682 

F-MAMMA1002082//SUPPRESS0R PROTEIN SRP40. //0. 23: 9 

5: 32//SACCHAR0MYCES CEREVISIAE (BAKER'S YEAST). //P 10 

32583 

F-MAMMA1002084//HYPOTHETI CAL 7.5 KD PROTEIN. //l.O: 
40:35//VACCINIA VIRUS(STRAIN COPENHAGEN) . //P20520 
F-MAMMA1002093 

F-MAMMA1002108//HYP0THETICAL 35.5 KD PROTEIN IN TR 
ANSPOSON TN4556.//0. 00079: 143: 33//STREPT0MYCES FRA 
DIAE. //P20186 

F-MAMMA1Q02118//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.3 
4) (A6L).//1.0:43:34//METRIDIUM SENILE (BROWN SEA 
ANEMONE) (FRILLED SEA ANEMONE) . //047493 20 
F-MAMMA1002125//!!!! ALU SUBFAMILY SC WARNING ENTR 
Y !!! !//l,9e- 14:60: 68//H0M0 SAPIENS (HUMAN) . //P391 
92 

F-MAMMA1002132 

F-MAMMA1002140//!!!! ALU SUBFAMILY J WARNING ENTRY 
! 1 ! !//l. 4e-24: 69: 65//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-MAMMA1002143//SERUM PROTEIN MSE55.//2. le-16: 166: 
43//H0M0 SAPIENS (HUMAN) . //Q00587 
F-MAMMA1002145//36.4 KD PROLINE-RICH PROTEIN. //0.0 30 
0014: 84: 29//LYC0PERSI CON ESCULENTUM (TOMATO) . //QOO 
451 

F-MAMMA1002153 
F-MAMHA1002155 

F-MAMMA1002156//METALLOPROTEINASE INHIBITOR PRECUR 
SOR. //0. 90: 58: 34//STREPT0MYCES NIGRESCENS. //P01077 
F-MAMMA1002158 

F-MAMMA1002170//40S RIBOSOMAL PROTEIN S2 (S4) (LLR 
EP3 PROTEIN). //6.0e-66: 157: 70//H0M0 SAPIENS (HUMA 
N).//P15880 40 
F-MAMMA1002174//!!!! ALU SUBFAMILY J WARNING ENTRY 
!!!!//6.5e-25:56:64//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-MAMMA1002198//THI0RED0XIN PEROXIDASE 1 (THIOREDO 
XIN-DEPENDENT PEROXIDEREDUCTASE 1) (THIOL- SPECIFIC 
ANTIOXIDANT PROTEIN) (TSA) (PRP) (NATURALRILLER C 
ELL ENHANCING FACTOR B) (NKEF-B).//9.0e-09:28: 100/ 
/HOMO SAPIENS(HUMAN).//P32119 
F-MAMMA10022O9//TRANSCRIPTI0N INITIATION FACTOR TF 
IID 135 KD SUBUNIT (TAFII-135) (TAFII135) (TAFII-1 50 



^2 0 0 2- 1 9 1 3 6 3 
2950 

30) (TAFI 1 130) . //0. 0023: 132: 33//H0M0 SAPIENS(HUMA 
N).//000268 

F-MAMMA1 0022 1 5/ /PROCOLLAGEN ALPHA 1(1) CHAIN PRECU 
RSOR.//0. 00032: 68: 35//H0M0 SAPIENS (HUMAN) . //P0245 
2 

F-MAMMA1002219//INTRACELLULAR PROTEIN TRANSPORT PR 
OTEIN US01.//0. 0079: 224: 24//SACCHAR0MYCES CEREVISI 
AE (BAKER'S YEAST) . //P25386 
F-MAMHA1002230 

F-MAMMA1002236//TRANSLATI ON INITIATION FACTOR EIF- 
2B GAMMA SUBUNIT (EIF-2B GDP-GTP EXCHANGE FACTOR). 
//1.4e-118: 151: 94//RATTUS NORVEGICUS (RAT) . //P7054 
1 

F-MAMMA1002243//WISK0TT-ALDRICH SYNDROME PROTEIN H 
OMOLOG (WASP). //0. 028:1 12: 33//MUS MUSCULUS (MOUS 
E).//P70315 

F-MAMMA1002250//T-CELL RECEPTOR BETA CHAIN PRECURS 
OR (ANA 1 1) . //0. 0012: 80: 32//0RYCT0LAGUS CUNICULUS 
(RABBIT). //P06333 

F-MAMMA1002267//ATP SYNTHASE A CHAIN (EC 3.6.1.34) 
(PROTEIN 6) . //0. 17: 139: 28//TRYPAN0S0MA BRUCEI BRU 
CEI.//P24499 

F-MAMMA1002268//60S RIBOSOMAL PROTEIN L22.//0.0002 
6:163:30//DR0S0PHILA MELANOGASTER (FRUIT FLY).//P5 
0887 

F-MAMMA1002269//HISTIDINE-RICH, METAL BINDING POLY 
PEPTIDE. //0. 35: 14: 57//HELIC0BACTER PYLORI (CAMPYLO 
BACTER PYLORI). //Q48251 

F-MAMMA1002282//I!!! ALU SUBFAMILY SC WARNING ENTR 
Y !!!!//6.1e-05:32:65//H0M0 SAPIENS (HUMAN) . //P391 
92 

F-MAMMA1002292//TR0P0MY0SIN 2. //1. 4e-05: 100: 30//SA 
CCHAROMYCES CEREVISIAE (BAKER'S YEAST). //P404 14 
F-MAMMA1002293//!!!! ALU SUBFAMILY J WARNING ENTRY 
!!!!//6.8e-25:127:44//H0M0 SAPIENS (HUMAN) . //P391 
88 

F-MAMMA1002294//ALPHA TRANS- INDUCING PROTEIN (ALPH 
A-TIF). //0. 00011: 138: 38//B0VINE HERPESVIRUS TYPE 1 
(STRAIN P8-2).//P30020 
F-MAMMA1002297//A-AGGLUTININ ATTACHMENT SUBUNIT PR 
ECURS0R.//0.15:144:30//SACCHAR0MYCES CEREVISIAE (B 
AKER'S YEAST). //P32323 

F-MAMMA1002298//PR0LINE-RICH PROTEIN MP-3 (FRAGMEN 
T) . //I . Oe-05: 40: 50//MUS MUSCULUS (MOUSE) . //P05143 
F-MAMMA1002299//NADH-UBI QUI NONE OXIDOREDUCTASE CHA 
IN 4L (EC 1.6.5.3).//0.84:65:32//STRUTHI0 CAMELUS 
(OSTRICH). //021405 

F-MAHMA1002308//!!!! ALU SUBFAMILY J WARNING ENTRY 
! I ! !//4. 3e-29: 61: 73//H0M0 SAPIENS (HUMAN) . //P3918 

8 



(1477) 

2951 

F-MAMMA1002310//SPERM MITOCHONDRIAL CAPSULE SELENO 
PROTEIN (MCS).//0. 00016: 70: 38//MUS MUSCULUS (MOUS 
E).//P15265 

F-MAMMA1002311//! ! ! ! ALU SUBFAMILY SB WARNING ENTR 

Y !! !!//9.4e-09: 84: 54//H0M0 SAPIENS (HUMAN) . //P391 
89 

F-MAMMA1002312//HYP0THETICAL 10.8 KD PROTEIN IN CP 
30-RI I I INTERGENI C REGI ON (URF Y) . //O. 48: 48: 33//BA 
CTERIOPHAGE T4.//P33084 

F-MAMMA1002317 10 
F-MAMMA1002319//RETR0VIRUS-RELATED POL POLYPROTEIN 
[CONTAINS: REVERSE TRANSCRIPTASE (EC 2.7.7.49); E 
NDONUCLEASE] . //0. 01 1 : 128: 27//MUS MUSCULUS (MOUSE) . 
//PI 1369 

F-MAMMA1002322//!!!! ALU SUBFAMILY SX WARNING ENTR 

Y !! !!//5.2e- 20: 92: 57//H0M0 SAPIENS (HUMAN) . //P391 
95 

F-MAMMA1002329//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.3 
4) (A6L).//0.051:33:36//XEN0PUS LAEVIS (AFRICAN CL 
AWED FROG). //P03931 20 
F-MAMMA1002332//LINE-1 REVERSE TRANSCRIPTASE HOMOL 
0G.//6.5e-20:116:51//H0M0 SAPIENS (HUMAN) . //P08547 
F-MAMMA1002333//C0LLAGEN ALPHA 1(1) CHAIN (FRAGMEN 
TS). //0. 0017: 214: 31//B0S TAURUS (BOVINE). //P02453 
F-MAMMA1002339//C0PPER-METALL0THI0NEIN (CU-MT) . // 
0.59:42:38//HEUX POMATIA (ROMAN SNAIL) (EDIBLE SN 
AIQ.//P55947 

F-MAMMA1002347//I ! ! ! ALU SUBFAMILY J WARNING ENTRY 

!!!!//0.43:26:61//H0M0 SAPIENS (HUMAN) . //P39 188 
F-MAMMA1002351//HYP0THETICAL PROTEIN MJ0304.//2.3e 30 
-07: 139: 25//METHAN0C0CCUS JANNASCHII. //Q57752 
F-MAMMA1002352 

F-MAMMA1002353//!!!! ALU SUBFAMILY J WARNING ENTRY 
!!!!//0. 00028: 31:80//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-MAMMA1002355//! ! ! ! ALU SUBFAMILY SP WARNING ENTR 

Y !! !!//4.2e- 28: 87: 73//H0M0 SAPIENS (HUMAN) . //P391 
93 

F-MAMMA1002356//RELAXIN. //O. 95: 31: 35//SQUALUS ACAN 
THIAS (SPINY DOGFISH). //P11953 40 
F-MAMHA1002359//CHL0R0PLAST SOS RIBOSOMAL PROTEIN 
L33.//0.93:44:36//GUILLARDIA THETA (CRYPTOMONAS PH 
I).//078487 

F-MAMMA1002360//LATE L2 MU CORE PROTEIN PRECURSOR 
(PROTEIN X).//0.94:30:43//B0VINE ADENOVIRUS TYPE 2 

(MASTADENOVIRUS B0S2) . //Q96626 
F-MAMMA1002361//! ! ! ! ALU SUBFAMILY J WARNING ENTRY 

( ! ! ! III. Oe-08: 45: 68//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-MAMMA1002362//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.3 50 



4MB 2002-19 1 363 
2952 

4) (A6L).//0.58:23:26//LUMBRICUS TERRESTRIS (COMMO 
N EARTHWORM). //Q34942 

F-MAMMA1002380//SALIVARY GLUE PROTEIN SGS-3 PRECUR 
S0R.//0.23:100:27//DR0S0PHILA SIMULANS (FRUIT FL 
Y).//P13729 
F-MAMMA1002384 

F-MAMMA1002385//HYP0THETICAL 40.9 KD PROTEIN IN OR 
C2-TIP1 INTERGENIC REGION. //3.8e- 14: 125: 37//SACCHA 
ROMYCES CEREVISIAE (BAKER'S YEAST). //P38241 
F-MAMMA1002392//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.3 
4) (A6L) . //I . 0: 17: 58//BRANCHI0ST0MA LANCEOLATUM (C 
OMMON LANCELOT) (AMPHI0XUS).//021003 
F-MAMMA1002411//30S RIBOSOMAL PROTEIN S17.//0.85:4 
9:32//SYNECH0CYSTIS SP. (STRAIN PCC 6803) . //P7331 1 
F-MAMMA1 0024 1 3//NADH- UBI QUI NONE OXIDOREDUCTASE CHA 
IN 1 (EC 1.6.5.3) (FRA(MENT).//0.97:41:39//DR0S0PH 
I LA AFFINIS (FRUIT FLY) . //P5 1926 
F-MAMMA1002417//RFBJ PROTEIN. //0. 99: 31: 35//SHIGELL 
A FLEXNERL//P37786 

F-MAMMA1002427//!!!! ALU SUBFAMILY SQ WARNING ENTR 

Y !l!!//1.6e-33:135:59//H0M0 SAPIENS (HUMAN) . //P39 
194 

F-MAMMA1002428//HYP0THETI CAL PROTEIN C18.//0. 97:3 
4:44//SWINEP0X VIRUS (STRAIN KASZA) (SPV).//P32217 
F-MAMMA1002434//! ! I ! ALU SUBFAMILY SB WARNING ENTR 

Y !!!!//3.1e-36:56:78//H0M0 SAPIENS (HUMAN) . //P391 
89 

F-MAMMA1002446 

F-MAMMA1002454//EARLY NODUUN 20 PRECURSOR (N-20). 
//0.77:57:45//MEDICAG0TRUNCATULA (BARREL MEDIC).// 
P93329 

F-MAmi002461//VAS0DILAT0R-STIMULATED PHOSPHOPROT 
EIN (VASP).//1.3e-05:193:32//CANIS FAIQL1ARIS (DO 
G).//P50551 

F-MAmi002470//HYP0THEnCAL 80.7 KD PROTEIN IN ER 
G7-NMD2 INTERGENIC REGION. //I. Oe- 75: 231: 60//SACCHA 
ROMYCES CEREVISIAE (BAKER'S YEAST) . //P38795F- MAMMA 
1002475//P0SSIBLE GLOBAL TRANSCRIPTION ACTIVATOR S 
NF2L4 (SNF2-BETA) (BRG-1 PROTEIN) (MITOTIC GROWTH 
AND TRANSCRIPTION ACTIVATOR) (BRAHMAPROTEIN HOMOLO 
G i).//0.013:99:30//H0M0 SAPIENS (HUMAN). //P5 1532 
F-MAmi002480//N0NSTRUCTURAL PROTEIN 5B.//L0:23: 
43//HUMAN CORONAVIRUS (STRAIN 229E).//P19741 
F-MAMMA1002485//STANNI OCALCI N PRECURSOR. III. le-23: 
88:46//H0M0 SAPIENS (HUMAN) . //P52823 
F-MAMMA1002494//M0LT-INHIBITING HORMONE (MIH).//1. 
0:32:37//PR0CAMBARUS CLARKII (RED SWAMP CRAYFISH). 
//P55848 

F-MAMMA1002498//6. 7 KD PROTEIN (ORF 5). //l.O: 26: 42 
//BARLEY YELLOW DWARFVIRUS (ISOLATE PAV) (BYDV) . // 



(1478) 

2953 

P09517 

F-MAMM1002524//HYP0THETICAL 117.8 KD PROTEIN IN S 
TE2-FRS2 INTERGENIC REGION. //5. Oe- 26: 222: 35//SACCH 
AROMYCES CEREVISIAE (BAKER'S YEAST) . //P43571 
F-MAMMA1002530//CYTOSOLIC PHOSPHOLIPASE A2 (EC 3. 
1.1.4) (CPLA2) (PHOSPHATIDYLCHOLINE 2-ACYLHYDROLAS 
E) / LYSOPHOSPHOUPASE (EC 3. 1. 1.5).//4.5e-12:88:4 
4//H0M0 SAPIENS (HUMAN) . //P47712 
F-MAMMA1002545//! ! ! ! ALU SUBFAfflLY SX WARNING ENTR 

Y !!! !//4. 3e-29: 97: 71//H0M0 SAPIENS (HUMAN) . //P391 10 
95 

F-MAMM1002554//DNA- DIRECTED RNA POLYMERASE II LAR 
GESTSUBUNIT (EC 2.7.7.6) (RPB1) (FRAGMENT) . //0. 4 
6:54:40//CRICETULUS GRISEUS (CHINESE HAMSTER) . //PI 
1414 

F-MAMMA1002556//METALL0THI ONEI N 20-1 ISOFORMS A AN 
D B (MT-20-IA AND MT-20-IB) . //0. 99: 21: 47//IYTILUS 
EDUUS (BLUE MUSSEL) . //P80251 
F- MAMMA1 002566//TRANSCRI PTI ON FACTOR P65 (NUCLEAR 
FACTOR NF-KAPPA-B P65SUBUNIT) . //0. 70: 130: 30//MUS M 20 
USCULUS (MOUSE). //Q04207 

F-MAMMA1002571//DNA-DIRECTED RNA POLYMERASE II LAR 
GEST SUBUNIT (EC 2.7.7.6) (FRAGMENT) . //0. 54: 45: 51/ 
/DICTYOSTELIUM DISCOIDEUM (SUME MOLD) . //P35084 
F-MAMMA1002573//PARATHYM0SIN. III. 5e-07: 69: 46//H0M0 
SAPIENS (HUMAN). //P20962 

F-MAMMA1002585//MY0SIN LIGHT CHAIN 1, SLOW-TWITCH 
MUSCLE B/VENTRICULAR ISOFORM (FRAGMENT) . //0. 38: 36: 
36//MUS MUSCULUS (MOUSE) . Y/P09542 
F-MAMMA1002590//I ! ! ! ALU SUBFAMILY SX WARNING ENTR 30 

Y ! !!!//0. 99: 22: 77//H0M0 SAPIENS (HUMAN). //P39 195 
F-MAMMA1002597//1 ! ! 1 ALU SUBFAMILY SQ WARNING ENTR 

Y !l!!//2.1e-18:44:70//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-MAMHA1002598//60S RIBOSOMAL PROTEIN L7.//1.8e-l 
6: 40: 100//H0M0 SAPIENS (HUMAN) . //P18124 
F-MAMMA1002603 

F-MAMMA1002612//30S RIBOSOMAL PROTEIN S16 (FRAGMEN 
T) . III. 0: 29: 37//THERMUS AQUATICUS. //007348 
F-MAMMA1002617//ACIDIC PROUNE-RICH PROTEIN PRECUR 40 
SOR (CLONE PRP25) (FRAGMENT) . 110. 00041 : 81 : 34//RAH 
US NORVEGICUS (RAT) . //PI 01 64 
F-MAMMA1002618//ESCARG0T/SNAIL PROTEIN HOMOLOG (FR 
AGMENT) . I/O. 11: 18: 50//PSYCH0DA CINEREA. //Q02027 
F- MAMMA1 0026 1 9//PR0BABLE UBIQUITIN CARBOXYL-TERMIN 
AL HYDROLASE K02C4.3 (EC 3.1.2.15) (UBIQUITIN THIO 
LESTERASE) (UBIQUITIN- SPECIFIC PROCESSING PROTEAS 
E) (DEUBI QUI TI NATI NG ENZYME). //1.8e- 13: 110: 40//CAE 
NORHABDITIS ELEGANS. //Q09931 

F-MAMMA1002622//I ! ! ! ALU SUBFAMILY J WARNING ENTRY 50 



%m 2002-191363 
2954 

I ! ! I//8. 4e-05: 53: 58//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-MAMMA1002623//PEPTIDYL-GLYCINE ALPHA- AMI DATING M 
ONOOXYGENASE PRECURS0R(EC 1. 14. 17. 3) (PAM) . III. 6e- 
07: 37: 78//H0M0 SAPIENS (HUMAN) . //P19021 
F-MAMMA1002625 

F-MAMMA1002629//!!!! ALU SUBFAMILY J WARNING ENTRY 
!!!!//4.4e-19:49:73//H0MO SAPIENS (HUMAN) . //P3918 

8 

F-MAMMA1002636//C0LLAGEN ALPHA 2 (VI) CHAIN (FRAGME 
NT) . //L 7e-07: 189: 32//H0MO SAPIENS (HUMAN). //P1211 
0 

F-MAMMA1002637//KINESIN LIGHT CHAIN (KLC).//7.7e-5 
4: 227: 52//RATTUS NORVEGICUS (RAT) . //P37285 
F-MAMMA1002646/ /NEUROFI LAMENT TRIPLET H PROTEIN (2 
00 KD NEUROFILAMENT PROTEIN) (NF-H). 110. 034: 199:25 
//MUS MUSCULUS (MOUSE) . II? 19246 
F-MAMMA1002650//TRANSCRI PTI ON REGULATOR PROTEIN BA 
CH2 (BTB AND CNC HOMOLOG 2).//l. 7e-07: 104:32//MUS 
MUSCULUS (MOUSE). //P97303 

F-MAMMA1002655//SMALL PROLINE-RICH PROTEIN II (SPR 
-II) (CLONE 174N) . //I . 0: 25: 44//H0M0 SAPIENS (HUMA 
N).//P22532 
F-MAMMA1002662 

F-MAMMA1002665//! ! ! ! ALU SUBFAMILY SQ WARNING ENTR 

Y !!! Mil. 3e-07: 54: 57//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-MAMMA1002671//ACETYL-C0ENZYME A SYNTHETASE (EC 
6.2.1.1) (ACETATE- -COALI GASE) (ACYL- ACTIVATING EN 
ZYME) . III. 4e-10: 144: 31 //ESCHERICHIA COU . //P27550 
F-MAMMA1002673//BREVI CAN CORE PROTEIN PRECURSOR. // 
0. 76: 64: 39//B0S TAURUS (BOVINE). //Q28062 
F-MAMMA1002684/ /HYPOTHETI CAL 11.8 KD PROTEIN IN GP 
55-NRDG INTERGENIC REGION. I/O. 094: 77: 27//BACTERI OP 
HAGE T4.//P07079 

F-MAMMA1002685//C0LLAGEN ALPHA 1(1) CHAIN (FRAGMEN 
TS) . I/O. 0017: 177: 34//RATTUS NORVEGICUS (RAT) . //P02 
454 

F-MAMHA1002698 

F-MAMMA1002699//HYP0THETI CAL 45.1 KD PROTEIN IN RP 
S5-ZMS1 INTERGENIC REGION. //1.2e-28: 127: 47//SACCHA 
ROMYCES CEREVISIAE (BAKER'S YEAST) . //P47 160 
F-MAMMA1002701//!!!! ALU SUBFAMILY J WARNING ENTRY 

IIII//1.0: 14: 92//H0M0SAPIENS (HUMAN) . //P39188 
F-MAMMA1002708//!!!! ALU SUBFAMILY SP WARNING ENTR 

Y i !!!//7.9e-27: 52: 65//H0M0 SAPIENS (HUMAN) . //P391 
93 

F HAMMA1002711//! ! !! ALU SUBFAMILY J WARNING ENTRY 
! ! f !//3. 7e-24: 54: 75//H0M0 SAPIENS (HUMAN) . //P3918 

8 



(1479) 

2955 

F-MAMMA1002721 

F-MAMMA1002727//S0X-13 PROTEIN (FRAGMENT) . //0. 70: 3 
6:38//HUS MUSCULUS (MOUSE) . //Q04891 
F-MAMMA1002728//HYP0THETICAL 6.0 KD PROTEIN. //I. 0: 
25:44//THERM0PR0TEUS TENAX VIRUS 1 (STRAIN KRAI) 
(TTV1).//P19305 

F-MAMMA1002744//HYP0THETICAL 13.4 KD PROTEIN IN AC 
T5-YCK1 INTERGENIC REGION. // 1.0: 52: 34//SACCHAR0MYC 
ES CEREVISIAE (BAKER'S YEAST) . //P38834 
F-MAMMA1002746//HYPOTHETICAL 5.6 KD PROTEIN (ORF A 10 
-45) . //1. 0: 22: 40//SULF0L0B0S VIRUS-LIKE PARTICLE S 
SV1.//P20198 
F-MAMMA1002748 

F-MAMHA1002754//! ! ! ! ALU SUBFAMILY J WARNING ENTRY 
!!!!//5.1e-21:56:64//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-MAMMA1002758//MALE SPECIFIC SPERM PROTEIN MST84D 
D.//0.37:14:64//DR0S0PHILA MELANOGASTER (FRUIT FL 
Y).//Q01645 

F-MAMMA1002764//I ! ! ! ALU SUBFAMILY SQ WARNING ENTR 20 

Y !! !!//4.7e-32: 79: 60//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-MAMMA1002765//PARATHYM0SIN. //0. 79: 63: 28//B0S TAU 
RUS (BOVINE). //P08814 

F-MAMMA1002769//GAR2 PROTEIN. //0. 00037: 192: 27//SCH 
IZOSACCHAROMYCES POMBE(FISSION YEAST) . //P41891 
F-MAMMA1002775//HYP0THETICAL 36.7 KD PROTEIN C2F7. 
14C IN CHROMOSOME I.//5.4e-54:240:49//SCHIZ0SACCHA 
ROMYCES POMBE (FISSION YEAST) . //Q09704 
F-MAMMA1002780 30 
F-MAMMA1OO2782//MARGAT0XI N (MGTX) . //1 . 0: 31 : 38//CEN 
TRUROIDES MARGARITATUS(SC0RPI0N).//P40755 
F-MAMMA1002796//ICE NUCLEATION PROTEIN. //0. 0018: 10 
0: 41//PSEUD0M0NAS FLUORESCENS. //P09815 
F-MAMMA1002807//!!!! ALU SUBFAMILY J WARNING ENTRY 
! ! ! !//9. 3e-23: 100: 59//H0M0 SAPIENS (HUMAN) . //P391 
88 

F-MAMMA1002820//NEUR0T0XIN IV (LQQ IV).//1.0: 18: 50 
//LEIURUS QUINQUESTRIATUS QUI NQUESTRI ATUS (EGYPTIA 
N SCORPION). //P01489 40 
F-MAMMA1002830//! ! ! ! ALU SUBFAMILY SX WARNING ENTR 

Y !! !!//4.7e-24: 55: 74//H0M0 SAPIENS (HUMAN) . //P391 
95 

F-MAMHA1002833//!!!! ALU SUBFAMILY SB WARNING ENTR 

Y !! !!//2.6e-31: 95: 73//H0M0 SAPIENS (HUMAN) . //P391 
89 

F-MAMMA1002835//HYPOTHETI CAL 42.1 KD PROTEIN F13G 
3.3 IN CHROMOSOME I.//1.0:54:37//CAEN0RHABDITIS EL 
EGANS.//Q19417 

F-MAMMA1002838//! ! ! ! ALU SUBFAMILY SP WARNING ENTR 50 
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Y !!! !//2. 5e-27: 99: 70//H0M0 SAPIENS (HUMAN) . //P391 
93 

F-MAMMA1002842//!!!! ALU SUBFAMILY SX WARNING ENTR 

Y ! I ! !//2. 3e-13: 65: 63//H0M0 SAPIENS (HUMAN). //P391 
95 

F-MAMMA1002843//METALL0THI0NEIN-II (MT-II) . //0. 97: 
19: 47//MUS HUSCDLUS (MOUSE) . //P02798 
F-MAMMA1002844//HYP0THETICAL 24.1 KD PROTEIN IN LE 
F4-P33 INTERGENIC REGION. //4. 9e-08: 119: 36//AUT0GRA 
PHA CALIFORNICA NUCLEAR POLYHEDROSIS VIRUS (ACMNP 
V).//P41479 

F-MAHMA1002858//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.3 
4) (A6L). //0. 98: 37: 37//PAN TROGLODYTES (CHIMPANZE 
E).//Q35647 

F-MAMMA1002868//!!!! ALU SUBFAMILY J WARNING ENTRY 
!!!!//3.8e-10:51:62//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-MAMMA1002869//PINCH PROTEIN (PARTI CULARY INTERES 
TING NEW CYS-HIS PR0TEIN).//1.8e-95: 194:78//H0M0 S 
API ENS (HUMAN). //P48059 

F-MAMMA1002871//G-PR0TEIN COUPLED RECEPTOR HOMOLOG 
R33.//1.0:51:35//RATCYT0MEGAL0VIRUS (STRAIN MAAST 
RICHT).//012000 
F-MAMMA1002880 

F-MAMMA1002881//GU0MA PATHOGENESI S-RELATED PROTEI 
N (RTVP-1 PROTEIN). //3.3e-22: 180: 35//H0M0 SAPIENS 
(HUMAN). //P48060 

F-MAMMA1002886//MY0SIN HEAVY CHAIN IB (MYOSIN HEAV 

Y CHAIN I L) . //0. 0001 1 : 148: 39//ACANTHAM0EBA CASTELL 
ANII (AMOEBA). //P19706 

F-MAMMA1002887 

F-MAMMA1002890//A-AGGLUTI NI N ATTACHMENT SUBUNIT PR 
ECURSOR.//0.O3O:142:25//SACCHAR0MYCES CEREVISIAE 
(BAKER'S YEAST). //P32323 
F-MAMMA1002892 

F-MAMMA1002895//HYP0THETI CAL PROTEIN UL61.//0.0009 
9: 143: 35//HUMAN CYTOMEGALOVIRUS (STRAIN AD169).//P 
16818 

F-MAMMA1002908//T-CELL RECEPTOR BETA CHAIN PRECURS 
OR (ANA 1 1) . //0. 12: 44: 43//0RYCT0LAGUS CUNICULUS (R 
ABBIT).//P06333 

F-MAMMA1002909//! ! ! ! ALU SUBFAMILY J WARNING ENTRY 
! ! ! !//0. 00011: 28: 75//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-MAMMA1002930//B0MBYXIN A-7 PRECURSOR (BBX-A7) (4 
K-PROTHORACICOTROPIC HORMONE) (4K-PTTH).//0.99:45: 
46//B0MBYX MORI (SILK MOTH). //P26730 
F-MAMMA1002937//ZINC FINGER PROTEIN 42 (MYELOID ZI 
NC FINGER 1) (MZF-l).//6.5e-24:147:34//H0M0 SAPIEN 
S (HUMAN). //P28698 



(1480) 

2957 

F-MAMMA1002938//CERUL0PLASMIN PRECURSOR (EC 1.16. 
3. 1) (FERROJQDASE) . //4. 7e-ll: 44: 68//MUS MUSCULUS 
(MOUSE). //Q61 147 

F-MAMMA1002941//PR0TEIN Q300. //0. 0076: 21: 61//MUS 1 
USCULUS (MOUSE). //Q02722 

F-MAMMA1002947//HYP0THETICAL 35.5 KD PROTEIN IN TR 
ANSPOSON TN4556.//1.9e-08:152:38//STREPT0MYCES FRA 
DIAE.//P20186 
F-MAMMA1002964 

F-MAMMA1002970//! ! ! ! ALU SUBFAMILY SB WARNING ENTR 10 

Y !! M//0. 0057: 55: 43//H0M0 SAPIENS (HUMAN) . //P3918 
9 

F-MAMMA1002972//BRAIN-SPECIFIC HOMEOBOX/POU DOMAIN 
PROTEIN 3A (BRN-3A) (0CT-T1) (HOMEOBOX/POU DOMAIN 
PROTEIN RDC- 1) . //0. 84: 53: 41//H0M0 SAPIENS (HUMA 

N).//Q01851 

F-MAMMA1002973//! ! ! ! ALU SUBFAMILY SC WARNING ENTR 

Y ! !!!//4.6e-ll: 54: 68//H0M0 SAPIENS (HUMAN) . //P391 
92 

F-MAMMA1002982 20 
F-MAMMA1002987//HYP0THETI CAL 11.9 KD PROTEIN IN RP 
C8-MFA2 INTERGENIC REGION. //0. 17:47: 29//SACCHAR0MY 
CES CEREVISIAE (BAKER'S YEAST) . //P53906 
F-MAMMA1003003//!!!! ALU SUBFAMILY SX WARNING ENTR 

Y I!! !//8. 6e-09: 30: 73//H0M0 SAPIENS (HUMAN) . //P391 
95 

F-MAMMA1003004//!!!! ALU SUBFAMILY SX WARNING ENTR 

Y !!!!//0.0071:41:58//H0M0 SAPIENS (HUMAN) . //P3919 
5 

F-MAMMA1003007//SPERM PROTAMI NE PI . //0. 0076: 51 : 37/ 30 
/TACHYCLOSSUS ACULEATUS ACULEATUS (AUSTRALIAN ECHI 
DNA).//P35311 

F-MAMMA1003011//HI STONE MACR0-H2A. 1. //I. 8e-60: 175: 
70//RATTUS NORVEGI CUS (RAT) . //Q02874 
F-MAMHA1003013//ACTIN BINDING PROTEIN. //0. 097: 83: 3 
1//SACCHAR0MYCES EXIGUUS (YEAST) . //P38479 
F-MAMMA1003015 

F-MAMMA1003019//MY0TUBULARI N. //0. 022: 56: 37//H0M0 S 
APIENS (HUMAN). //Q13496 

F-MAMMA1 003026//HYP0THETI CAL 29.3 KD PROTEIN (0RF9 40 
2).//0.0014:208:27//0RGYIA PSEUDOTSUGATA MULTICAPS 
ID POLYHEDROSIS VIRUS (OPMNPV) . //O 10341 
F- MAMMA1 00303 1 //PROBABLE E4 PROTEIN (El A E4).//0. 1 
4:49:32//HUMAN PAPILLOMAVIRUS TYPE 6B.//P06459 
F-MAMMA1003035//HYP0THETI CAL 24.4 KD PROTEIN IN LP 
D 3' REGION (0RF4) . //5. le-12: 112: 34//ZYM0M0NAS MOBI 
US.//066114 

F-MAMMA1003039//!!!! ALU SUBFAMILY J WARNING ENTRY 
!!!!//2.4e-07:68:54//H0M0 SAPIENS (HUMAN) . //P39 18 
8 50 
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F-MAMMA1003040//!!!! ALU SUBFAMILY SB1 WARNING ENT 
RY ! ! ! !//2. 8e-39: 90: 57//H0K0 SAPIENS (HUMAN) . //P39 
190 

F-MAMMA1003044 

F-MAMMA1003047//SPERM HISTONE P2 PRECURSOR (PROTAM 
INE 2) . //0. 18: 25: 44//B0S TAURUS (BOVINE) . //P19782 
F-MAMMA1003049//PR0BABLE E4 PROTEIN. //0. 50: 67: 29// 
HUMAN PAPILLOMAVIRUS TYPE 6C.//P20969 
F-MAMMA1003055//WEAK TOXIN CM-2.//0.99:23:30//NAJA 
HAJE HAJE (EGYPTIAN COBRA) . //P01415 
F-MAMMA1003056//EXP0RTED PROTEIN 7 (FRAGMENT). //I. 
0: 52: 32//STREPT0C0CCUSPNEUM0NIAE. //P35597 
F-MAMMA1003057//MD6 PROTEIN. //1. 5e-85: 168: 95//MUS 
MUSCULUS (MOUSE). //Q60584 

F-MAMMA1003066//REGB PROTEIN. //1. 0: 62: 27//PSEUD0M0 
NAS AERUGINOSA. //Q03381 

F-MAMMA1003089//!!!! ALU SUBFAMILY SB1 WARNING ENT 
RY ! !!!//5.1e-15: 44: 77//H0M0 SAPIENS (HUMAN) . //P39 
190 

F-MAMMA1003099//END0THELIAL ACTIN-BINDING PROTEIN 
(ABP-280) (NONMUSCLE FILAMIN) (FILAMIN l).//4.8e-2 
0:80:62//H0M0 SAPIENS (HUMAN) . //P2 1333 
F-MAMMA1003104//PH0T0SYSTEM I REACTION CENTRE SUBU 
NIT VIII.//0.98:22:40//SYNECH0C0CCUS ELONGATUS NAE 
GELI.//P25900 

F-MAMMA10031 13//PR0C0LLAGEN ALPHA 2(1) CHAIN PRECU 
RSOR (FRAGMENTS). //0. 67: 35: 45//GALLUS GALLUS (CHIC 
KEN).//P02467 

F-MAMMA1003127//MY0SIN I ALPHA (MMI-ALPHA).//5.2e- 
34: 141: 56//MUS MUSCULUS (MOUSE) . //P46735 
F-MAMMA1003135//HYP0THETICAL 182.0 KD PROTEIN IN N 
MD5-H0M6 INTERGENIC REGION. //3.6e-05: 91: 34//SACCHA 
ROMYCES CEREVISIAE (BAKER'S YEAST). //P471 70 
F-MAMMA1003140 

F-MAMMA1003146//MALE SPECIFIC SPERM PROTEIN MST87 
F.//1.0:33:36//DR0S0PHILA MELANOGASTER (FRUIT FL 
Y).//P08175 

F-MAMMA1003150//HYP0THETICAL 84.3 KD PROTEIN ZK94 
5.10 IN CHROMOSOME II.//4.4e-10:254:30//CAEN0RHABD 
ITIS ELEGANS.//Q09625 

F-MAMMA1003166//BRAIN PROTEIN H5. //4. Oe-42: 182:48/ 
/HOMO SAPIENS (HUMAN) . //043236 
F-NT2RM1000001//HYPOTHETICAL 8.7 KD PROTEIN IN RPL 
22-RPL23 INTERGENIC REGION (0RF70).//0. 15:38: 34//A 
STASIA LONGA (EUGLENOPHYCEAN ALGA) . //P34779 
F-NT2RM1000018 

F-NT2RM1000032//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.3 
4) (A6L).//0.51:17:41//CYPRINUS CARPIO (COMMON CAR 
P).//P24948 

F-NT2RM1000035//3-HYDR0XY-3-METHYLGLUTARYL-C0ENZYM 
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E A REDUCTASE (EC 1.1.1.34) (HMG-COA REDUCTASE) . // 
O.OOOll: 114: 27//BLATTELLA GERMANICA (GERMANCOCKROA 
CH).//P54960 

F-NT2RM1000037//METALL0THI0NEIN-II (MT-II) . //0. 02 
5: 19: 47//SCYLLA SERRATA(MUD CRAB) . //P02806 
F-NT2RM1000039//VITEI1INE MEMBRANE VM34CA PROTEIN 
PRECURSOR. //0. 00083: 84: 33//DR0S0PHILA HELANOGASTER 

(FRUIT FLY).//Q06521 
F-NT2RM1000055//HISTIDINE-RICH GLYCOPROTEIN PRECUR 
SOR. //I. le-07: 34: 55//PLASM0DIUM LOPHURAE. //P04929 10 
F-NT2RM1000059//MY0CYTE-SPECI FI C ENHANCER FACTOR 2 
B (SERUM RESPONSE FACTOR- LIKE PROTEIN 2) (XMEF2) 
(RSRFR2) . //0. 18: 83: 36//H0M0 SAPIENS (HUMAN) . //Q020 
80 

F-NT2RM1000062//PR0UNE-RICH PEPTIDE P-B.//0.54:3 
4:44//H0M0 SAPIENS (HUMAN) . //P02814 
F-NT2RM1000080//HYP0THETI CAL 35.7 KD PROTEIN SLR11 
28. 111. le-20: 119: 40//SYNECH0CYSTIS SP. (STRAIN PCC 
6803) . //P72655 

F-NT2RM1000086//SALI VARY PROLINE-RICH PROTEIN PO 20 
(ALLELE K) [CONTAINS: PEPTIDE P-D] (FRAGMENT) . //O. 
20: 56: 35//H0M0 SAPIENS (HUMAN) . //P10162 
F-NT2RM1000092//C0LLAGEN-UKE PROTEIN. //0. 0017: 44: 
45//HERPESVIRUS SAIKRI (SUBGROUP C / STRAIN 488). 
//P22576 

F-NT2RM1000118//CALCINEURIN B SUBUNIT (PROTEIN PHO 
SPHATASE 2B REGULATORYSUBUNIT) (CALCINEURIN REGULA 
TORY SUBUNIT) . //5. 7e-07: 109: 28//NEUR0SP0RACRASSA. / 
/P87072 

F-NT2RM10001 19//TRANSCRI PTI ONAL REGULATOR IE63 (VM 30 
W63) (ICP27) . //0. 0050: 135: 32//HERPES SIMPLEX VIRUS 

(TYPE 2 / STRAIN HG52) . //P28276 
F-NT2RM1000127//EXTENSIN PRECURSOR (PROUNE-RICH G 
LYC0PR0TEIN).//0.032:68:32//S0RGHUM VULGARE (SORGH 
UM).//P24152 

F-NT2RM1000131//METALL0THI0NEIN-III (MT-III) (GROW 
TH INHIBITORY FACTOR) (GIF).//0. 82: 33 :39//B0S TAURU 
S (BOVINE). //P37359 

F-NT2RM1000132//NADH-UBI QUI NONE OXIDOREDUCTASE 13 
KD- A SUBUNI T PRECURSOR(EC 1.6.5.3) (EC 1 . 6. 99. 3) 40 
(COMPLEX I - 13KD-A) (CI - 13KD-A) . III. 7e-59: 124: 91//H 
OMO SAPIENS (HUMAN). //075380 
F-NT2RM1OOO153//CYTOS0LIC PURINE 5' -NUCLEOTIDASE 
(EC 3. 1 . 3. 5) . //2. 5e-08: 148: 29//H0M0 SAPI ENS (HUMA 
N).//P49902 

F-NT2RM1000186//CALCINEURIN B SUBUNIT (PROTEIN PHO 
SPHATASE 2B REGULATORYSUBUNIT) (CALCINEURIN REGULA 
TORY SUBUNIT) . III. 9e-07: 109: 27//NEUR0SP0RACRASSA. / 
/P87072 

F-NT2RM1000187//PUTATIVE PRE-MRNA SPLICING FACTOR 50 
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ATP-DEPENDENT RNA HEUCASE SPAC10F6.02C.//1.0e-12: 
94:46//SCHIZ0SACCHAR0MYCES POMBE (FISSION YEAST)./ 
/042643 

F-NT2RM1000199//CUTICLE COLLAGEN 12 PRECURSOR. //O. 
46: 130: 33//CAEN0RHABDITIS ELEGANS. //P20630 
F-NT2RM1000242//PUTATIVE ATP SYNTHASE J CHAIN, HIT 
OCHONDRI AL (EC 3. 6. 1. 34) . //0. 85: 38: 36//SCHI ZOSACCH 
AROMYCES POMBE (FISSION YEAST) . //013931 
F-NT2RM1000244//HYP0THETICAL 131.5 KD PROTEIN C02F 
12.7 IN CHROMOSOME X.//0.0055:98:36//CAEN0RHABDITI 
S ELEGANS. //Ql 1102 

F-NT2RM1000252//TRI CHOHYALI N. 112. 9e-06: 88: 36//0VIS 
ARIES (SHEEP). //P22793 

F-NT2RM1000256//GLUC0SAMINE--FRUCT0SE-6- PHOSPHATE 
AMINOTRANSFERASE [ISOMERIZING] (EC 2.6.1.16) (HEXO 
SEPHOSPHATE AMINOTRANSFERASE) (D- FRUCTOSE- 6- PHOSPH 
ATE AMIDOTRANSFERASE) (GFAT) . III. 9e-54: 153: 67//MUS 
MUSCULUS (MOUSE). //P47856 

F-NT2RM1000257//MAGO NASHI PROTEIN. //5.9e-64: 136:8 
9//DR0S0PHILA MELANOGASTER (FRUIT FLY) . //P49028 
F-NT2RM1000260 

F- NT2RM1 00027 1 //GALACTOKI NASE (EC 2.7. 1.6). HQ. 99: 
41 : 39//BACILLUS SUBTIU S. //P39574 
F-NT2RM1000272//HYP0THEnCAL 55.5 KD PROTEIN ZK112 
8. 2 IN CHROMOSOME III. 11%. 8e-25: 131 : 45//CAEN0RHABD 
ITIS ELEGANS. //Q09357 

F-NT2RM1000280//VACU0LAR ATP SYNTHASE SUBUNIT D (E 
C 3.6.1.34) (V-ATPASED SUBUNIT) (V- ATPASE 28 KD A 
CCESSORY PROTEIN). //2.5e-63: 121 :94//B0S TAURUS (BO 
VINE).//P39942 

F- NT2RM1 000300/ /TREACLE PROTEIN (TREACHER COLLINS 
SYNDROME PROTEI N) . //0. 51 : 145: 26//H0M0 SAPIENS (HUM 
AN).//Q13428 
F-NT2RM1000314 

F-NT2RM1000318//50S RIBOSOMAL PROTEIN L23.//0.83:2 

8:35//AQUIFEX AE0UCUS.//066433 

F-NT2RM1000341 

F-NT2RM1000354//HYP0THETI CAL 5.8 KD PROTEIN IN PUH 
A 5' REGION (0RF55).//0.95:43:37//RH0D0BACTER CAPSU 
LATUS (RHODOPSEUDOMONAS CAPSUUTA) . //P26159F-NT2RM 
1000355//SPERM-SPECIFIC PROTEIN PHI -1.//0. 0016: 73: 
43//MYTILUS EDULIS (BLUE MUSSEL). //Q04621 
F-NT2RM1000365//HYP0THETI CAL PROTEIN KIAA0140.//3. 
5e-10:83:49//H0M0 SAPIENS (HUMAN). //Q14153 
F-NT2RM1000377//DUAL SPECIFICITY PROTEIN PHOSPHATA 
SE 9 (EC 3.1.3.48) (EC3.1.3.16) (MITOGEN- ACTIVATED 
PROTEIN KINASE PHOSPHATASE 4) (MAP KINASEPHOSPHAT 
ASE4) (MKP-4).//4.9e-18: 113: 38//H0M0 SAPIENS (HUM 
AN) . //Q99956 

F-NT2RM1000388//HYP0THETICAL 27.7 KD PROTEIN IN CP 
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T1-SPC98 INTERGENIC REGION. //O. 00023: 67: 31//SACCHA 
ROMYCES CEREVISIAE (BAKER'S YEAST). //P53915 
F-NT2RM1000394//HI STONE H3.3 (H3.B) (H3. 3Q) . //4. 7e 
-52:71:91//H0H0 SAPIENS (HUMAN), MUS MUSCULOS (HOU 
SE), RATTUS NORVEGICUS (RAT), ORYCTOLAGUS CUNICULU 
S (RABBIT), CALLUS GALLUS (CHICKEN), SPISULA SOLID 
ISSIMA (ATLANTI CSURF- CLAM) , DROSOPHILA MELANOGASTE 
R (FRUIT FLY), AND DROSOPHILA HYDEI (FRUIT FLY).// 
P06351 

F-NT2RM1000399//END0THELIN-2 PRECURSOR (ET-2) (FRA 10 
GMENT).//0.92:24:45//CANIS FAMILIARIS (D0G).//P120 
64 

F-NT2RM1000421//CUTICLE COLLAGEN 2C (FRAGMENT).// 

0. 12: 93: 33//HAEM0NCHUSC0NT0RTUS. //P16252 
F-NT2RM1000430//PISTIL-SPECIFIC EXTENSIN-LIKE PROT 
EIN PRECURSOR (PELP).//0. 13:86: 31//NIC0TIANA TABAC 
UM (COMMON TOBACCO) .//Q03211 
F-NT2RM1000499//HYP0THETI CAL PROTEIN KIAA0041 (FRA 
GMENT).//2.9e-17:75:49//H0M0 SAPIENS (HUMAN) . //Q15 
057 20 
F-NT2RM1000539//HYP0THETI CAL 10.4 KD PROTEIN IN FT 
R1-SPT15 INTERGENIC REGION. //2. 9e- 16: 82: 51//SACCHA 
ROMYCES CEREVISIAE (BAKER'S YEAST) . //P40089 
F-NT2RM1000553//GLYC0UPID TRANSFER PROTEIN (GLT 

P) . //6. 4e-06: 103: 33//SUSSCR0FA (PIG) . //PI 7403 
F-NT2RM1000555//UNR PROTEIN. //8. 7e-77: 105: 95//RATT 
US NORVEGICUS (RAT) . //P18395 
F-NT2RM1000563//DNA-BINDING P52/P100 COMPLEX, 100 
KD SUBUNIT (FRAGMENTS). //0. 15: 20: 50//H0M0 SAPIENS 
(HUMAN). //P30808 30 
F-NT2RM1000623//CLARA CELL PHOSPHOLIPID- BINDING PR 
OTEIN PRECURSOR (CCPBP) (CLARA CELLS 10 KD SECRETO 
RY PROTEIN) (CC10).//0. 17: 70: 34//H0M0 SAPIENS (HUM 
AN). //PI 1684 

F-NT2RM1000648//GLYC0SYLTRANSFERASE ALG2 (EC 2. 4. 

1. -).//2.0e-22:133:42//SACCHAR0MYCES CEREVISIAE (B 
AKER'S YEAST). //P43636 

F-NT2RM1000661 //METALLOTHI ONEI N- I I I (MT-III) (GROW 
TH INHIBITORY FACTOR) (GIF) (GIFB) . //0. 0060: 24: 33// 
HOMO SAPI ENS (HUMAN) . //P25713 40 
F-NT2RM1000666//C0LD SHOCK PROTEIN SC0F.//9. le-07: 
67:41//STREPT0MYCES COELI COLOR. //P48859 
F-NT2RM1000669//CHL0R0PLAST SOS RIBOSOMAL PROTEIN 
L31. //O. 071: 69: 31//P0RPHYRA PURPUREA. //P51290 
F-NT2RM1000672//SIGNAL RECOGNITION PARTICLE SEC65 
SUBUNIT (FRAGMENT). //0. 27: 42: 42//KLUYVER0MYCES LAC 
TIS (YEAST). //013475 

F- NT2RM1 00069 1 //RETI NOBLASTOMA BINDING PROTEIN 2 
(RBBP-2).//4.3e-42:241:42//H0M0 SAPIENS (HUMAN).// 
P29375 50 
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F-NT2RM1000699//N2,N2-DIMETHYLGUAN0SINE TRNA METHY 
LTRANSFERASE PRECURSOR (EC 2. 1. 1. 32) . //0. 94: 48: 37// 
SACCHAROMYCES CEREVISIAE (BAKER'S YEAST). //PI 5565 
F-NT2RM1000702//GUANINE PCLEOTIDE- BINDING PROTEIN 
BETA SUBUNIT 1. //0. 0013: 139: 25//DR0S0PHILA MELANO 
GASTER (FRUIT FLY) . //P26308 , 
F-NT2RM1000725//BASIC PROLINE-RICH PEPTIDE P-E (IB 
-9).//1.0:15:60//H0M0SAPIENS (HUMAN). //P02811 
F-NT2RM1000741//STATHMIN (CLONE X020) (FRAGMENT)./ 
/1.0:53:32//XEN0PUS LAEVIS (AFRICAN CUWED FROG)./ 
/Q09005 

F-NT2RM1000742//HYP0THETI CAL 24.1 KD PROTEIN IN DH 
FR 3' REGION (0RF2).//1.0:54:42//HERPESVIRUS SAIMIR 
I (STRAIN 484-77). //P25049 
F-NT2RM1000746//HYPOTHETICAL 16.8 KD PROTEIN C29E 
6.04 IN CHROMOSOME I.//0. U:87:21//SCHIZ0SACCHAR0M 
YCES POMBE (FISSION YEAST) . //Q09858 
F-NT2RM1000770//DXS6673E PROTEIN. 1/1. Oe-38: 190: 48/ 
/HOMO SAPIENS (HUMAN). //Ql 4202 
F-NT2RM1000772//VEGETATI BLE INCOMPATIBILITY PROTEI 
N HET-E- 1 . //4. 3e- 12: 141 : 30//P0D0SP0RA ANSERINA.//Q 
00808 

F-NT2RM1000780//MALE SPECIFIC SPERM PROTEIN MST87 
F.//0.98:34:38//DR0S0PHILA MELANOGASTER (FRUIT FL 
Y).//P08175 
F-NT2RM1000781 

F-NT2RM1000800//24. 1 KD PROTEIN IN VMA12-APN1 INTE 
RGENIC REGION. //7.9e-ll: 135: 34//SACCHAR0MYCES CERE 
VISIAE (BAKER'S YEAST) . //P28707 
F-NT2RM1000802//ALPHA-AMYLASE INHIBITOR PAIM I (PI 
G PANCREATIC ALPHA-AMYLASE INHIBITOR OF MICROBES 
I) . //0. 43: 62: 35//STREPT0MYCES OU VACEOVIRIDIS(STRE 
PTOMYCES C0RCH0RUSII).//P09921 
F-NT2RM1000811 

F-NT2RM1000826//UNR PROTEIN. //I. le-110: 144: 83//RAT 
TUS NORVEGICUS (RAT). //PI 8395 
F-NT2RM1000829//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.3 
4) (A6L) . //1. 0: 38: 34//DR0S0PHILA SIMULANS (FRUIT F 
LY).//P50270 

F-NT2RM1000833//PR0TEIN TRANSPORT PROTEIN SEC61 AL 
PHA SUBUNIT. //1.4e-62: 145: 84//CANIS FAMILIARIS (DO 
G).//P38377 

F-NT2RM1000850//TESTIS-SPECIFIC PROTEIN KINASE 1 
(EC 2. 7. 1. -) . //6. le-08: 136: 33//RATTUS NORVEGICUS 
(RAT) . //Q63572 

F-NT2RM1000852//ATP-DEPENDENT RNA HEUCASE R0K1.// 
1.6e-34:212:43//SACCHAR0MYCES CEREVISIAE (BAKER'S 
YEAST). //P45818 

F- NT2RM1 000857//HI STONE H1.M6. 1. //0. 76: 31: 48//TRYP 
ANOSOMA CRUZI.//P40273 
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F-NT2RM1000867//MI CROSOMAL SIGNAL PEPTIDASE 10.8 K 
D SUBMIT (EC 3.4.-.-).//0.0082:76:25//SACCHAR0MYC 
ES CEREVISIAE (BAKER'S YEAST) . //P46965 
F-NT2RM1000874//DNA-BINMNG P52/P100 COMPLEX, 100 
KD SUBONIT (FRAGMENTS). //O. 38: 12: 58//H0M0 SAPIENS 
(HUMAN). //P30808 

F-NT2RM1000882//CYT0CHR0ME B5. //9. Oe- 13: 92: 38//SAC 
CHAROMYCES CEREVI SI AE (BAKER' S YEAST) . //P40312 
F-NT2RM1000883//DNA-BINDING P52/P100 COMPLEX, 100 
KD SUBUNIT (FRAGMENTS) . //0. 79: 22: 59//H0M0 SAPIENS 10 
(HUMAN). //P30808 

F-NT2RM1000885//HYP0imiCAL 5.8 KD PROTEIN. //0. 7 
6:18:38//CL0VER YELLOWHOSAIC VIRUS (CYMV) . //P16485 
F- NT2RM1 000894//DNA- DI RECTED RNA POLYMERASE I 135 
KD POLYPEPTIDE (EC 2.7.7.6) (RNA POLYMERASE I SUBU 
NIT 2) (RPA135) (RNA POLYMERASE I 127 KD SUBUNIT). 
//6. 2e-70: 153: 88//RATTUS NORVEGICUS (RAT) //054888 
F-NT2RM1000898//ACTIN, CYTOPLASMIC (ACTIN, HCRONU 
CLEAR) . //4. 3e- 12: 159: 28//0XYTRI CHA FALLAX. //P02583 
F-NT2RM1000905//GLUTATHI ONE S-TRANSFERASE 1-1 (EC 20 
2. 5. 1. 18) (CLASS-THETA) . //0. 98: 39: 35//LUCIUA CUPR 
INA (GREENBOTTLE FLY) (AUSTRALIAN SHEEP BLOWFLY)./ 
/P42860 

F-NT2RM1000924//HYP0THEnCAL 39.7 KD PROTEIN C34E1 
0.2 IN CHROMOSOME III.//1.3e-ll: 169: 28//CAEN0RHABD 
ITIS ELEGANS.//P46577 

F-NT2RM1000927//CUTICLE COLLAGEN 1.//0. 00048: 141:3 
1//CAEN0RHABDITIS ELEGANS. //P08124 
F-NT2RM1000962//HYPOTHETICAL 35.8 KD PROTEIN C4F8. 
04 IN CHROMOSOME I.//7. le-13: 169: 31//SCHIZ0SACCHAR 30 
OMYCES POMBE (FISSION YEAST). //014 180 
F-NT2RM1000978//HYP0TBETICAL 20.2 KD PROTEIN IN MN 
N4-PTK1 INTERGENI C REGI ON. //0. 61 : 82: 34//SACCHAR0MY 
CES CEREVI SI AE (BAKER'S YEAST) . //P36045 
F-NT2RM1001003//ALPHA-2 CATENIN (ALPHA N-CATENIN) 
(NEURAL ALPHA-CATENIN).//1.6e-21:211:31//GALLUS GA 
LLUS (CHICKEN).//P30997 

F-NT2RM1001008//HYP0THETICAL 72.5 KD PROTEIN C2F7. 
10 IN CHROMOSOME I.//3;2e-15: 119:36//SCHIZ0SACCHAR 
OMYCES POMBE (FISSION YEAST) . //Q09701 40 
F-NT2RM1001043//END0THELIN-1 (ET-1) (FRAGMENT).// 
0.78:32:34//MACACA FASCICULARIS (CRAB EATING MACAQ 
UE) (CYNOMOLGUS MONKEY). //Q28469 
F-NT2RM1001Q44 

F-NT2RM1001059//L0RICRIN.//8.6e-08: 108: 39//H0M0 SA 
PIENS (HUMAN). //P23490 

F-NT2RM1001066//METALL0THI0NEIN-LIKE PROTEIN TYPE 
2.//0.99:24:50//LYC0PERSIC0N ESCULENTUM (TOMATO)./ 
/Q43513 

F-NT2RM10O1O72//1-PH0SPHATIDYUN0SIT0L-4, 5-BISPHOS 50 
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PHATE PHOSPHODIESTERASE GAMMA 1 (EC 3.1.4.11) (PLC 
-GAMMA- 1) (PHOSPHOUPASE C-GAMMA-1) (PLC-II) (PLC-1 
48).//4.7e-15:148:33//H0M0 SAPIENS (HUMAN) . //P1917 
4 

F-NT2RM1001074//HYP0THETICAL PROTEIN F-215.//8.6e- 
05: 126: 30//HUMAN ADENOVIRUS TYPE 2.//P03291 
F-NT2RM1001082//! ! ! ! ALU SUBFAMILY SX WARNING ENTR 
Y ! ! ! !//6. 5e-19: 75: 54//H0M0 SAPIENS (HUMAN) . //P391 
95 

F-NT2RM1001085//MALE SPECIFIC SPERM PROTEIN MST84D 
B. //0. 49: 29: 41//DR0S0PHILA MELANOGASTER (FRUIT FL 
Y) . //Q01643 

F-NT2RM1001092//ZINC FINGER PROTEIN 83 (ZINC FINGE 
R PROTEIN HPFl).//2.8e-42:200:38//H0M0 SAPIENS (KU 
HAN) . //P51522 

F-NT2RM1001 102//HYP0THETI CAL 62.8 KD PROTEIN IN TA 
F145-Y0R1 INTERGENIC REGION. //1.7e- 18: 161: 36//SACC 
HAROMYCES CEREVISIAE (BAKER'S YEAST) . //P53331 
F-NT2RM1001105//HYP0THEnCAL 35.5 KD PROTEIN IN TR 
ANSPOSON TN4556.//4.0e-05:157:35//STREPT0MYCES FRA 
DIAE.//P20186 

F-NT2RM1001 1 1 2//N0NHI STONE CHROMOSOMAL PROTEIN HMG 
-17. //0. 18: 20: 55//B0STAURUS (BOVINE) . //P02313 
F-NT2RM1001115 

F-NT2RM1001139//GLYCINE-RICH CELL WALL STRUCTURAL 
PROTEIN 1.8 PRECURSOR(GRP 1.8).//2.0e-25: 156: 46//P 
HASEOLUS VULGARIS (KIDNEY BEAN) (FRENCH BEAN). //PI 
0496 

F-NT2RM2000006//KT0CH0NDRIAL RIBOSOMAL PROTEIN SI 
2. //0. 76: 45: 35//LEISHMANIA TARENTOLAE (SAUROLEISHM 
ANIA TARENTOLAE). //Q34940 

F- NT2RM200001 3//DNA- DI RECTED RNA POLYMERASE III 12 
8 KD POLYPEPTIDE (EC 2.7.7.6) (RNA POLYMERASE III 
SUBUNIT 2).//3.9e-87:238:65//DR0S0PHIU MELANOGAST 
ER (FRUIT FLY).//P25167 

F-NT2RM2000030//T0XINS 1 AND 2.//0.98:21:42//TRIME 
RESURUS WAGLERI (WAGLER'S PIT VIPER) (TROPIDOLAEMU 
S WAGLERI). //P24335 

F-NT2RM2000032//! ! ! ! ALU SUBFAMILY J WARNING ENTRY 
! ! ! !//0. 00059: 53: 49//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-NT2RM2000042//SMALL PROLINE-RICH PROTEIN II (SPR 
-II) (CLONE 174N).//1.0:68:26//H0M0 SAPIENS (HUMA 
N).//P22532 

F- NT2RM2000092//HYP0THETI CAL 67.5 KD PROTEIN IN PR 
PS4-STE20 INTERGENIC REGION. //7.0e- 11: 80: 40//SACCH 
AROHYCES CEREVISIAE (BAKER'S YEAST) . //P38748F-NT2R 
M2000093//0VARY MATURATING PARSIN (0MP).//1.0:26:3 
8//L0CUSTA HIGRATORIA (MIGRATORY LOCUST) . //P80045 
F- NT2RM2000 1 0 1 //HYPOTHETI CAL 39.3 KD PROTEIN C02B 
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8. 6 IN CHROMOSOME X. //3. 3e-09: 56: 35//CAEN0RHABDITI 
S ELEGANS.//Q11096 

F- NT2RM2000 124 //CAMP- DEPENDENT PROTEIN KINASE, ALP 
HA-CATALYTIC SUBONIT (EC 2.7.1.37) (PKA C- ALPHA)./ 
/3. le-35: 77: 96//MUS MUSCULDS (MOOSE) . //P05132 
F-NT2RM2000191//3\5' -CTCLIC-NUCLEOTIDE PHOSPHODIE 
STERASE REGA (EC 3. 1. 4. 17) (PDEASE REGA) . //3. 3e-0 
5:181:27//DICTY0STEUUM DISCOIDEOM (SUME MOLD).// 
Q23917 

F-NT2RM2000192//REPLI CATION PROTEIN El (FRAGMENT 10 
S).//0.019:148:25//C0n0NTAIL RABBIT (SHOPE) PAPIL 
LOMAVIRUS (STRAIN WASHINGTON B) (CRPV).//P51894 
F-NT2RM2000239//PR0UNE-RICH PROTEIN MP-3 (FRAGMEN 
T) . //0. 00032: 111: 32//HUS MDSCULUS (MOUSE) . //P05143 
F-nnnnnnnnnnnn//METALLOTHI ONEI N-LI KE PROTEIN TYPE 
2.//0.046:59:33//LYC0PERSIC0N ESCULENTUM (TOMATO). 
//Q43512 

F-NT2RM2000250//GALECTIN-3 (GALACTOSE-SPECIFIC LEC 
TIN 3) (MAC-2 ANTIGEN) (I GE-BINDING PROTEIN) (35 KD 
LECTIN) (CARBOHYDRATE BINDING PROTEIN 35) (CBP 35) 20 
(LAMININ- BINDING PROTEIN) (LECTIN L- 29). //O. 054: 4 
6:34//RATTUS NORVEGICUS (RAT) . //P08699 
F-NT2RM2000259//TRANS- ACTING TRANSCRIPTIONAL PROTE 
IN ICPO (P135 PROTEIN) (IER 2. 9/ER2. 6) . //0. 27: 112:3 
3//B0VINE HERPESVIRUS TYPE 1 (STRAIN JURA) . //P2912 
8 

F-NT2RM2000260//PR0LINE-RICH PROTEIN MP-3 (FRAGMEN 
T) . //4. 7e-22: 191: 35//MUS MUSCULUS (MOUSE) . //P05143 
F-NT2RM2000287//HYP0THETI CAL 11.8 KD PROTEIN C1B3. 
02C IN CHROMOSOME I . //5. Oe- 19: 83: 53//SCHIZ0SACCHAR 30 
OMYCES POMBE (FISSION YEAST) . //Ol 3868 
F- NT2RM2000322//DI AMI NOPI MELATE DECARBOXYLASE (EC 
4. 1. 1. 20) (DAP DECARBOXYLASE) . //0. 47: 117: 29//HEUC 
OBACTER PYLORI (CAMPYLOBACTER PYLORI). //P56 129 
F-NT2RM2000359//SP0RE GERMINATION PROTEIN 270-11./ 
/0.12:83:36//DICTY0STEUUM DISCOIDEUM (SUME MOL 

D) .//P22698 

F-NT2RM2000363//BREAKP0INT CLUSTER REGION PROTEIN. 
//1 . 3e-16: 203: 3O//H0M0SAPIENS (HUMAN) . //P11274 
F-NT2RM2000368//DEK PROTEI N. //0. 00027: 100: 32//H0M0 40 
SAPIENS (HUMAN). //P35659 

F-NT2RM2000371 //POLYRI BONUCLEOTI DE NUCLEOTIDYLTRAN 
SFERASE (EC 2.7.7.8) (POLYNUCLEOTIDE PHOSPHORYLAS 

E) (PNPASE) . //6. 8e-36: 170: 47//ESCHERICHI A COU . //P 
05055 

F-NT2RM2000374//N0DAL PRECURSOR. //I. le-32:64:95//M 
US MUSCULUS (MOUSE). //P43021 
F- NT2RM2000395//I MMEDI ATE- EARLY PROTEIN IE180.//0. 
31:41: 43//PSEUD0RABI ESVI RUS (STRAIN INDIANA-FUNKHA 
USER / BECKER) (PRV).//P11675 50 
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F-NT2RM2000402//END0S0MAL P24A PROTEIN PRECURSOR 
(70 KD ENDOMEMBRANE PROTEIN) (PHEROMONE ALPHA- FACT 
OR TRANSPORTER) (ACIDIC 24 KD LATE ENDOCYTICINTERM 
EDI ATE COMPONENT) . //1. 2e-30: 228: 32//SACCHAR0MYCES 
CEREVISIAE (BAKER'S YEAST) . //P32802 
F-NT2RM2000407//TRANSMEMBRANE PROTEIN SEX PRECURSO 
R. //0. 032: 105: 30//H0M0SAPIENS (HUMAN) . //P51805 
F- NT2RM2000420//METALL0THI ONEI N . (MT) . //0. 88: 42: 38/ 
/PLEURONECTES PLATESSA(PLAICE).//P07216 
F-NT2RM2000422//S0DIUM- AND CHLORIDE- DEPENDENT TRA 
NSPORTER Nn73.//2.0e-117:237:87//RATTUS NORVEGICU 
S (RAT).//Q08469 

F-NT2RM2000452//HYP0THETICAL 63.6 KD PROTEIN IN YP 
T52-GCN3 INTERGENIC REGION. //l.le-08: 157: 28//SACCH 
AROMYCES CEREVISIAE (BAKER'S YEAST). //P36U3F-NT2R 
M2000469//70 KD ANTIGEN. //0. 050: 207: 23//SHIGELLA F 
LEXNERI. //P18010F-NT2RM2000490//BASIC PROUNE-RICH 
PEPTIDE P-E (IB-9) . //0. 022: 25: 44//H0M0 SAPIENS (H 
UMAN).//P02811 

F-NT2RM2000502//MALE SPECIFIC SPERM PROTEIN MST84D 
D.//0.0037:17:58//DR0S0PHILA HELANOGASTER (FRUIT F 
LY).//Q01645 

F-NT2RM2000504//HYP0THETI CAL 99.0 KD PROTEIN SPBC1 
19. 17. //I. 7e-22: 195: 27//SCHI ZOSACCHAROMYCES POMBE 
(FISSION YEAST). //042908 

F- NT2RM2000522//RAS- RELATED PROTEIN RABA (FRAGMEN 
T).//3.6e-05:67:29//DICTY0STEUUM DISCOIDEUM (SLIM 
E HOLD) . //P34141 

F-NT2RM2000540//HYP0THETICAL 83.8 KD PROTEIN C27F 
2.7 IN CHROMOSOME III.//8.4e-33: 214: 38//CAEN0RHABD 
mS ELEGANS.//Q18262 

F-NT2RM2000556//HYP0THETI CAL PROTEIN KIAA0288 (HA6 
116) . //1 . 7e-09: 133: 36//H0M0 SAPIENS (HUMAN) . //P565 
24 

F-NT2RM2000566//INTEGRIN ALPHA-6 PRECURSOR (VIA-6) 
(CD49F).//2.2e-60:244:51//H0M0 SAPIENS (HUMAN).// 
P23229 

F-NT2RM2000567//PR0LINE-RICH PROTEIN MP-3 (FRAGMEN 
T).//2.3e-09:192:34//MUS MUSCULUS (MOUSE) . //P05 143 
F-NT2RM2000569//! I ! ! ALU SUBFAMILY J WARNING ENTRY 
!!!!//9.0e-08:43:72//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-NT2RM2000577//I SOLEUCYL-TRNA SYNTHETASE (EC 6.1. 
1.5) (I SOLEUCI NE- - TRNALI CASE) (ILERS).//9. le-54:22 
5:45//SYNECH0CYSTIS SP. (STRAIN PCC 6803) . //P73505 
F-NT2RM2000581//SPLICE0S0ME ASSOCIATED PROTEIN 49 
(SAP 49) (SF3B53).//0.079:111:34//H0M0 SAPIENS (HU 
MAN).//Q15427 

F-NT2RM2000588//HYP0THETI CAL PROTEIN KIAA0288 (HA6 
116) . Ill, 3e-09: 193: 32//H0M0 SAPIENS (HUMAN) . //P565 
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F-NT2RM2000594//BASIC PROUNE-RICH PEPTIDE P-E (IB 
-9) . 110. 18: 33: 42//H0M0SAPIENS (HUMAN) . //P02811 
F-NT2RM2000599//DNA (CYTOSINE-5) -METHYLTRANSFERASE 
(EC 2.1.1.37) (DNA METHYLTRANSFERASE) (DNA METAS 
E) (MCMT) (M. MMUI).//1. 5e-09: 68: 45//MUS MUSCULUS 
(MOUSE). //P13864 

F-NT2RM2000609//GRANUUN 2. //O. 83: 42: 35//CYPRINUS 
CARPI 0 (COMMON CARP) . //P81014 

F-NT2RM2000612//ZINC FINGER PROTEIN GCSl.//7.2e-0 10 
5: 155: 29//SACCHAR0MYCESCEREVI SI AE (BARER' S YEAST) . 
//P35197 

F-NT2RM2000623//A-AGGLUTININ ATTACHMENT SUBUNIT PR 
ECURSOR. //1. 8e-09: 196: 33//SACCHAR0MYCES CEREVISIAE 

(BAKER'S YEAST). //P32323 
F-NT2RM2000624//SALIVARY GLUE PROTEIN SGS-3 PRECUR 
S0R.//0.070:113:27//DR0S0PHILA ERECTA (FRUIT FLY). 
//P13730 

F-NT2RM2000635//SPERM PROTAMINE Pl.//0.54:47:38//A 
NTECHINUS STUARTII . //P42129 20 
F-NT2RM2000636//0UTER MEMBRANE PROTEIN H.8 PRECURS 
OR. //O. 096: 62: 35//NEISSERI A GONORRHOEAE. //PI 1910 
F-NT2RM2000639//HYP0THETI CAL PROTEIN MJ0243.//0.9 
9: 32: 34//METHAN0C0CCUSJANNASCHI I . //Q57694 
F-NT2RM2000649//NEUR0NAL CALCIUM SENSOR 1 (NCS-1). 
//0. 00049: 70: 35//RATTUS NORVEGICUS (RAT), AND GALL 
US CALLUS (CHICKEN). //P36610 
F-NT2RM2000669//50S RIBOSOMAL PROTEIN L34.//1.0:3 
4:44//BACILLUS SUBTIUS.//P05647 
F-NT2RM2000691//ACTIN-LIKE PROTEIN 3 (ACTIN-2).// 30 
7.0e-116:243:87//HOMO SAPIENS (HUMAN), AND BOS TAU 
RUS (BOVINE). //P32391 

F-NT2RM2000714//RAS SUPPRESSOR PROTEIN 1 (RSU-1) 
(RSP-1 PROTEIN) (RSP- 1) . //3. 8e-21 : 174: 35//H0M0 SAP 
I ENS (HUMAN). //Q15404 

F-NT2RM2000718//HYP0THETICAL 52.9 KD SERINE- RICH P 
ROTEIN C11G7.01 IN CHROMOSOME I. //0. 0022: 174: 29//S 
CEZOSACCHAROMYCES POMBE (FISSION YEAST). //013695 
F-NT2RM2000735//ZINC FINGER PROTEIN 43 (ZINC PROTE 
IN HTF6).//1.6e-102: 246: 74//H0M0 SAPIENS (HUMAN)./ 40 
/P28160 

F-NT2RM2000740//HYP0THETI CAL 131.1 KD HEUCASE IN 
ALG7-ENP1 INTERGENIC REGION. //8.5e-51: 212: 49//SACC 
HAROMYCES CEREVISIAE (BAKER'S YEAST) . //P381 44 
F-NT2RM2000795//!!!! ALU SUBFAMILY SB WARNING ENTR 
Y !!! !//9. Oe-41: 125: 53//H0M0 SAPIENS (HUMAN) . //P39 
189 

F-NT2RM2000821//C0AT0MER BETA SUBUNIT (BETA-COAT P 
ROTEIN) (BETA-C0P).//l.le-128:291:89//RATTUS NORVE 
GICUS (RAT).//P23514 50 
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F-NT2RM2000837//CYCUN-DEPENDENT KINASE INHIBITOR 
1C (CYCLIN-DEPENDENT KINASE INHIBITOR P57) (P57KIP 
2) . //3. 9e-05: 113: 36//H0MO SAPIENS (HUMAN) . //P49918 
F-NT2RM2000951//HYP0THETI CAL 60.3 KD PROTEIN R08D 
7.7 IN CHROMOSOME III. //2. 5e-49: 273: 39//CAEN0RHABD 
ITIS ELEGANS.//P30646 

F-NT2RM2000952//NEUR0FI LAMENT TRIPLET H PROTEIN (2 
00 KD NEUROFILAMENT PROTEIN) (NF-H) (FRAGMENT).// 
0.037: 234: 23//RATTUS NORVEGICUS (RAT) . //PI 6884 
F-NT2RM2000984//HYP0THETI CAL 54.7 KD PROTEIN F37A 
4.1 IN CHROMOSOME III.//6.3e-44:216:43//CAEN0RHABD 
ITIS ELEGANS.//P41879 

F-NT2RM2001004//SYNAPSI NS IA AND IB. //0. 15: 178: 32/ 
/RATTUS NORVEGICUS (RAT) . //P09951 
F-NT2RM2001035//CCR4-ASS0CIATED FACTOR 1 (CAF1).// 
1. 4e-87: 188: 90//MUS MUSCULUS (MOUSE) . //Q60809 
F-NT2RM2001065//ATP SYNTHASE A CHAIN (EC 3.6.1.34) 
(PROTEIN 6).//0.53:122:31//TRYPAN0S0MA BRUCEI BRU 
CEI.//P24499 

F-NT2RM2001 100//HYP0THETI CAL 39.7 KD PROTEIN C34E1 
0.2 IN CHROMOSOME III.//3.4e-13: 171:30//CAEN0RHABD 
ITIS ELEGANS.//P46577 

F-NT2RM2001105//SP0RE COAT PROTEIN SP96. //7. 8e-Q6: 
141:34//DICTY0STEUUMDISC0IDEUM (SUME M0LD).//P14 
328 

F-NT2RM2001131//PR0BABLE EUKARYOTIC INITIATION FAC 
TOR C17C9. 03. III. 3e-18: 249: 31//SCE ZOSACCHAROMYCES 
POMBE (FISSION YEAST). //Q10475 
F- NT2RM200 1141/ /HYPOTHETI CAL 115.4 KD PROTEIN ZK75 
7.3 IN CHROMOSOME III. //0. 050: 134:26//CAEN0RHABDIT 
IS ELEGANS. //P34681 
F-NT2RM2001152 

F-NT2RM2001177//C0LLAGEN ALPHA l(XIV) CHAIN PRECUR 
SOR (UNDUUN).//0.86:42:40//GALLUS GALLUS (CHICKE 
N).//P32018 

F-NT2RM2001194//SM00THEUN. //4. 7e-05: 77: 32//H0M0 S 
APIENS (HUMAN). //P53814 

F-NT2RM2001196//PR0UNE-RICH PROTEIN MP-3 (FRAGMEN 
T) . //1. 7e-18: 218: 35//MUS MUSCULUS (MOUSE) . //P05 143 
F-NT2RM2001201//CYSTEINE STRING PROTEIN (CCCS1).// 
0.041: 22: 59//T0RPED0 CALIFORNIA (PACIFIC ELECTRIC 
RAY) . //P56101 

F-NT2RM2001221//KALIRIN (PAM COOH- TERMINAL INTERAC 
TOR PROTEIN 10) (P-CIP10).//1. 3e-13: 183:32//RA1TUS 
NORVEGICUS (RAT).//P97924 

F-NT2RM2001238//GLUTAMINASE, KIDNEY ISOFORM PRECUR 
SOR (EC 3.5.1.2) (GLS) (L-GLUTAMINE AMIDOHYDROLAS 
E).//6.5e-121:218:98//RATTUS NORVEGICUS (RAT). //PI 
3264 

F-NT2RM2001243//HYP0THETI CAL 200.0 KD PROTEIN IN G 
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ZF3-IME2 INTERGENIC REGION. //O. 00019: 177: 27//SACCH 
AROMYCES CEREVISIAE (BAKER'S YEAST) . //P42945 
F-NT2RM2001 247//LEGUMI N B (FRAGMENT) . //0. 22: 54: 35/ 
/PISUM SATIVUM (GARDENPEA).//P14594 
F-NT2RM2001256//PR0TEIN TSG24 (MEIOTIC CHECK POINT 
REGULATOR) . //1 . 8e- 109: 207: 98//MUS MUSCULUS (MOUS 
E) . //P53995 

F-NT2RM2001291//SMALL PROUNE RICH PROTEIN II (SPR 
-II) (CLONE 930)7/0.016: 22: 4O//H0M0 SAPIENS (HUMA 
N).//P22531 10 
F-NT2RM2001306//REF(2)P PROTEIN. //0. 61: 51: 33//DR0S 
OPHILA HELANOGASTER (FRUIT FLY).//P14199 
F-NT2RH2001312//! ! ! ! ALU SUBFAHILY SX WARNING ENTR 
Y I!!! Ill, 2e- 1 1 : 33: 72//H0M0 SAPIENS (HUMAN) . //P391 
95 

F-NT2RM2001319 

F-NT2RM2001324//ZYXIN. //5. le-22: 91 : 38//GALLUS GALL 
US (CHICKEN). //Q04584 

F- NT2RM200 1 345//VEGETATI BLE INCOMPATIBILITY PROTEI 
N HET-E-1.//7. 4e-10: 159: 27//P0DOSP0RA ANSERINA. //Q 20 
00808 

F-NT2RM2001360//ACCESS0RY GLAND PEPTIDE PRECURSOR 
(PARAGONIAL PEPTIDE B).//1.0:27:48//DR0S0PHILA MEL 
ANOGASTER (FRUIT FLY) . //P05623 
F-NT2RM2001370//NAPE PROTEIN. //0. 98: 44: 31//PARAC0C 
CUS DENITRIFICANS (SUBSP. THIOSPHAERA PANTOTROPH 
A) . //Q56348 

F-NT2RM2001393//VITELLOGENIN PRECURSOR (VTG) [CONT 
AINS: UPOVITELLIN LV-1N; LIPOVITELLIN LV-1C; LIPO 
VITELLIN LV-2]. //0. 0024: 163: 31//ICHTHY0MYZONUNI CUS 30 
PUS (SILVER LAMPREY). //Q91062 
F-NT2RM2001420 

F- NT2RM2001 424//HETER0GEN0US NUCLEAR RIBONUCLEOPRO 
TEIN U (HNRNP U).//2.4e-41: 140:59//H0M0 SAPIENS (H 
UMAN).//Q00839 

F-NT2RM2001499//HIGH-AFFINITY CATIONIC AMINO ACID 
TRANSPORTER- 1 (CAT- 1) (CAT1) (SYSTEM Y+ BASIC AMINO 
ACID TRANSPORTER) (ECOTROPIC RETROVIRAL LEUKEMIA 
RECEPTOR HOMOLOG) (ERR) (ECOTROPIC RETROVIRUS RECE 
PTOR HOMOLOG) . //3. 7e-71 : 201 : 68//H0M0 SAPI ENS (HUMA 40 
N).//P30825 

F-NT2RM2001504//CUTICLE COLLAGEN 2. //0. 028: 41: 39// 
CAENORHABDITIS ELEGANS.//P17656 
F-NT2RM2001524//HYP0THETICAL 61.3 KD PROTEIN F25B 
5.5 IN CHROMOSOME III.//6.7e-47: 190: 42//CAEN0RHABD 
ITIS ELEGANS.//Q09316 

F- NT2RM200 1 544//TEL0MERE- BI NDI NG PROTEIN 51 KD SUB 
UNIT. //0. 0027: 136: 33//EUPL0TES CRASSUS. //Q06184 
F- NT2RM2001 547//HYP0THETI CAL 48.6 KD PROTEIN IN BE 
T1-PAN1 INTERGENIC REGION. //8. 5e- 18:91 : 50//SACCHAR 50 
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OMYCES CEREVISIAE (BAKER'S YEAST) . //P40564 
F-NT2RM2001575//52 KD RO PROTEIN (SJOGREN SYNDROME 
TYPE A ANTIGEN (SS-A)) (R0(SS-A)).//3.9e- 35: 212:4 
1//H0M0 SAPIENS (HUMAN) . //P19474 
F-NT2RM2001582//RESA PROTEIN. //0. 0033: 72: 27//BACIL 
LUS SUBTIUS.//P35160 

F-NT2RM2001588//EXTENSIN PRECURSOR (PROUNE-RICH G 
LYCOPROTEIN) . //I. Oe-06: 115: 32//ZEA MAYS (MAIZE).// 
P14918 

F-NT2RM2001592//KERATIN, ULTRA HIGH-SULFUR MATRIX 
PROTEIN (UHS KERATIN).//0.033:156:23//H0M0 SAPIENS 

(HUMAN). //P26371 
F- NT2RM200 1 605//RETI NOBLASTOMA BINDING PROTEIN 2 
(RBBP-2) . //I. le-116: 249: 82//H0M0 SAPIENS (HUMAN) . / 
/P29375 

F-NT2RM2001613//PR0TEIN TRANSPORT PROTEIN SEC61 AL 
PHA SUBUNIT. //1. 2e-97: 192: 100//RAnUS NORVEGICUS 
(RAT).//P38378 

F-NT2RM2001632//A-AGCLUTININ ATTACHMENT SUBUNIT PR 
ECURSOR. //0. 00068: 145: 28//SACCHAR0MYCES CEREVISIAE 

(BAKER'S YEAST). //P32323 
F-NT2RM2001635//NUCLEAR ENVELOPE PORE MEMBRANE PRO 
TEIN POM 121 (PORE MEMBRANE PROTEIN OF 121 KD) (PI 
45) . //I. le-39: 235: 47//RATTUS NORVEGICUS (RAT).//P5 
2591 

F-NT2RM2001637//HYP0THETI CAL BHLF1 PROTEIN. //0. 07 
5:197:29//EPSTEIN-BARRVIRUS (STRAIN B95- 8) (HUMAN 
HERPESVIRUS 4) . //P03181 

F-NT2RM2001641//NADH-CYT0CHR0ME B5 REDUCTASE (EC 
1.6.2.2) (B5R). //0. 013: 29: 68//H0M0 SAPIENS (HUMA 
N).//P00387 

F-NT2RM2001648//PR0TEIN TRANSPORT PROTEIN SEC61 AL 
PHA SUBUNIT. //3.2e-65: 132: 100//CANIS FAMILIARIS (D 
0G).//P38377 

F-NT2RM2001652//PR0TEIN TRANSPORT PROTEIN SEC7. // 
1. 6e-32: 261: 32//SACCHAR0MYCES CEREVISIAE (BAKER'S 
YEAST). //PI 1075 

F-NT2RM2001659//CARB0XYPEPTT DASE A INHIBITOR. //0. 8 
3:30:46//ASCARIS SUUM(PIG ROUNDWORM) (ASCARIS LUMB 
RIC0IDES).//P19399 

F-NT2RM2001664//IKI3 PROTEIN. //1. 3e-31: 265: 34//SAC 

CHAROMYCES CEREVISIAE (BAKER'S YEAST) . //Q06706 

F-NT2RM2001668//T0NB PROTEIN. //0. 32: 39: 41//XANTH0M 

ONAS CAMPESTRIS (PV. CAMPESTRIS).//034261 

F-NT2RM2001670//ZINC FINGER PROTEIN 174.//3.6e-21: 

172:39//H0M0 SAPIENS (HUMAN). //Q 15697 

F- NT2RM200 1671 //HYPOTHETI CAL 118.6 KD PROTEIN C29E 

6.03C IN CHROMOSOME I . //1 . 6e- 10: 229 : 24//SCHI ZOSACC 

HAROMYCES POMBE (FISSION YEAST) . //Q09857 

F- NT2RM200 1 675//DI HYDRODI PI COLI NATE SYNTHASE (EC 
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4. 2. 1. 52) (DHDPS) . III. 0: 184: 21//METHAN0C0CCUS JANN 
ASCHIL//Q57695 

F- NT2RM200 1 68 1 //PR0TEI N DISULFIDE ISOMERASE PRECUR 
SOR (PDI) (EC 5. 3. 4. 1) . 110. 0039: 199: 22//DR0S0PHILA 
MELANOGASTER (FRUIT FLY) . //P54399 
F- NT2RM200 1 688//HYP0THETI CAL 28.1 KD PROTEIN IN SI 
PU-PBPC INTERGENIC REGION. //2.6e- 21: 162: 33//BACILL 
US SUBTILIS.//P42966 

F-NT2RM2001695//!!!! ALU SUBFAMILY SQ WARNING ENTR 

Y !!! !//4. 9e-41: 60: 81//H0M0 SAPIENS (HUMAN) . //P391 10 
94 

F-NT2RM2001696//HYP0THEnCAL 24.1 KD PROTEIN IN LE 
F4-P33 INTERGENIC REGION. //9.8e- 16: 126: 38//AUT0GRA 
PEA CALIFORNICA NUCLEAR POLYHEDROSIS VIRUS (ACMNP 
V).//P41479 

F-NT2RM2001698//PENAEIDIN-3B PRECURSOR (P3-B).//0. 
36: 52: 34//PENAEUS VANNAMEI (PENOEID SHRIMP) (EUROP 
EAN WHITE SHRIMP). //P81059 

F- NT2RM200 1 699//TRANSCRI PTI ON INITIATION FACTOR TF 
IID 30 KD SUBUNIT (TAFII-30) (TAFII30) .//0.0012: 7 20 
9:40//H0M0 SAPIENS (HUMAN). //Q 12962 
F-NT2RM2OO17O0//ACYL-C0A DEHYDROGENASE, VERY-LONG- 
CHAIN SPECIFIC (EC 1.3.99.-) (VLCAD) (FRAGMENT).// 
1.0e-30:140:53//MUS MUSCULUS (MOUSE) . //P50544 
F-NT2RM2001706//! ! ! ! ALU SUBFAMILY SX WARNING ENTR 

Y !!!!//!. 5e-33: 95: 75//H0M0 SAPIENS (HUMAN) . //P391 
95 

F-NT2RM2001716//HYP0THETICAL 118.4 KD PROTEIN IN B 
AT2-DAL5 INTERGENIC REGION PRECURSOR. //0. 010: 116:3 
0//SACCHAROMYCES CEREVISIAE (BAKER'S YEAST) . //P471 30 
79 

F-NT2RM2001 718//METHYL- ACCEPTI NG CHEMOTAXIS PROTEI 
N TLPB.//0. 00029: 77: 37//BACILLUS SUBTILIS.//P39217 
F-NT2RM2001723//POSTERIOR PITUITARY PEPTIDE. //0. 9 
4: 26: 53//B0S TAURUS (BOVINE) . //P01154 
F-NT2RM2001727//E7 PROTEIN. //0. 91: 46: 34//HUMAN PAP 
ILLOMAVIRUS TYPE 23.//P50781 
F-NT2RM2001730//PR0BABLE UBIQUITIN CARBOXYL-TERMIN 
AL HYDROLASE K02C4.3 (EC 3.1.2.15) (UBIQUITIN THIO 
LESTERASE) (UBI QUI TIN-SPECIFIC PROCESSING PROTEAS 40 
E) (DEUBI QUI TI NATI NG ENZYME). //4.9e-07: 139: 29//CAE 
NORHABDITIS ELEGANS. //Q09931 
F-NT2RM2001 743//PR0ENKEPHALI N A PRECURSOR. //0. 75: 6 
5: 35//CAVIA PORCELLUS (GUINEA PIC).//P47969 
F- NT2RM200 1 753//HYP0THETI CAL PROTEIN KIAA0210.//1. 
5e-14: 119: 36//H0M0 SAPIENS (HUMAN) . //Q92609 
F-NT2RM2001760//PR0TEIN TRANSPORT PROTEIN SEC61 AL 
PHA SUBUNIT. //8.3e-58: 119: 99//CANIS FAMILIARIS (DO 
G).//P38377 

F- NT2RM200 1 768//HYP0THETI CAL PROTEIN UL25. //0. 45: 7 50 
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7:32//HUMAN CYTOMEGALOVIRUS (STRAIN AD169) . //P1676 
1 

F-NT2RM2001 771//ZI NC FINGER PROTEIN 135.//4.6e-80: 

224:60//H0M0 SAPIENS (HUMAN) . //P52742 

F- NT2RM200 1 782//MANN0SE- 1 - PHOSPHATE GUANYLTRANSFER 

ASE (EC 2.7.7.13) (ATP-MANNOSE-1- PHOSPHATE GUANYL 

YLTRANSFERASE) (NDP-HEXOSE PYROPHOSPHORYLASE) . 111. 

0e-06:61:45//SACCHAR0MYCES CEREVISIAE (BAKER' S YEA 

ST).//P41940 

F- NT2RM200 1 784//HYP0THETI CAL PROTEIN UL61. //0.0007 
0:145:33//HUMAN CYTOMEGALOVIRUS (STRAIN AD169).//P 
16818 

F-NT2RM2001785//LIN0LE0YL-C0A DESATURASE (EC 1.14. 
99. 25) (DELTA (6) -DESATURASE) . III. 5e-08: 127: 32//SYN 
ECHOCYSTIS SP. (STRAIN PCC 6803). //Q08871 
F-NT2RM2001797//ZINC FINGER PROTEIN 135.//1.6e-73: 
267:49//H0M0 SAPIENS (HUMAN) . //P52742 
F-NT2RM2001800//HYP0THETICAL HELICASE MG018/MG017/ 
MG016 H0M0L0G.//3.9e-12:171:33//MYC0PIASMA PNEUMON 
IAE.//P75093 

F-NT2RM2001803//IKI 3 PROTEIN. III. 6e-38: 283: 36//SAC 
CHAROMYCES CEREVISIAE (BAKER'S YEAST) . //Q06706 
F-NT2RM2001805//C0LD SHOCK-UKE PROTEIN CSPH.//0.5 
1:46:32//SALM0NELLA TYPHI MURIUM. //033793 
F-NT2RM2001813//HYP0THETICAL 40.4 KD TRP-ASP REPEA 
TS CONTAINING PROTEI NCI 4B1. 4 IN CHROMOSOME III.// 
5. Oe-05: 82: 32//CAEN0RHABDI TI S ELEGANS. //Q17963 
F-NT2RM2001823//CHR0M0D0MAIN-HELICASE-DNA-BINDING 
PROTEIN 2 (CHD-2).//3.6e-49:233:45//H0M0 SAPIENS 
(HUMAN). //014647 

F-NT2RM2001839//RETI CULOCALBI N 1 PRECURSOR. 115. 2e- 
65: 222: 56//H0M0 SAPIENS (HUMAN) . //Ql 5293 
F-NT2RM2001840//! ! ! ! ALU SUBFAMILY SQ WARNING ENTR 
Y !!!!//9.6e-33:102:68//H0M0 SAPIENS (HUMAN) . //P39 
194 

F-NT2RM2001855//BASP1 PROTEIN. //0. 054: 120: 30//H0M0 
SAPIENS (HUMAN). //P80723 

F-NT2RM2001867//HYP0THETICAL 56.6 KD PROTEIN IN UR 
E2-SSU72 INTERGENIC REGION. //4. le- 19:88: 36//SACCHA 
ROMYCES CEREVISIAE (BAKER'S YEAST) . //P53867 
F-NT2RM2001879//HYP0THETI CAL 47.3 KD PROTEIN C22G 
7.07C IN CHROMOSOME I . //5. 9e- 15: 76: 38//SCHIZ0SACCH 
AROMYCES POMBE (FISSION YEAST) . //Q09800 
F-NT2RM2001886//HYP0THETI CAL 126.9 KD PROTEIN C22G 
7.04 IN CHROMOSOME I . //1 . 4e- 4 1 : 249: 38//SCHI ZOSACCH 
AROMYCES POMBE (FISSION YEAST) . //Q09798 
F- NT2RM200 1 896//HYP0THETI CAL 83.2 KD PROTEIN IN KA 
R4-PBN1 INTERGENIC REGION. 112. le- 59: 197: 56//SACCHA 
ROMYCES CEREVISIAE (BAKER'S YEAST) . //P25582 
F- NT2RM200 1 903//HYP0THETI CAL PROTEIN W0263. //0. 07 
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0: 132: 31//METHAN0C0CCUS JANNASCHII . //006917 
F-NT2RM2001930//THR0MB0SP0NDIN 2 PRECURSOR. 111. le- 
05:53:47//MUS MUSCULUS (MOOSE). //Q03350 
F-NT2RM2001935//PUTATIVE CUTICLE COLLAGEN F55C10. 
3. 110. 00046: 116: 35//CAEN0RHABDI TI S ELEGANS. //Q2118 
4 

F-NT2RM2001936//32.3 KD PROTEIN IN CWP1-MBR1 INTER 
GENIC REGION. //4.5e-27: 216: 34//SACCEAR0HYCES CEREV 
ISIAE (BAKER'S YEAST) . //P28320 

F-NT2RM2001950//HIRUDIN HV1 (BUFRUDIN).//0.59:43:3 10 
4//HIRUDINARIA MANILLENSIS (BUFFALO LEECH). //P8 149 
2 

F-NT2RM2001982//GUANINE NUCLEOTIDE- BINDING PROTEIN 
G(I)/G(S)/G(0) GAMMA-8 SUBUNIT (G GAMMA-Q . //0. 7 
2: 35: 42//B0S TAURUS (BOVINE). //P501 54 
F-NT2RM2001983//PR0LINE-RICH PEPTIDE P-B.//0.0003 
5:23:52//H0M0 SAPIENS (HUMAN) . //P02814 
F-NT2RM2001989//NUCLE0IAR PROTEIN N0P4 (NUCLEOLAR 
PROTEIN N0P77) . 11%. 6e-24: 197: 37//SACCHAR0MYCES CER 
EVISIAE (BAKER' S YEAST) . //P37838 20 
F-NT2RM2001997 

F- NT2RM200 1 998//I MMEDI ATE- EARLY PROTEIN IE180.//0. 
076:92:27//PSEUD0RABIES VIRUS (STRAIN INDIANA-FUNK 
HAUSER / BECKER) (PRV). //PI 1675 
F-NT2RM2002004//SLF1 PROTEIN. //3. 5e-06: 235: 27//SAC 
CHAROMYCES CEREVI SI AE (BAKER'S YEAST). //Q12034 
F- NT2RM200201 4//HYP0THETI CAL PROTEIN HI0568.//2. le 
- 17: 235: 29//HAEM0PHI LUS INFLUENZAE. //P71353 
F-NT2RM2002030//GLUC0SAMI NE- -FRUCTOSE- 6-PH0SPHATE 
AMINOTRANSFERASE [ISOMERIZING] (EC 2.6.1.16) (HEXO 30 
SEPHOSPHATE AMINOTRANSFERASE) (D-FRUCT0SE-6-PH0SPH 
ATE AMIDOTRANSFERASE) (GFAT) . 119. 5e-105: 271: 76//MU 
S MUSCULUS (MOUSE). //P47856 
F-NT2RM2002049//SMALL PROUNE-RICH PROTEIN 2-1.// 
0.099: 41: 41//H0M0 SAPIENS (HUMAN) . //P35326 
F-NT2RM2002055//VACU0LAR PROTEIN SORTING- ASSOCIATE 
D PROTEIN VPS13. //0. 012: 217: 24//SACCHAR0MYCES CERE 
VISIAE (BAKER'S YEAST) . //Q07878 
F-NT2RM2002088//PUTATIVE HETEROGENEOUS NUCLEAR RIB 
ONUCLEOPROTEIN X (HNRNP X) (CBP).//1. le- 09: 65: 53// 40 
MUS MUSCULUS (MOUSE) . //Q61990 
F-NT2RM2002091//HYP0THETICAL 57.5 KD PROTEIN IN VM 
A7-RPS25A INTERGENIC REGION. 110. 072: 74: 37//SACCHAR 
OMYCES CEREVISIAE (BAKER' S YEAST). //P532 14 
F-NT2RM2002100//ATP- DEPENDENT RNA HELICASE R0K1.// 
4.5e-50:289:41//SACCHAR0MYCES CEREVISIAE (BAKER'S 
YEAST). //P45818 

F-NT2RM2002109//NT-3 GROWTH FACTOR RECEPTOR PRECUR 
SOR (EC 2.7.1.112) (TRKC TYROSINE KINASE) (GP145-T 
RKC) (TRK-C).//1.4e-14:203:32//RA1TUS NORVEGICUS 50 
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(RAT) . //Q03351 

F-NT2RM2002128//SKIN SECRETORY PROTEIN XP2 PRECURS 
OR (APEG PROTEI N).//0. 0025: 139: 31//XEN0PUS LAEVIS 
(AFRICAN CLAWED FROG) . //P17437 
F-NT2RM2002142//GASTRULATI ON SPECIFIC PROTEIN G12. 
//9.2e-20:42:73//BRACHYDANI0 RERIO (ZEBRAFISH) (ZE 
BRA DANI0).//P47805 

F-NT2RM2002145//GLUTENIN, HIGH MOLECULAR WEIGHT SU 
BUNIT 12 PRECURSOR. I/O. 0085: 200: 26//TRITI CUM AESTI 
VUM (WHEAT) . //P08488 

F-NT2RM2002178//C0LLAGEN ALPHA 1(XII) CHAIN (FRAGM 
ENTS).//5.8e-05:56:39//B0S TAURUS (BOVINE). //P2550 
8 

F-NT2RM2002580//CCAAT-BINDING TRANSCRIPTION FACTOR 
SUBUNIT A (CBF-A) (NF-Y PROTEIN CHAIN B) (NF-YB) 
(CAAT-BOX DNA BINDING PROTEIN SUBUNIT B).//2.9e-l 
4: 96: 37//PETR0MYZ0N MARI NUS (SEA ' LAMPREY) . //P25210 
F-NT2RM4000024//DNA-DIRECTED RNA POLYMERASE III 12 
8 KD POLYPEPTIDE (EC 2.7.7.6) (RNA POLYMERASE III 
SUBUNIT 2).//8.6e-95:271:67//DR0SOPHILA MELANOGAST 
ER (FRUIT FLY).//P25167 

F-NT2RM4000027//INTERFER0N-ACTIVATABLE PROTEIN 202 
(IFI -202) . //0. 99: 72: 31//MUS MUSCULUS (MOUSE). //PI 
5091 

F-NT2RM4000030//LAS1 PROTEIN. III. 4e-14: 184: 32//SAC 
CHAROMYCES CEREVISIAE (BAKER'S YEAST). //P36146 
F-NT2RM4000046//COLLAGEN ALPHA l(III) CHAIN (FRAGM 
ENT).//0.99:120:28//RATrUS NORVEGICUS (RAT).//P139 
41 

F-NT2RM4000061 

F- NT2RM4000085//ATP- DEPENDENT RNA HELICASE A (NUCL 
EAR DNA HELICASE II) (NDH II) (DEAD BOX PROTEIN 9) 
(MHEL-5).//8.5e-40:263:38//MUS MUSCULUS (MOUSE)./ 
/070133 

F-NT2RM4000086//HYP0THETI CAL PROTEIN HI 1497. //1. 0: 
27:37//HAEM0PHILUS INFLUENZAE. //P44221 
F-NT2RM4000104//ZINC FINGER PROTEIN 134.//1.0e-26: 
64: 56//H0M0 SAPIENS (HUMAN). //P52741 
F-NT2RM4000139//PREPR0TEIN TRANSLOCASE SECE SUBUNI 
T. I/O. 99: 38: 42//THERM0T0GA MARI TI MA. //P35874 
F-NT2RM4000155//THRE0NYL-TRNA SYNTHETASE, CYTOPIAS 
MIC (EC 6. LI. 3) (THREONINE- -TRNA UGASE) (THRRS). 
//6.3e-34:181:40//H0M0 SAPIENS (HUMAN) . //P26639 
F-NT2RM4000156//EXTENSIN PRECURSOR (CELL WALL HYDR 
OXYPROUNE-RICH GLYCOPROTEIN). //4.6e-12: 142:33//NI 
COTI ANA TABACUM (COMMON TOBACCO) . //P 13983 
F-NT2RM4000167//KINESIN-UKE PROTEIN KIF4.//3.4e-l 
23: 269: 91//HUS MUSCULUS (MOUSE) . //P331 74 
F-NT2RM4000169//M PROTEIN, SEROTYPE 2.2 PRECURSOR. 
//9.7e-10:229:26//STREPT0C0CCUS PYOGENES. //P50469 
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F-NT2RM4000191//P68-LIKE PROTEIN. III. le-11: 104: 40/ 
/SACCflAROMYCES CEREVISIAE (BAKER'S YEAST) . //P24783 
F-NT2RM4000197//CUTICLE PROTEIN CP463 (CPCP463) . // 
0.84:29:37//CANCER PAGURUS (ROCK CRAB) . //P81587 
F-NT2RM4000199//SAUVARY PROUNE-RICH PROTEIN PO 
(ALLELE K) [CONTAINS: PEPTIDE P-D] (FRAGMENT). III. 
8e-06:187:34//H0M0 SAPIENS (HUMAN) . //P10162 
F-NT2RM4000200//HYP0THETI CAL 9.4 KD PROTEIN IN FLA 
L 3' REGION (0RF3) . //0. 52: 42: 40//BACILLUS LICHENIFO 
RMIS. //P22754 10 
F-NT2RM4000202//C0LLAGEN ALPHA 1(VIII) CHAIN PRECD 
RSOR (ENDOTHELIAL COLLAGEN) . 110. 00044: 168: 32//0RYC 
TOLAGUS CUNICULUS (RABBIT). //PI 4 282 
F-NT2RM4000210//EXTENSIN PRECURSOR. //O. 27: 129: 27// 
DAUCUS CAROTA (CARROT) . //P06599 
F-NT2RM4000215//MAK16 PROTEIN. //2.0e- 65: 234: 52//SA 
CCHAROMYCES CEREVISIAE (BAKER'S YEAST) . //PI 0962 
F-NT2RM4000229//GAR2 PROTEIN. //0. 13: 217: 26//SCHIZ0 
SACCHAROMYCES POMBE (FISSION YEAST) . //P41891 
F-NT2RM4000233//TRANSMEMBRANE PROTEIN SEX PRECURSO 20 
R. 110. 047: 108: 30//H0M0SAPI ENS (HUMAN) . //P51805 
F-NT2RM4000244//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.3 
4) (A6L).//0.67:59:27//BALAEN0PTERA PHYSALUS (FINB 
ACK WHALE) (COMMON RORQUAL) . //P24947 
F-NT2RM4000251//PR0LINE-RICH PROTEIN MP-3 (FRAGMEN 
T) . 110. 0059: 108: 35//MUS MUSCULUS (MOUSE) . //P05143 
F-NT2RM4000265//! ! ! ! ALU SUBFAMILY J WARNING ENTRY 
!!!!//8.1e-38:70:70//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-NT2RM4000290//TRANSDUCIN-LIKE ENHANCER PROTEIN 3 30 

(ESG3).//1.6e-115:209:94//H0M0 SAPIENS (HUMAN).// 
Q04726 

F-NT2RM4000324//PRESP0RE PROTEIN DP87 PRECURSOR.// 
0. 14: 136: 30//DICTY0STELIUM DISCOIDEUM (SUME MOL 
D).//Q04503 

F-NT2RM4000327//HYP0raETICAL 8.9 KD PROTEIN IN IEO 
-IE1 INTERGENIC REGION. //0. 91: 73: 28//AUT0GRAPHA CA 
UFORNICA NUCLEAR POLYHEDROSIS VIRUS (ACMNPV) . //P4 
1703 

F-NT2RM4000344//YME1 PROTEIN HOMOLOG (EC 3.4.24. 40 
-) . 119. 4e-78: 241: 55//CAEN0RHABDITIS ELEGANS. //P548 
13 

F-NT2RM4000349//CYSTEINE STRING PROTEIN (CCCS1).// 
0.055: 22: 59//T0RPED0 CALIFORNIA (PACIFIC ELECTRIC 
RAY).//P56101 

F-NT2m000354//I£THAL(2)DENTICLELESS PROTEIN (DTL 
83 PROTEIN). //4.6e-26: 208: 35//DR0S0PHILA MELANOGAS 
TER (FRUIT FLY) . //Q24371 

F-NT2RM4000356//C0AT PROTEIN. 110. 11: 105: 36//SATELL 
ITE TOBACCO MOSAIC VIRUS (STMV).//P17574 50 
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F- NT2RM4000366//I MMEDI ATE- EARLY PROTEIN. III. 2e-05: 
215: 24//HERPESVIRUS SAIMIRI (STRAIN 11).//Q01042 
F-NT2RM4000368//HYP0THEnCAL 7.3 KD PROTEIN IN RPB 
A-GP46 INTERGENIC REGION. 110. 54: 46: 36//BACTERI0PHA 
GE RB69.//064300 

F-NT2RM4000386//RHSC PROTEIN PRECURSOR. 110. 0096: 16 
2:29//ESCHERICHIA C0U.//P16918 
F-NT2RM4000395//HYP0THETI CAL 52.9 KD PROTEIN IN SA 
P155-YMR31 INTERGENICREGION. //4. 5e-66: 256: 53//SACC 
HAROMYCES CEREVISIAE (BAKER' S YEAST) . //P43616 
F- NT2RM40004 1 4//HYP0THETI CAL 6.0 KD PROTEIN IN THI 
12 5'REGION.//0.13:33:48//SACCHAROMYCES CEREVISIAE 
(BAKER'S YEAST). //P53820 
F-NT2RM4000421//MRNA TRANSPORT REGULATOR MTR10. // 
5.0e-13:171:29//SACCHAR0MYCES CEREVISIAE (BAKER'S 
YEAST). //Q99189 

F-NT2RM4000425//! ! ! ! ALU SUBFAMILY SP WARNING ENTR 
Y ! !!!//2.1e-25: 46: 80//H0M0 SAPIENS (HUMAN) . //P391 
93 

F-NT2RM4000433//CUTICLE COLLAGEN 3A3.//2.5e-06:77: 
38//HAEM0NCPS CONTORTUS. //P16253 
F-NT2RM4000457//HYP0THETI CAL 111.9 KD PROTEIN C22H 
10.03C IN CHROMOSOME I.//4.3e-09:215:22//SCHIZ0SAC 
CHAROMYCES POMBE (FISSION YEAST) . //Q 10297 
F-NT2RM4000471//TCNA SPLICING PROTEIN SPLl.//6.7e- 
73: 163: 65//CANDI DA ALBICANS (YEAST). //P87 185 
F-NT2RM4000486//C0LLAGEN ALPHA 2(VI) CHAIN PRECURS 
OR. //0. 0012: 121: 34//GALLDS GALLUS (CHICKEN). //PI 59 
88 

F-NT2RM4000496//DNA-DI RECTED RNA POLYMERASE II LAR 
GEST SUBUNIT (EC 2.7.7.6) (RNA POLYMERASE II SUBUN 
IT 1) . //5. 9e.-09: 175: 35//SCHI ZOSACCHAROMYCESPOMBE 
(FISSION YEAST). //P36594 

F-NT2RM4000511//SALIVARY GLUE PROTEIN SGS-3 PRECUR 
SOR. //0. 020: 122: 31//DR0S0PHILA SIMULANS (FRUIT FL 
Y).//P13729 

F-NT2RM4000514//ATP SYNTHASE A CHAIN (EC 3.6.1.34) 
(PROTEIN 6).//0.46:68:32//ARTEMIA SANFRANCISCANA 
(BRINE SHRIMP) (ARTEMIA FRANCISCANA) . //Q37708 
F-NT2RM4000515//GAR2 PROTEIN. III. 2e-05: 198: 27//SCH 
IZOSACCHAROMYCES POMBE(FISSION YEAST). //P4 1891 
F-NT2RM4000520//HYPOTHETI CAL 7.5 KD PROTEIN (ORF 6 
3) . //O. 01 1 : 55: 38//SPINACI A OLERACEA (SPINACH). //PO 
8974 

F-NT2RM4000531//ZINC FINGER PROTEIN 169 (FRAGMEN 
T) . 113. 6e-44: 244: 42//H0M0 SAPI ENS (HUMAN) . //Q14929 
F-NT2RM4000532//PUTATIVE MEMBRANE PROTEIN 53.//1. 
0:47:34//HERPESVIRUS SAIMIRI (STRAIN 11).//Q01049 
F-NT2RM4000534//HYP0THETI CAL 5.9 KD PROTEIN IN WRB 
A-PUTA I NTERGENI C REGI ON. 110. 75: 26: 46//ESCHERI CHI A 



(1490) 



2977 



C0LI.//P56614 

F-NT2RM4000585//GAC P0LYPR0TEIN [CONTAINS: CORE PR 
OTEIN P16; CORE PROTEIN P26] . //0. 019: 86: 34//HUMAN 
IMMUNODEFICIENCY VIRUS TYPE 2 (ISOLATE SBLISY) (HI 
V-2).//P12450 

F-NT2RM4000590//RING CANAL PROTEIN (KELCH PROTEI 
N) . //5. Oe-23: 224: 29//DR0S0PHILA MELANOGASTER (FRUI 
T FLY).//Q04652 

F-NT2RM4000595//HYP0THETI CAL 54.9 KD PROTEIN C02F 
5.7 IN CHROMOSOME III.//3.8e-62:226:50//CAEN0RHABD 10 
ITIS ELEGANS. //P34284 

F-NT2RM4000603//SRC SUBSTRATE CORTACTIN (AMPLAXIN) 
(EMS1 ONCOGENE). //0. 077: 132: 22//H0M0 SAPIENS (HUM 
AN) . //Q14247 

F-NT2RM4000611//HYP0THETICAL 40.4 KD TRP-ASP REPEA 
TS CONTAINING PROTEI NC14B1. 4 IN CHROMOSOME III.// 
1 . 9e-06: 82: 32//CAEN0RHABDITIS ELEGANS. //Q17963 
F-NT2RM4000616//ACETYL-COENZYME A SYNTHETASE (EC 
6.2.1.1) (ACETATE-COAUGASE) (ACYL- ACTIVATING EN 
ZYME) . //5. 3e-79: 213: 62//ESCHERICHIA COLI . //P27550 20 
F-NT2RM4000674//HYP0THEnCAL SYMPORTER SLL1374.// 
1 . 3e- 1 1 : 147: 32//SYNECH0CYSTI S SP. (STRAIN PCC 680 
3).//P74168 
F-NT2RM4000689 

F-NT2RM4000698//CH0RI0N CLASS HIGH-CYSTEINE HCA PR 
OTEIN 12 PRECURSOR (HC-A.12).//0.26:45:33//B0MBYX 
MORI (SILK MOTH). //P05687 

F-NT2RM4000700//THI0PHENE AND FURAN OXIDATION PROT 
EIN THDF.//0.95:165:25//B0RRELIA BURGDORFERI (LYME 
DISEASE SPI ROCHETE) . //P53364 30 
F-NT2RM4000712//PR0BABLE UBIQUITIN CARBOXYL-TERMN 
AL HYDROLASE R10E11.3(EC 3.1.2.15) (UBIQUITIN THIO 
LESTERASE) (UBIQUITIN- SPECIFIC PROCESSING PROTEAS 
E) (DEUBI QUI TI NATI NG ENZYME). //2. 2e- 82: 152: 63//CAE 
NORHABDITIS ELEGANS. //P34547 
F-NT2RM4000717//SALIVARY GLUE PROTEIN SCS-3 PRECUR 
S0R.//0.80:54:40//DR0S0PHIIA SIMUUNS (FRUIT FLY). 
//P13729 

F- NT2RM4000733//0CTAPEPTI DE- REPEAT PROTEIN T2.//1. 
5e-08: 139: 28//MUS MUSCULUS (MOUSE) . //Q06666 40 
F-NT2RM4000734//GASTRULA ZINC FINGER PROTEIN XLCGF 
26. 1 (FRAGMENT) . 111. 2e-20: 205: 28//XEN0PUS LAEVIS 
(AFRICAN CLAWED FROG) . //P18715 
F-NT2RM4000741//SPERM PROTAMINE P1.//0. 89: 52: 38//I 
SOODON MACROURUS (SHORT-NOSED BANDICOOT). //P42 136 
F-NT2RM4000751//ZINC FINGER PROTEIN 26 (ZFP-26) (M 
KR3 PROTEIN) (FRAGMENT). //5. 2e- 77: 246: 52//MUS MUSC 
ULUS (MOUSE). //P10076 

F-NT2RM4000764//KERATIN, GLYCINE/TYROSINE- RICH OF 
HAIR. //0. 062: 33: 42//0VIS ARIES (SHEEP) . //Q02958 50 
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F-NT2RM4000778 

F-NT2RM4000779//SULFATED SURFACE GLYCOPROTEIN 185 
(SSG 185) . //0. 014: 53: 45//V0LV0X CARTERI . //P21997 
F-NT2RM4000787//B0NE MORPHOGENETIC PROTEIN 1 PRECU 
RSOR (EC 3.4.24.-) (BMP- 1).//0. 00011: 73: 39//MUS MU 
SCULUS (MOUSE). //P98063 

F-NT2RM4000790//SP0RE COAT PROTEIN SP96. I/O. 00083: 
157: 29//DI CTYOSTELI UMDI SCOI DEUM (SLIME MOLD) . //P14 
328 

F-NT2RM40Q0795//CH0LINESTERASE PRECURSOR (EC 3.1. 
1.8) (ACYLCHOLINE ACYLHYDROLASE) (CHOUNE ESTERASE 
II) (BUTYRYLCHOLINE ESTERASE) (PSEUDOCHOLI NESTERA 
SE).//7.4e-41:271:36//H0MO SAPIENS (HUMAN). //P0627 
6 

F-NT2RM4000796//5-METHYLCYT0SI NE-SPECI FI C RESTRI CT 
ION ENZYME B (EC 3. 1.21.-). //0. 28:82: 30//ESCHERICH 
I A C0LI.//P15005 

F-NT2RM4000798//PR0TEIN TRANSPORT PROTEIN SEC7.// 
4.7e-38:165:48//SACCHAR0MYCES CEREVISIAE (BAKER'S 
YEAST). //PI 1075 

F-NT2RM4000813//METALL0THI0NEIN-IB. //0. 0025: 25: 44/ 

/OVIS ARIES (SHEEP). //P09577 

F-NT2RM4000820 

F-NT2RM4000833//HYP0THETI CAL PROTEIN MJ1136.//6.5e 
-42:206:41//METHAN0C0CCUS JANNASCHI I . //Q58536 
F-NT2RM4000848//BRAIN-SPECIFIC HOMEOBOX/POU DOMAIN 
PROTEIN 3A (BRN-3A) (BRN-3.0).//0.00060: 159:33//M 
US MUSCULUS (MOUSE). //P17208 
F-NT2RM4000852//SMALL PROUNE-RICH PROTEIN 2B (SPR 
-2B).//0.0076:13:69//H0M0 SAPIENS (HUMAN) . //P35325 
F-NT2RM4000855//!!!! ALU SUBFAMILY SQ WARNING ENTR 
Y !!!!//0.0060:68:44//HOMO SAPIENS (HUMAN). //P3919 
4 

F-NT2RM4000887//RTS1 PROTEIN (SCSI PROTEI N).//0. 2 
3:153:24//SACCHAR0MYCESCEREVISIAE (BAKER'S YEAST). 
//P38903 

F-NT2RM4000895//HYP0THETI CAL 53.5 KD PROTEIN IN PH 
02-P0L3 INTERGENIC REGI0N.//3.3e-09:80:46//SACCHAR 
OMYCES CEREVISIM: (BAKER'S YEAST). //P431 23 
F-NT2RM4000950//1YP0THETICAL PROTEIN U0572.//0.09 
0: 68: 29//METHAN0C0CCUSJANNASCHI I . //Q57992 
F-NT2RM4000971//KINESIN LIGHT CHAIN (KLC) . //O. 79: 2 
01:24//L0LIG0 PEALEII (LONGFIN SQUID). //P46825 
F-NT2RM4000979//MY0SIN REGULATORY LIGHT CHAIN 2, N 
ONSARCOMERIC (MYOSIN RLC).//1.2e-07: 25:96//H0M0 SA 
PIENS (HUMAN). //P19105 

F-NT2RM4000996//ZINC FINGER PROTEIN 37 (ZFP-37) (M 
ALE GERM CELL SPECIFICZINC FINGER PROTEIN). //1.4e- 
56: 253: 46//MUS MUSCULUS (MOUSE) . //P17141 
F-NT2RM4001002 
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F-NT2RM4001016//GAG POLYPROTEIN [CONTAINS: CORE PR 
OTEIN P15; INNER COATPROTEIN P12; CORE SHELL PROTE 
IN P30] . //0. 25: 101: 31//FBR MURINE OSTEOSARCOMA VIR 
US.//P29175 

F-NT2RM4001032//CUTICLE COLLAGEN 2.//2.6e-07: 130:3 
9//CAEN0RHABDITIS ELEGANS.//P17656 
F-NT2RM4001047//M025 PROTEIN. //5. 6e-107: 252: 80//MU 
S MUSCULUS (MOUSE). //Q061 38 
F-NT2RM4001054//PR0TEIN TRANSPORT PROTEIN SEC61 AL 
PHA SUBUNIT. //9. Oe- 109: 209: 94//CANIS FAHUARIS (D 10 
0G).//P38377 

F-NT2RM4001084//BYP0THETI CAL TRANSCRIPTIONAL REGUL 
ATOR IN UXUR-IADA INTERGENIC REGION. //0. 57: 95: 30// 
ESCHERICHIA COU . //P39376 

F-NT2RM4001092//HYP0THETI CAL 127.4 KD PROTEIN F07F 
6.4 IN CHROMOSOME III.//2.5e-47: 231:47//CAEN0RHABD 
ITIS ELEGANS.//Q09531 

F-NT2RM4001116//HYP0THEnCAL 216.3 KD PROTEIN R06F 
6.8 IN CHROMOSOME II.//1.3e-08:243:23//CAEN0RHABDI 
TIS ELEGANS.//Q09417 20 
F-NT2RM4001140//H0ME0B0X PROTEIN MSH-D.//7. le-13:l 
03:38//BRACHYDANI0 RERIO (ZEBRAFISH) (ZEBRA DANI 
0) . //Q01704 

F-NT2RM4001151//SYNAPSINS IA AND IB (BRAIN PROTEIN 
4. 1) . //0. 26: 96: 34//H0M0 SAPIENS (HUMAN) . //P17600 
F-NT2RM4001 155//ADRENAL MEDULLA 50 KD PROTEIN. //3. 
6e- 103: 201 : 91//B0S TAURUS (BOVINE) . //Q27969 
F-NT2RM4001160//GLUTATHI0NE S-TRANSFERASE (EC 2.5. 
1.18) (CLASS-PHI) (FRAGMENTS). //l.O: 33: 36//BRASSIC 
A OLERACEA (CAULIFLOWER) . //P48438 30 
F-NT2RM4001187//PREPR0TEIN TRANSLOCASE SECA SUBUNI 
T. //0. 44: 158: 27//MYC0PLASMA GENITALIUM. //P47318 
F-NT2RM4001191//L0NG NEUROTOXIN 2 (TOXIN Q.//0.9 
9:44:43//ASTR0TIA STOKESI (STOKES' S SEA SNAKE) (DI 
STEIRA STOKESI). //P01381 

F- NT2RM4001 200//ZI NC FINGER PROTEIN 135.//2.2e-82: 
245:59//H0M0 SAPIENS (HUMAN) . //P52742 
F-NT2RM4001203//HYP0THETICAL 57.5 KD PROTEIN IN VM 
A7-RPS25A INTERGENIC REGION. //0. 028: 94: 40//SACCHAR 
OMYCES CEREVISIAE (BAKER' S YEAST) . //P53214 40 
F-NT2RM4001204//SPUCEOSOME ASSOCIATED PROTEIN 62 
(SAP 62) (SF3A66). //0. 0096: 182: 34//H0M0 SAPIENS (H 
UMAN) V/Q15428 

F-NT2RM4001217//RING CANAL PROTEIN (KELCH PROTEI 
N).//2.1e-21:221:29//DR0S0PHILA MELANOGASTER (FRUI 
T FLY).//Q04652 

F-NT2RM4001256//CBP3 PROTEIN PRECURSOR. //0. 30: 55: 3 
2//SACCHAR0MYCES CEREVISIAE (BAKER'S YEAST). //P215 
60 

F-NT2RM4001258//HYP0THETICAL 35.5 KD PROTEIN IN TR 50 
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ANSPOSON TN4556.//0. 00031: 132: 39//STREPT0MYCES FRA 
DIAE.//P20186 

F-NT2RM4001309/ /SALI VARY PROUNE-RICH PROTEIN PREC 
URSOR (CLONE CP7) [CONTAINS: BASIC PEPTIDE P-F] (F 
RAGMENT).//0.048:132:28//H0M0 SAPIENS (HUMAN). //PO 
2812 

F-NT2RM4001313//PH0SPHATI DYLI NOSI TOL 3-KINASE VPS3 
4-LIKE (EC 2.7.1.137) (PI3-KINASE) (PTDINS-3-KINAS 
E) (PI3K) . 111. 6e-37: 124: 65//DICTY0STEUUM DISCOIDE 
UM (SLIME M0LD).//P54676 

F-NT2RM4O01316//ACYL-C0A DEHYDROGENASE, MEDIUM- CHA 
IN SPECIFIC PRECURS0R(EC 1.3.99.3) (MCAD).//1.7e-l 
0: 185: 30//RATTUS NORVEGICUS (RAT) . //P08503 
F-NT2RM4001320//PUTATIVE RHO/RAC GUANINE NUCLEOTID 
E EXCHANGE FACTOR (RHO/RAC GEF) (FACIOGENITAL DYSP 
LASIA PROTEIN H0M0L0G).//1.5e-08: 197: 26//MUSMUSCUL 
US (MOUSE). //P52734 

F-NT2RM4001340//UTR4 PROTEIN (UNKNOWN TRANSCRIPT 4 
PROTEIN) . 111. 7e- 14: 82: 36//SACCHAR0MYCES CEREVISIA 
E (BAKER'S YEAST). //P32626 

F- NT2RM400 1 344/ /HYPOTHETI CAL GTP- BINDING PROTEIN I 
N P0P2-H0L1 INTERGENICREGI0N.//3.3e-16:128:35//SAC 
CHAROMYCES CEREVISIAE (BAKER'S YEAST) . //P53742 
F-NT2RM4001347//HYP0THETI CAL 76.9 KD PROTEIN IN RP 
M2-TUB1 I NTERGENI C REGI ON. 110. 067: 1 1 1 : 33//SACCHAR0 
MYCES CEREVISIAE (BAKER'S YEAST). //Q045 11 
F-NT2RM4001371 

F-NT2RM4001382//HISTIDINE-RICH GLYCOPROTEIN PRECUR 
SOR. III. Oe-08: 82: 39//PLASM0DIUM LOPHURAE. //P04929 
F-NT2RM4001384 

F-NT2RM4001410//A-AGGLUTININ ATTACHMENT SUBUNIT PR 
ECURS0R.//2. le-08: 185: 31//SACCHAR0MYCES CEREVISIAE 

(BAKER'S YEAST). //P32323 
F-NT2RM4001411//EARLY NODULIN 20 PRECURSOR (N-20). 
//5.3e-05:105:38//MEDICAG0 TRUNCATULA (BARREL MEDI 
Q.//P93329 

F-NT2RM4001412//GTPASE-ACT1VATING PROTEIN (GAP) (R 
AS P21 PROTEIN ACTIVATOR) (P120GAP) (RASGAP) . //6. 2 
e-17: 109: 41//RATTUS NORVEGICUS (RAT) . //P50904 
F-NT2RM4001414//ZINC FINGER PROTEIN 177.//8.3e-06: 
54:50//H0M0 SAPIENS (HUMAN) . //Q13360 
F-NT2RM4001437//!!!! ALU SUBFAMILY SC WARNING ENTR 
Y !!!!//2.1e-24:87:65//H0M0 SAPIENS (HUMAN) . //P391 
92 

F-NT2RM4001444//PR0BABLE ISOLEUCYL-TRNA SYNTHETASE 
(EC 6.1.1.5) (ISOLEUCINE— TRNA LIGASE) (ILERS) (F 
RAGHENT) . 112. 6e-45: 197: 47//CI0NA INTESTINALIS. //Q9 
4425 

F-NT2RM4001454//HYP0THEnCAL PROTEIN KIAA0041 (FRA 
GMENT).//0.0060:95:29//H0M0 SAPIENS (HUMAN). //Ql 50 
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57 

F-NT2RM4001455//PR0BABLE E5B PROTEIN. //O. 41: 44: 36/ 
/HUMAN PAPILLOMAS RUSTYPE 6B.//P06461 
F-NT2RM4001483//ZINC FINGER PROTEIN 136.//1.7e-28: 
85: 64//H0M0 SAPI ENS (HUMAN) . //P52737 
F- NT2RM400 1 489//PTB- ASSOCI ATED SPUCING FACTOR (PS 
F).//0.086: 111: 34//H0M0 SAPI ENS (HUMAN) . //P23246 
F-NT2RM4001519//ACID UREASE ALPHA SUBUNIT (EC 3.5. 
1 . 5) (UREA AMI DOHYDROLASE) . //0. 82: 51 : 47//LACT0BACI 
LLUS FERMENTUM. //P26929 10 
F-NT2RM4001522//TROPOMYOSIN. //0. 030: 117: 23//SCHIZ0 
SACCHAROMYCES POMBE (FISSION YEAST) . //Q02088 
F-NT2RM4001557 

F-NT2RM4001565//HYP0THETI CAL 44.3 KD PROTEIN C1F7. 
07C IN CHROMOSOME I.//0.99:42:40//SCHIZ0SACCHAR0MY 
CES POMBE (FISSION YEAST) . //Q099 19 
F- NT2RM400 1 566// GLUCOAMYLASE S1/S2 PRECURSOR (EC 
3.2.1.3) (GLUCAN 1,4- ALPHA- GLUCOSIDASE) (1,4-ALPH 
A-D-GLUCAN GLUCOHYDROLASE) . //0. 054: 190: 23//SACCHAR 
OMYCES CEREVISIAE (BAKER* S YEAST) . //P08640 20 
F-NT2RM4001569//GUANINE NUCLEOTIDE- BINDING PROTEIN 
BETA SUBUNIT-LIKE PROTEIN (ACTIVATED PROTEIN RINA 
SE C RECEPTOR HOMOLOG) . //0. 72: 64: 31 //TRYPANOSOMA B 
RUCEI BRUCEI.//Q94775 
F-NT2RM4001582 

F-NT2RM4001592//DNA REPAIR PROTEIN RAD9.//0. 00037: 
198:31//SACCHAR0MYCESCEREVISIAE (BAKER'S YEAST).// 
P14737 

F- NT2RM400 1 594//I MMEDI ATE- EARLY PROTEIN IE180.//1. 
9e-O5:147:34//PSEUD0RABIES VIRUS (STRAIN KAPLAN) 30 
(PRY).//P33479 

F-NT2RM4001597//THI0L: DISULFIDE INTERCHANGE PROTEI 
N TLPA (CYTOCHROME C BIOGENESIS PROTEIN TLPA),//5. 
7e-06: 122: 29//BRADYRHI ZOBI UM JAPONICUM. //P43221 
F- NT2RM400 1 605//NUCLEAR PORE COMPLEX PROTEIN NUP15 
5 (NUCLEOPORIN NDP155) (155 KD NUCLEOPORIN) (P140). 
//1.7e-128:249:96//RATTUS NORVEGICUS (RAT) . //P3719 
9 

F-NT2RM4001611//SIS2 PROTEIN (HALOTOLERANCE PROTEI 
N HAL3) . //1. 5e-35: 128: 47//SACCHAR0MYCES CEREVISIAE 40 

(BAKER'S YEAST). //P36024 
F-NT2RM4001629//MAGUK P55 SUBFAMILY MEMBER 3 (MPP3 

PROTEIN) (DISCS, LARGE HOMOLOG 3). //5.8e-42: 254: 3 
7//H0H0 SAPIENS (HUMAN). //Q 13368 
F-NT2RM4001650//H0ME0B0X PROTEIN H0X-A4 (CHOX-1. 
4) . //0. 62: 19: 57//GALLUSGALLUS (CHICKEN) . //P17277 
F-NT2RM4001662//PR0TEIN KINASE C, ALPHA TYPE (EC 
2.7.1.-) (PKC-ALPHA). //0. 29: 90: 32//H0M0 SAPIENS (H 
UMAN).//P17252 

F-NT2RM4001666//HYP0THETI CAL 48.6 KD PROTEIN IN AL 50 
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PA-GABP INTERGENIC REGION. //I. le-31: 137: 44//ESCHER 
I CHI A C0U.//P37339 

F-NT2RM4001682//PR0BABLE 60S RIBOSOMAL PROTEIN L2 
2. //0. 98: 55: 29//CAEN0RHABDITIS ELEGANS. //P52819 
F-NT2RM4001710//HYP0THETICAL PROTEIN KIAA0039 (FRA 
GMENT).//0.56:113:28//HOMO SAPIENS (HUMAN) . //Q 1505 
4 

F-NT2RM4001714//SEPTIN 2 HOMOLOG (FRAGMENT). //1. 4e 
-108: 255: 77//H0M0 SAPIENS (HUMAN). //Ql 4 141 
F-NT2RM4001715//HYP0THETICAL PROTEIN C19G10.16 IN 
CHROMOSOME I (FRAGMENT) . III. le-36: 148: 38//SCHZ0SA 
CCHAROMYCES POMBE (FISSION YEAST) . //Ql 0342 
F-NT2RM4001731//HYP0THETI CAL 54.9 KD PROTEIN C02F 
5.7 IN CHROMOSOME III.//1. le-05:90:33//CAEN0RHABDI 
TIS ELEGANS. //P34284 

F-NT2RM4001741//TALIN. III. le-106: 208: 99//MUS MUSCU 
LUS (MOUSE). //P26039 

F-NT2RM4001746//EBNA-1 NUCLEAR PROTEIN. //1.6e- 09 : 1 
55:38//EPSTEIN-BARR VIRUS (STRAIN B95-8) (HUMAN HE 
RPESVIRUS 4).//P03211 

F-NT2RM4001754//C0LLAGEN ALPHA 5(IV) CHAIN PRECURS 
OR. HQ. 93: 158: 33//H0M0SAPIENS (HUMAN) . //P29400 
F-NT2RM4001758//PUTATIVE SERINE/THREONINE- PROTEIN 
KINASE P78 (EC 2.7. l.-).//5. le- 11 3:277: 79//H0H0 SA 
PIENS (HUMAN). //P27448 

F-NT2RM4001776//MY0SIN I ALPHA (MMI-ALPHA).//2.2e- 
73: 262: 54//HUS MUSCULUS (MOUSE) . //P46735 
F-NT2RM4001783//ZINC FINGER PROTEIN HRX (ALL-1) (F 
RAGMENT) . IIS. 3e-26: 169: 39//MUS MUSCULUS (MOUSE) . // 
P55200 

F-NT2RM4001810//MALE SPECIFIC SPERM PROTEIN MST84D 
B.//2.3e-05:68:42//DR0S0PHILA MELANOGASTER (FRUIT 
FLY).//Q01643 

F-NT2RM4001813//RH0D0CETIN ALPHA SUBUNIT. //2.3e-0 
5:115: 34//AGKI STRODON RHODOSTOMA (MALAYAN PIT VI PE 
R) (CALLOSEIASMA RHODOSTOMA). //P81397 
F-NT2RM4001819//CELL SURFACE GLYCOPROTEIN EMR1 PRE 
CURSOR (EMR1 HORMONE RECEPTOR) (CELL SURFACE GLYCO 
PROTEIN F4/80).//1.7e-06:159:25//MUS MUSCULUS (MOU 
SE).//Q61549 

F-NT2RM4001823//ZINC FINGER PROTEIN ZIC1 (ZINC FIN 
GER PROTEIN OF THE CEREBELLUM l).//2.6e- 18: 114:40/ 
/MUS MUSCULUS (MOUSE) . //P46684 
F-NT2RM4001828//ZINC FINGER PROTEIN 84 (ZINC FINGE 
R PROTEIN HPF2).//4.0e-81:253:59//H0M0 SAPIENS (HU 
MAN).//P51523 

F-NT2RM4001836//SPIDR0IN 2 (DRAGLINE SILK FIBROIN 
2) (FRAGMENT).//0.21:176:30//NEPHIU CUVIPES (ORB 
SPIDER). //P46804 

F-NT2RM4001841//PR0UNE-RICH PEPTIDE P-B. HQ. 046: 2 



(1493) 

2983 

7: 40//H0M0 SAPIENS (HUMAN) . //P02814 
F- NT2RM400 1 842//HYP0THETI CAL 7.0 KD PROTEIN B03B8. 
1 IN CHROMOSOME III . //0. 98: 35: 42//CAEN0RHABDITIS E 
LEGANS.//Q11104 

F- NT2RM400 1 856/ /HYPOTHETI CAL 75.2 KD PROTEIN IN AC 
S1-CCV3 INTERGENIC REGION. III. 3e- 37: 242: 37//SACCHA 
ROMYCES CEREVISIAE (BAKER' S YEAST) . //P39722 
F-NT2RM4001858//T-B0X PROTEIN VEGT (T-BOX PROTEIN 
BRAT) (T-BOX PROTEIN ANTIPODEAN) . III. 8e-23: 78: 64// 
XENOPUS LAEVIS (AFRICAN CLAWED FROG) . //P87377 10 
F-NT2RM4001865//NEUR0NAL CALCIUM SENSOR 2 (NCS-2). 
//0.012:83:28//CAEN0RHABDITIS ELEGANS. //P36609 
F-NT2RM4001876//HYP0THETICAL 118.4 KD PROTEIN IN B 
AT2-DAL5 INTERGENIC REGION PRECURSOR. 113. 8e- 10: 24 
2: 32//SACCHAR0MYCES CEREVISIAE (BAKER* S YEAST). II? 
47179 

F-NT2RM4001880//EC PROTEIN HOMOLOG. //0. 22: 59: 32//A 
RABIDOPSIS THAU ANA (MOUSE-EAR CRESS) . //P93746 
F-NT2RM4001905//60S RIBOSOMAL PROTEIN L40 (CEP52). 
//0. 57: 20: 60//H0M0 SAPIENS (HUMAN), RATTUS NORVEGI 20 
CUS (RAT), AND CALLUS GALLUS (CHICKEN). //PI 4793 
F-NT2RM4001922 

F-NT2RM4001930//PUTAT1VE GLUCOSYLTRANSFERASE C08B1 
1.8 (EC 2.4.1. -).//5.5e-45: 167: 53//CAEN0RHABDITIS 
ELEGANS. //Q09226 

F-NT2RM4001938//RT0A PROTEIN (RATI0-A).//O.0036:12 
0:32//DICTY0STELIUM DISCOIDEUM (SUME M0LD).//P546 
81 

F-NT2RM4001940//IR0QU0IS-CUSS HOMEODOMAIN PROTEIN 
IRX-1 (FRAGMENT). 110. 32: 31: 48//H0M0 SAPIENS (HUMA 30 
N).//P78415 

F-NT2RM4001953//! ! ! ! ALU SUBFAMILY SC WARNING ENTR 
Y ! ! I !//2. 2e-43: 56: 85//H0MO SAPIENS (HUMAN) . //P391 
92 

F-NT2RM4001965//IG ALPHA- 1 CHAIN C REGION. //0. 56: 7 
3:34//G0RILLA GORILLAGORILLA (LOWLAND GORILLA).//? 
20758 

F- NT2RM400 1 969//SALI VARY PROUNE-RICH PROTEIN PREC 
URSOR (CLONES CP3, CP4AND CPS) [CONTAINS: BASIC PE 
PTIDEIB-6; PEPTIDE P-H].//0. 0016: 140: 27//H0M0 SAP 40 
IENS (HUMAN). //P04280 

F-NT2RM4001979//ZINC FINGER PROTEIN 84 (ZINC FINGE . 
R PROTEIN HPF2) . //3. 9e-21: 103: 51//H0M0 SAPIENS (HU 
MAN).//P51523 

F-NT2RM4001984//HYPOTHEnCAL PROTEIN LAMBDA- SP5. // 
0. 0034: 50: 40//MUS MUSCULUS (MOUSE) . //P15974 
F- NT2RM400 1 987//I RREGULAR CHIASM C-ROUGHEST PROTEI 
N PRECURSOR (IRREC PROTEIN). //6.9e- 17: 115: 31 //DROS 
OPHILA MELANOGASTER (FRUIT FLY) . //Q08180 
F-NT2RM4002013//HYP0THEnCAL 54.5 KD TRP-ASP REPEA 50 
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TS CONTAINING PROTEI NZC302. 2 IN CHROMOSOME V.//0.0 
062: 117: 28//CAEN0RHABDI TI S ELEGANS. //Q23256 
F-NT2RM4002018//SP0RE COAT PROTEIN SP96.//4.3e-06: 
203:28//DICTY0STELIUMDISC0IDEUM (SLIME M0LD).//P14 
328 

F-NT2RM4002034//RH0-GAP HEMATOPOIETIC PROTEIN CI 
(P115) (KIAA0131).//0.78: 132: 25//H0M0 SAPIENS (HUM 
AN).//P98171 

F-NT2RM4002044//VITELLOGENIN I PRECURSOR (MINOR VI 
TELLOGENIN) [CONTAINS: UPOVITELLIN I (LVI); PHOSVI 
TIN (PV); UPOVITELLIN II (LVII); YGP42].//0.062: 2 
01:24//GALLUS GALLUS (CHICKEN). //P87498 
F-NT2RM4002054//DUPU CATE PROCYCUN. 110. 0079: 44: 52 
//TRYPANOSOMA BRUCEI BRUCEI . //P14044 
F-NT2RM4002055//PUTATIVE Z PROTEIN. I/O. 82: 39: 30//0 
VIS ARIES (SHEEP). //P08105 
F-NT2RM4002062//ASPARTYL-TRNA SYNTHETASE (EC 6.1. 
1.12) (ASPARTATE--TRNALIGASE) (ASPRS).//7.0e-37:8 
0:52//THERMUS AQUATICUS (SUBSP. THERM0PHILUS).//P3 
6419 

F-NT2RM4002063//SARC0SINE OXIDASE (EC 1.5.3.1).// 
2.2e-25:216:31//BACILLUS SP. (STRAIN NS-129). //P23 
342 

F-NT2RM4002066//HYP0THETI CAL PROTEIN KIAA0192 (FRA 
GMENT) . I IV le-94: 260: 71//H0M0 SAPIENS (HUMAN) . //Q9 
3074 

F-NT2RM4002067//!!!! ALU SUBFAMILY J WARNING ENTRY 
1 ! ! \lll. 5e-15: 51: 7O//H0MO SAPIENS (HUMAN) . //P3918 

8 

F-NT2RM4002073//ELASTIN PRECURSOR (TROPOEIASTIN). / 
/4.9e-05:88:36//H0M0 SAPIENS (HUMAN). //PI 5502 
F-NT2RM4002075//RING CANAL PROTEIN (KELCH PROTEI 
N).//7.2e-43:220:41//DR0S0PHILA MELANOGASTER (FRUI 
T FLY).//Q04652 

F-NT2RM4002093//P0LYPYRIMIDINE TRACT- BINDING PROTE 
IN (PTB) (HETEROGENEOUS NUCLEAR RIBONUCLEOPROTEIN 
I) (HNRNP I) (57 KD RNA- BINDING PROTEIN PPTB-1).// 
1.8e-93:255:72//H0M0 SAPIENS (HUMAN) . //P26599 
F-NT2RM4002109//KINESIN-LIKE PROTEIN KIF4.//3. 7e-l 
01:260: 78//HUS MUSCULUS (MOUSE) . //P33174 
F-NT2RM40021 28//HYP0THETI CAL PROTEIN IN CYCB 3' REG 
ION PRECURSOR (0RF2) (FRAGMENT). //0. 91: 49: 32//PARA 
COCCUS DENITRIFICANS.//P29969 
F-NT2RM4002140//GROUCHO PROTEIN (ENHANCER OF SPLIT 
M9/10).//0.36:104:22//DR0S0PHILA MELANOGASTER (FR 
UIT FLY). //PI 6371 

F-NT2RM4002145//SUT PROTEIN PRECURSOR. //8.6e- 13: 1 
27:33//DROS0PHILA MELANOGASTER (FRUIT FLY).//P2401 
4 

F-NT2RM4002146//MAG0 NASD PROTEIN. //7.9e-69: 143:9 
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1//DR0S0PHILA HELANOGASTER (FRUIT FLY) . //P49028 
F-NT2RM4002161//DUAL SPECIFICITY PROTEIN PHOSPHATA 
SE (EC 3. 1. 3. 48) (EC 3.1.3. 16) . //0. 0062: 99: 26//CHL 
AMYDOMONAS EUGAMETOS. //Q39491 
F-NT2RM4002174//MRP PROTEIN. //4. 5e-50: 183: 55//ESCH 
ERICHIA C0U.//P21590 

F-NT2RM4002189//MUCIN 2 PRECURSOR (INTESTINAL MUCI 
N 2).//2.6e-14:233:29//H0M0 SAPIENS (HUMAN) . //Q028 
17 

F- NT2RM4002 1 94//TRANSHEHBRANE PROTEIN SEX PRECURSO 10 
R. //0. 92: 108: 28//H0M0SAPIENS (HUMAN) . //P51805 
F-NT2RM4002205//ELONGATION FACTOR G, MITOCHONDRIAL 
PRECURSOR (MEF-G) . //5. 8e-39: 122: 72//RATTUS NORVEG 
ICUS (RAT).//Q07803 

F-NT2RM4002213//HYP0THETI CAL 88.4 KD PROTEIN B046 
4.7 IN CHROMOSOME III. //9. 9e-27: 1 10: 43//CAEN0RHABD 
ITIS ELEGANS. //Q03565 

F-NT2RM4002226//GTPASE ACTIVATING PROTEIN ROTUND./ 
/1.3e-21:147:41//DR0S0PHILA MELANOGASTER (FRUIT FL 
Y).//P40809 20 
F-NT2RM4002251//PR0TEIN EF-7 (FRAGMENT) . //O. 00082: 
45:42//MUS MUSCULUS (MOUSE) . //P97805 
F-NT2RM4002256//C0LD- REGULATED PROTEIN 1 (FRAGMEN 
T) . //0. 00015: 114: 42//H0RDEUM VULGARE (BARLEY) . //P2 
3251 

F-NT2RM4002266//CUTICLE COLLAGEN 2. //0. 00013: 142: 3 
3//CAEN0RHABDITIS ELEGANS. //PI 7656 
F-NT2RM4002278//HYP0THETI CAL 22.2 KD PROTEIN IN NS 
R1-TIF4631 I NTERGENI CREGI ON . //1. 0: 40: 52//SACCHAR0M 
YCES CEREVISIAE (BARER' S YEAST) . //P53288 30 
F-NT2RM4002281 

F-NT2RM4002287//GAR2 PROTEIN. //0. 00055: 225: 23//SCH 
IZOSACCHAROMYCES POMBE(FISSION YEAST) . //P41891 
F-NT2RM4002294//HYP0THEnCAL PROTEIN KIAA0281 (HA6 
725).//l.le-60:152:75//H0M0 SAPIENS (HUMAN) . //Q925 
56 

F-NT2RM4002301//GENERAL STRESS PROTEIN CTC (FRAGME 
NT) . //0. 56: 43: 39//BACILLUS CALDOLYTICUS. //P42832 
F-NT2RM4002323//N0NHI STONE CHROMOSOMAL PROTEIN HMG 
- 17. //0. 0080: 73: 35//B0S TAURUS (BOVINE) . //P02313 40 
F- NT2RM4002339//METALL0THI ONEI N 10-111 (MT-10-II 
I).//0.67:34:38//MYTILUSEDUUS (BLUE MUSSEL) . //P80 
248 

F-NT2RM4002344//METALL0THI0NEIN-I (MT-I) . //0. 84: 4 
1:31//MUS MUSCULUS (MOUSE) . //P02802 
F-NT2RM4002373//GLUTENIN, HIGH MOLECULAR WEIGHT SU 
BUNIT DY10 PRECURSOR. //0. 0019: 190: 28//TRITICUM AES 
TIVUM (WHEAT). //P10387 

F-NT2RM4002374//5E5 ANTIGEN. //0. 0059: 170: 32//RATTU 
S NORVEGICUS (RAT) . //Q63003 50 
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F-NT2RM4002383//I ! ! ! ALU SUBFAMILY SP WARNING ENTR 

Y ! !!!//0. 13: 17: 88//H0M0 SAPIENS (HUMAN). //P39193 
F-NT2RM4002390 

F-NT2RM4002398//HNRNP ARGI NINE N-METHYLTRANSFERASE 
(EC 2.1.1.-) (0DP1 PROTEIN). //0. 034: 110: 27//SACCH 
AROMYCES CEREVISIAE (BAKER'S YEAST) . //P38074 
F-NT2RM4002409//ACETYL-COENZYME A SYNTHETASE (EC 
6.2.1.1) (ACETATE--COALICASE) (ACYL- ACTIVATING EN 
ZYME) . //4. Oe-20: 179: 31//METHAN0THRIX SOEHNGENII . // 
P27095 

F-NT2RM4002438//! ! ! ! ALU SUBFAMILY SQ WARNING ENTR 

Y !l!!//1.7e-15:41:95//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-NT2RM4002446//CRYPTDIN-RELATED PROTEIN 4C-1 PREC 
URSOR (CRS4C).//0.0058:24:50//MUS MUSCULUS (MOUS 
E).//P17534 

F-NT2RM4002452//METALL0THI0NEIN 10-11 (MT- 10-11)./ 
/0.83:48:37//MYTILUS EDUUS (BLUE MUSSEL) . //P80247 
F-NT2RM4002457//! !!! ALU SUBFAMILY SC WARNING ENTR 

Y ! !!!//4.9e-07: 52: 63//H0M0 SAPIENS (HUMAN) . //P391 
92 

F-NT2RM4002460//C-H0RDEIN (CLONE PC- 919) (FRAGMEN 
T). //0. 92: 43: 30//H0RDEUM VULGARE (BARLEY). //PI 7992 
F-NT2RM4002479//RNA HEU CASE- LIKE PROTEIN DB10. // 
1. 7e-28: 200: 41//NIC0TIANA SYLVESTRIS (WOOD TORACC 
0).//P46942 

F-NT2RM4002482//HYP0THETI CAL 65.9 KD PROTEIN YPR06 
5W.//8.8e-26:123:49//SACCHAR0MYCES CEREVISIAE (BAK 
ER'S YEAST). //Q12514 

F-NT2RM4002493//LARVAL CUTICLE PROTEIN I PRECURSO 
R. //0. 17: 126: 27//DR0S0PHIIA MIRANDA (FRUIT FLY) . // 
P91627 

F-NT2RM4002499//! ! ! ! ALU SUBFAMILY SQ WARNING ENTR 

Y !! !!//9.4e-34: 92: 80//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-NT2RM4002504//! ! ! ! ALU SUBFAMILY SB WARNING ENTR 

Y !!!!//3.4e-19:55:83//H0M0 SAPIENS (HUMAN) . //P391 
89 

F-NT2RM4002527//WD-40 REPEAT PROTEIN MSI2.//3.0e-0 
7:193:27//ARABID0PSISTHALIANA (MOUSE-EAR CRESS).// 
022468 

F-NT2RM4002532//AER0LYSIN REGULATORY PROTEIN. //O. 9 
7: 19: 47//AER0M0NAS SOBRIA. //P09165 
F-NT2RM4002534//MIT0CH0NDRIAL 60S RIBOSOMAL PROTEI 
N L32 PRECURSOR (YML32) . //0. 76: 86: 22//SACCHAR0MYCE 
S CEREVISIAE (BAKER'S YEAST) . //P25348 
F-NT2RM4002558//L0NG-CHAIN FATTY ACID TRANSPORT PR 
OTEIN (FATP). //4.2e- 55: 204: 50//MUS MUSCULUS (HOUS 
E).//Q60714 

F-NT2RM4002565//CHYM0TRYPSI N/ELASTASE ISOINKBITOR 
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S 2 TO 5.//1.0: 16: 62//ASCARIS SUUM (PIG ROUNDWORM) 

(ASCARIS LUHBRIC0IDES).//P07852 
F-NT2RM4002567//HYP0THETI CAL 74.0 KD PROTEIN IN CA 
J1-H0M3 INTERGENIC REGION. //2.7e- 10: 184: 29//SACCHA 
ROMYCES CEREVISIAE (BAKER'S YEAST) . //P40032 
F-NT2RM4002571//P0LYPEPTIDE N- ACETYLGALACTOSAMI NYL 
TRANSFERASE (EC 2.4.1.41) (PROTEIN- UDP ACETYLGALA 
CTOSAHI NYLTRANSFERASE) (UDP-GALNAC: POLYPEPTIDE, N- 

ACETYLGALACTOSAMI NYLTRANSFERASE) (GALNAC-T1) . HI. 
4e-25: 124: 47//H0H0 SAPIENS (HUMAN) . //Q10472 10 
F- NT2RM4002593//HYP0THETI CAL 9.1 KD PROTEIN IN TET 
B-EXOA INTERGENIC REGION. //0. 95: 36: 38//BACILLUS SU 
BTILIS.//P37509 

F-NT2RM4002594//MSP1 PROTEIN H0M0L0G.//9.0e-68:22 
7: 60//CAEN0RHABDITIS ELEGANS. //P54815 
F-NT2RH4002623//ASPARTYL-TRNA SYNTHETASE (EC 6.1. 
1.12) (ASPARTATE-TRNALIGASE) (ASPRS) . //3. 3e-54: 24 
3:47//SYNECH0CYSTIS SP. (STRAIN PCC 6803) . //P73851 
F-NT2RP1000018//SUPPRESSOR PROTEIN SRP40. //O. 0023: 
131: 25//SACCHAR0MYCESCEREVI SI AE (BAKER'S YEAST).// 20 
P32583 

F-NT2RP1000035//RING CANAL PROTEIN (KELCH PROTEI 
N).//1.0e-06:63:34//DR0S0PHILA MELANOGASTER (FRUIT 
FLY) . //Q04652 

F-NT2RP1000040//LETHAL NEUROTOXIN HI. //0. 69: 21: 47 
//PHONEUTRIA NIGRI VENTER (BRAZILIAN ARMED SPIDER). 
//P17727 

F-NT2RP1000063//HYP0THETICAL 25.1 KD PROTEIN IN SM 
C3-MRPL8 INTERGENIC REGION. //3.8e- 14: 130: 30//SACCH 
AROMYCES CEREVISIAE (BAKER'S YEAST) . //P40359 30 
F- NT2RP1000086//HYP0THETI CAL 9.4 KD PROTEIN IN RNP 
A-THDF INTERGENIC REGION. //0. 16:44: 40//ESCHERI CHI A 
C0LI.//P22847 

F-NT2RP1000101//45.8 KD PROTEIN IN SHM1-MRPL37 INT 
ERGENIC REGION. //1.9e-06: 74: 32//SACCHAR0MYCES CERE 
VISIAE (BAKER'S YEAST) . //P38344 
F-NT2RP1000111//C0P1 REGULATORY PROTEIN (FUSCA PRO 
TEIN FUSl).//2.7e-19: 135:36//ARABID0PSIS THALIANA 
(MOUSE-EAR CRESS). //P43254 

F-NT2RP1000112//DUAL SPECIFICITY PROTEIN KINASE TT 40 
K (EC 2.7.1.-) (PYT).//1.2e-39:91:62//H0M0 SAPIENS 

(HUMAN). //P33981 
F-NT2RP1000124//ATP-DEPENDENT PROTEASE LA 2 (EC 3. 
4. 21. 53) . //0. 074: 131: 24//MYX0C0CCUS XANTHUS. //P367 
74 

F- NT2RP1 000 1 30//HEPAT0MA- DERI VED GROWTH FACTOR (HD 
GF) . I IV 5e-49: 186: 56//MUS MUSCULUS (MOUSE) . //P5185 
9 

F-NT2RP1O00163//METALL0THI ONEI N (MT) . //0. 98: 41: 34/ 
/PLEURONECTES PLATESSA (PLAICE) . //P07216 50 
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F-NT2RP1000170//SALIVARY PROLINE-RICH PROTEIN PO 
(ALLELE K) [CONTAINS: PEPTIDE P-D] (FRAGMENT) . //O. 
85:64:35//H0M0 SAPIENS (HUMAN) . //P10162 
F-NT2RP1000174//IMMEDIATE-EARLY PROTEIN IE180.//0. 
00056: 89: 37//PSEUD0RABIES VIRUS (STRAIN KAPLAN) (P 
RV).//P33479 

F-NT2RP1000191//NIFU PROTEIN. //0. 53: 78: 35//FRANKIA 
ALNI.//P46045 

F-NT2RP1000202//ANKYRIN, BRAIN VARIANT 2 (ANKYRIN 
B) (ANKYRIN, NONERYTHROID) (FRAGMENT). //9. le- 21: 14 
8: 39//H0M0 SAPIENS (HUMAN) . //Q01485 
F-NT2RP1000243//HYP0THEnCAL PROTEIN MJ1136.//1.4e 
-37: 219: 36//METHAN0C0CCUS JANNASCHI I . //Q58536 
F-NT2RP1000259//HYP0THETICAL PROTEIN TP0318.//0.1 
8:25:44//TREP0NEMA PALUDUM.//083338 
F-NT2RP1000272//SPLICING FACTOR. ARGININE/SERINE-R 
ICH 3 (PRE-MRNA SPLICING FACTOR SRP20) (X16 PROTEI 
N).//1.6e-18:133:36//H0M0 SAPIENS (HUMAN), AND MUS 
MUSCULUS (MOUSE). //P23152 
F-NT2RP1000324 

F-NT2RP1000326/ /HYPOTHETI CAL 29.8 KD PROTEIN ZC97. 
1 IN CHROMOSOME III . //I. Oe-23: 129: 36//CAEN0RHABDIT 
IS ELEGANS. //P34599 

F-NT2RP1000333//ANTI -SILENCING PROTEIN l.//2.5e-4 
5:147:57//SACCHAR0MYCESCEREVISIAE (BAKER'S YEAST). 
//P32447 

F-NT2RP1000348//REDUCED VIABILITY UPON STARVATION 
PROTEIN 161.//4.8e-14:119:34//SACCHAR0MYCES CEREVI 
SIAE (BAKER'S YEAST) .//P25343 
F-NT2RP1000357//TRYP0MASTI GOTE DECAY- ACCELERATING 
FACTOR (T-DAF) (FRAGMENT) . //1. 0: 43: 32//TRYPANOS0MA 
CRUZI.//Q26327 

F-NT2RP1000358//HYP0THETI CAL 84.4 KD PROTEIN IN RP 
C2/RET1 3' REGION. //7.9e-28: 244: 35//SACCHAR0MYCES C 
EREVISIAE (BAKER' S YEAST) . //P39744 
F-NT2RP1000363//SKIN SECRETORY PROTEIN XP2 PRECURS 
OR (APEG PROTEIN). //2.2e~07: 178: 30//XEN0PUS LAEVIS 

(AFRICAN CIAWED FROG) . //P17437 
F-NT2RP1000376//ANKYRIN R (ANKYRINS 2.1 AND 2.2) 
(ERYTHROCYTE ANKYRIN). //1.5e-20: 254: 31//H0M0 SAPIE 
NS (HUMAN). //P16157 

F-NT2RP1000409//CYT0CHR0ME C3 (CYTOCHROME C7) (C55 
1.5).//1.0:34:26//DESULFUR0M0NAS ACETOXIDANS (CHLO 
ROPSEUDOMONAS ETHYLICA).//P00137 
F-NT2RP1000413//MEMBRANE-ASS0CIATED PROTEIN HEM- 2 
(NAP1 PROTEI N) . //3. 7e- 131 : 230: 97//RATTUS NORVEGI CU 
S (RAT) . //P55161 

F-NT2RP1000416//SALIVARY GLUE PROTEIN SGS-3 PRECUR 
S0R.//0.83:54:40//DR0S0PHILA SIMULANS (FRUIT FLY). 
//P13729 
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F- NT2RP1 0004 1 8//HYP0THETI CAL 9.9 KD PROTEIN IN GCV 
T-SPOIIIAA I NTERGENI CREGI ON. //O. 24: 91: 35//BACILLUS 
SUBTIUS.//P49779 

F-NT2RP1000439//HYP0THETI CAL 100.5 KD PROTEIN C1B 
9.04 IN CHROMOSOME I . //0. 13: 172: 22//SCHI ZOSACCHARO 
MYCES POMBE (FISSION YEAST) . //Q 10429 
F-NT2RP1000443//QUINONE OXI DOREDUCTASE (EC 1.6.5. 
5) (NADPH:QUINONE REDUCTASE) (ZETA- CRYSTALLIN).// 
1 . 9e-08: 167: 24//H0M0 SAPIENS (HUMAN) . //Q08257F-NT2 
RP1000460//NUCLEAR MOVEMENT PROTEIN NUDC. //I . Oe- 1 10 
8:149:34//EMERICELLA NIDULANS (ASPERGILLUS NIDULAN 
S).//P17624 

F-NT2RP1000470//PUTATIVE ATP-DEPENDENT RNA HELICAS 
E T26G10.1 IN CHROMOSOME III . //I. 3e-43: 180: 47//CAE 
NORHABDITIS ELEGANS. //P34580 
F-NT2RP1000478//TUBUUN BETA-6 CHAIN (CLASS- VI).// 
1 . 5e-45: 85: 63//GALLUSGALLUS (CHICKEN) . //P09207 
F-NT2RP1000481//HYP0THETICAL 5.8 KD PROTEIN IN PUH 
A 5' REGION (0RF55) . //0. 083: 21: 47//RH0D0RACTER CAPS 
ULATUS (RHODOPSEUDOMONAS CAPSULATA).//P26159F-NT2R 20 
P1000493//P0SSIBLE DNA- REPAIR PROTEIN XP-E (POSSIB 
LE XERODERMA PIGMENTOSUM GROUP E PROTEIN) (UV-DAMA 
GED DNA- BINDING PROTEIN) (UV-DDB).//6.6e- 11: 139:31 
//CERCOPITHECUS AETHIOPS (GREEN MONKEY) (GRIVET)./ 
/P33194 

F-NT2RP1000513//60S RIBOSOMAL PROTEIN L22.//0.017: 
92:30//DR0S0PHILA MELANOGASTER (FRUIT FLY).//P5088 
7 

F-NT2RP1000522//UBI QUI TI N CARBOXYL- TERMINAL HYDROL 
ASE DUB-1 (EC 3.1.2.15) (UBIQUITIN THIOLESTERASE D 30 
UB-1) (UBI QUI TIN-SPECIFIC PROCESSING PROTEASE DUB- 
1) (DEUBI QUI TI NATI NG ENZYME 1) . //0. 0055: 86: 36//MUS 
MUSCULUS (MOUSE). //Q61068 

F-NT2RP1000547//C0P-C0ATED VESICLE MEMBRANE PROTEI 
N P24 PRECURSOR (FRAGMENT). //1. 2e-09: 69: 36//CRICET 
ULUS GRISEUS (CHINESE HAMSTER) . //P49020 
F-NT2RP1000574//HOMEOBOX PROTEIN MEIS2 (MEIS1-REIA 
TED PROTEIN 1) . //6. Oe-39: 141: 65//MUS MUSCULUS (MOU 
SE).//P97367 

F-NT2RP1000577//PUTATIVE ATP-DEPENDENT RNA HELICAS 40 
E YDL031W.//0. 00016: 48: 45//SACCHAR0MYCES CEREVISIA 
E (BAKER'S YEAST). //Q12389 

F-NT2RP1000581//V0N WILLEBRAND FACTOR PRECURSOR.// 
0.00017: 61: 5O//H0MO SAPIENS (HUMAN) . //P04275 
F-NT2RP1000609//UNOLEOYL-COA DESATURASE (EC 1.14. 
99. 25) (DELTA (6) -DESATURASE) . //4. 4e-07: 128: 31//SYN 
ECHOCYSTIS SP. (STRAIN PCC 6803) . //Q08871 
F-NT2RP1000629//CLATHRIN COAT ASSEMBLY PROTEIN AP4 
7 (CLATHRIN COAT ASSOCIATED PROTEIN AP47) (GOLGI A 
DAPTOR AP-1 47 KD PROTEIN) (HA1 47 KD SUBUNIT) (CL 50 
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ATHRIN ASSEMBLY PROTEIN ASSEMBLY PROTEIN COMPLEX 1 
MEDIUM CHAIN). //4. 2e- 70: 167: 86//MUS MUSCULUS (MOU 
SE).//P35585 

F-NT2RP1000630//HYP0TmiCAL 118.4 KD PROTEIN IN B 
AT2-DAL5 I NTERGENI C REGION PRECURSOR. //0. 001 1:238: 
21//SACCHAR0MYCES CEREVISIAE (BAKER'S YEAST). //P47 
179 

F-NT2RP1000677//C0LLAGEN ALPHA 1(XVI) CHAIN PRECUR 
SOR. //O. 99: 71 : 33//H0M0SAPI ENS (HUMAN) . //Q07092 
F-NT2RP1000688//! ! ! ! ALU SUBFAMILY SP WARNING ENTR 
Y ! !!!//0. 0024: 19: 94//H0M0 SAPIENS (HUMAN) . //P3919 
3 

F-NT2RP1000695//HYP0THETI CAL 83.8 KD PROTEIN C27F 
2.7 IN CHROMOSOME III.//2.2e-30:185:37//CAENORHABD 
ITIS ELEGANS. //Q18262 

F-NT2RP1000701//PH0SPH0LI PASE A- 2- ACTIVATING PROTE 
IN (PLAP).//3.2e-65:128:93//RATTUS NORVEGICUS (RA 
T).//P54319 

F-NT2RP1000721//TRANSCRIPTI ON INITIATION FACTOR TF 
IID 135 KD SUBUNIT (TAFII-135) (TAFII135) (TAFII-1 
30) (TAFII130).//2.3e-06: 139: 34//H0M0 SAPIENS (HUM 
AN).//000268 

F-NT2RP1000730//MY0SIN LIGHT CHAIN 1, SLOW-HUTCH 
MUSCLE B/VENTRICULAR ISOFORM (FRAGMENT) . //0. 89: 40: 
40//MUS MUSCULUS (MOUSE) . //P09542 
F-NT2RP1000733//METALL0THI ONEI N-U KE PROTEIN CRS5. 
//0.024:24:45//SACCHAR0MYCES CEREVISIAE (BAKER'S Y 
EAST).//P41902 

F-NT2RP1000738//SAUVARY ACIDIC PROUNE-RICH PHOSP 
HOPROTEIN 1/2 PRECURSOR (PRP-1 / PRP-3) (PRP-2 / P 
RP-4) (PIF-F / PIF-S) (PROTEIN A / PROTEIN C) [CON 
TAINS: PEPTIDE P-C] . //0. 040: 82: 36//H0M0 SAPIENS (H 
UMAN).//P02810 

F-NT2RP1000746//HYP0THETICAL 27. 1 KD PROTEIN UFD4- 
CAP1 INTERGENIC REGION. //2.0e- 30: 170: 37//SACCHAR0M 
YCES CEREVISIAE (BAKER'S YEAST) . //P33201 
F-NT2RP1000767//PSEUD0M0NAPEPSIN PRECURSOR (EC 3. 
4.23.37) (PEPSTATIN-INSENSITIVE CARBOXYL PROTEI NAS 
E).//0.99:75:34//PSEUD0M0NAS SP. (STRAIN 101). //P4 
2790 

F-NT2RP1000782//CELL SURFACE GLYCOPROTEIN A15 (T-C 
ELL ACUTE LYMPHOBLASTIC LEUKEMIA ASSOCIATED ANTIGE 
N 1) (TALLA-1) (MEMBRANE COMPONENT, X CHROMOSOME, 
SURFACE MARKER 1) . //2. 3e-23: 159: 35//H0M0 SAPIENS 
(HUMAN). //P41732 

F-NT2RP1000796//C0RNIFIN (SMALL PROUNE-RICH PROTE 
IN I) (SPR-I) (SMALL PROUNE-RICH SQUAMOUS CELL MA 
RKER) (SPRP). //0. 00018: 79: 32//SUS SCROFA (PIG).//P 
35323 

F-NT2RP1000825//OTASE-ACTIVATING PROTEIN RHOGAP 
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(RHO- RELATED SMALL GTPASE PROTEIN ACTIVATOR) (CDC4 
2 GTPASE-ACTIVATING PROTEIN) (P5O-RH0GAP) . //3. le-3 
7:89:64//H0MO SAPIENS (HUMAN) . //Q07960 
F-NT2RP1000833//SMALL PROUNE RICH PROTEIN II (SPR 
-II) (CLONE 930).//0.32:29:48//H0M0 SAPIENS (HOMA 
N).//P22531 

F-NT2RP1000834//2-ARYLPR0PIONYL-COA EPIMERASE (EC 
5.-.-.-).//6.4e-67:202:68//RATTUS NORVECICDS (RA 
T).//P70473 

F-NT2RP1000836//HYP0THETI CAL 7.3 KD PROTEIN IN 100 10 
RD PROTEIN REGION. //l.O: 35: 54//HUMAN ADENOVIRUS T 
YPE 41.//P23691 

F-NT2RP1000846//SMALL PROUNE-RICH PROTEIN 2-1.// 
0. 013: 35: 48//H0M0 SAPIENS (HUMAN) . //P35326 
F-NT2RP1000851//PERI0D CLOCK PROTEIN (FRAGMENT).// 
0.082: 28: 57//DR0S0PHIU SALTANS (FRUIT FLY).//Q045 
36 

F-NT2RP1000856//PLATELET--EN1)0THEUAL TETRASPAN ANT 
I GEN 3 (PETA-3) (GP27) (MEMBRANE GLYCOPROTEIN SFA- 

1) (CD151 ANTIGEN) . //2. 5e-26: 190: 30//MUS MUSCULUS 20 
(MOUSE). //035566 

F-NT2RP1000860//P0TENTIAL TRANSCRIPTIONAL ADAPTOR. 
//0.13:86:36//SACCHAR0HYCES CEREVISIAE (BAKER'S YE 
AST).//Q02336 

F-NT2RP1000902//HYP0THETICAL 127.4 KD PROTEIN F07F 
6.4 IN CHROMOSOME III.//7.6e-ll: 200: 35//CAEN0RHABD 
ITIS ELEGANS. //Q09531 

F- NT2RP1 0009 1 5//HYP0THETI CAL GTP- BINDING PROTEIN I 
N PMI40-PAC2 INTERGENIC REGION. //1.4e-06: 88: 35//SA 
CCHAROMYCES CEREVI SI AE (BAKER' S YEAST) . //P40010 30 
F-NT2RP1000916//SUPPRESS0R PROTEIN SRP40.//0.40:9 
0:35//SACCHAROMYCES CEREVISIAE (BAKER'S YEAST). //P 
32583 1 
F-NT2RP1000943//MUCIN 2 PRECURSOR (INTESTINAL MUCI 
N 2) . 110. 099: 75: 34//H0M0 SAPIENS (HUMAN) . //Q02817 
F-NT2RP1000944//HYP0THETICAL 29.3 KD PROTEIN (0RF9 

2) .//7.6e-06:65:41//0RGYIA PSEUDOTSUGATA MULTICAPS 
ID POLYHEDROSIS VIRUS (0PMNPV).//010341 
F-NT2RP1 00094 7//UBI QUI TI N-CONJUGATI NG ENZYME E2-I7 

KD 2 (EC 6.3.2.19) (UBIQUITIN- PROTEIN LIGASE) (U 40 
BIQUITIN CARRIER PROTEIN) (E2(17)KB 2).//3.6e-12:2 
7:77//H0M0 SAPIENS (HUMAN). MUS MUSCULUS (MOUSE), 
RATTUS NORVEGICUS (RAT), AND XENOPUS LAEVIS (AFRIC 
AN CLAWED FROG) . //P5 1669 

F-NT2RP1000954//RING CANAL PROTEIN (KELCH PROTCI 
N) . III. 8e- 15: 169: 28//DR0S0PHI LA MELANOGASTER (FRUI 
T FLY).//Q04652 

F-NT2RP1000958//HYPOTHETICAL GTP- BINDING PROTEIN I 
N PMI40-PAC2 INTERGENIC REGI0N.//4.2e-16: 162:32//S 
ACCHAROMYCES CEREVISIAE (BAKER'S YEAST) . //P40010 50 
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F-NT2RP1000959//C0RNIFIN A (SMALL PROUNE-RICH PRO 
TEINIA) (SPR-IA) (SPRK).//0.0031:34:44//H0M0 SAPI 
ENS (HUMAN). //P35321 

F-NT2RP1000966//NUCLE0UN (PROTEIN C23).//1.5e-52: 
110: 95//H0M0 SAPIENS (HUMAN) . //PI 9338 
F-NT2RP1000980//UGHT-HARVESTING PROTEIN B-1015, A 
LPHA CHAIN PRECURSOR (ANTENNA PIGMENT PROTEIN, ALP 
HA CHAIN).//0.87:37:45//RH0D0PSEUD0M0NAS VIRIDIS./ 
/P04123 

F-NT2RP1000988 

F-NT2RP1001011//PR0TEIN P19. //0. 96: 30: 50//BACTERI0 
PHAGE PRD1.//P17638 

F-NT2RP1001013//DNA-BINDING PROTEIN 65 (PROTEIN GP 
65) . //l.O: 20: 45//BACTERI OPHAGE T4. //P16012 
F-NT2RP1001014 

F-NT2RP1001033//TUBUUN GAMMA CHAIN. //2.5e- 16: 112: 
42//SCHI ZOSACCHAROMYCES POMBE (FISSION YEAST). //P2 
5295 

F-NT2RP1001073//HYP0THETI CAL 10.4 KD PROTEIN IN FT 
R1-SPT15 INTERGENIC REGI0N.//7.6e-16:82:51//SACCHA 
ROMYCES CEREVISIAE (BAKER'S YEAST) . //P40089 
F-NT2RP1001079//SARC0SINE OXIDASE (EC 1.5.3.1).// 
4.8e-15:95:40//ARTBR0RACTER SP. (STRAIN TE1826).// 
P40873 

F-NT2RP1001080//PR0BABLE ATP-DEPENDENT RNA HELICAS 
E DBP9. 111. 4e-29: 126: 46//SACCHAR0MYCES CEREVISIAE 
(BAKER'S YEAST). //Q06218 

F- NT2RP1001 1 1 3//SMALL PROUNE-RICH PROTEIN 2-1.// 
0. 49: 38: 39//H0M0 SAPIENS (HUMAN) . //P35326 
F-NT2RP1001173//RH0MB0TIN-1 (CYSTEINE RICH PROTEIN 
TTG-1) (T-CELL TRANSLOCATION PROTEIN 1) (UM-ONLY 
PROTEIN l).//0.99:54:37//H0M0 SAPIENS (HUMAN). II? 
25800 

F-NT2RP1001177//HIST0NE MACR0-H2A. 1. III. 6e-29: 85: 7 
6//RATTUS NORVEGICUS (RAT) . //Q02874 
F-NT2RP1001185 

F-NT2RP1001199//NEUR0T0XIN I . //l.O: 23: 47//CENTRUR0 
IDES SCULPTURATUS (BARK SCORPION). //P01 491 
F-NT2RP1001247//TRANSF0RMING GROWTH FACTOR BETA 4 
PRECURSOR (TGF-BETA 4) (ENDOMETRIAL BLEEDING- ASSOCI 
ATED FACTOR). //3.3e-08: 28: 89//H0M0 SAPI ENS (HUMAN). 
//000292 

F-NT2RP1001248//TAT PROTEIN (TRANSACTIVATING REGUL 
ATORY PROTEIN). //0. 33: 49: 28//HUMAN IMMUNODEFICIENC 
Y VIRUS TYPE 1 (NDK ISOUTE) (HIV-1).//P18804 
F- NT2RP1 001 253//GLUC0SAMI NE- 6- PHOSPHATE ISOMERASE 
(EC 5.3.1.10) (GLUCOSAKNE-6- PHOSPHATE DEAMINASE) 
(GNPDA) (OSCILUN) (KIAA0060).//3.8e-46: 115:81//H 
OMO SAPIENS (HUMAN). //P46926 
F-NT2RP1001286//GALECTIN-3 (GALACTOSE- SPECIFIC LEC 
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TIN 3) (MAC-2 ANTIGEN) (I GE- BINDING PROTEIN) (35 KD 
LECTIN) (CARBOHYDRATE BINDING PROTEIN 35) (CBP 35) 
(LAMININ- BINDING PROTEIN) (LECTIN L-29) (L-34 GAL 

ACTOSI DE-BINDING LECTIN) . //O. 16: 48: 37//MUS MUSCULU 

S (MOUSE). //P161 10 

F-NT2RP1001294//MICR0TUBULE- ASSOCIATED PROTEIN YTM 
l.//6.1e-05:92:34//SACCHAR0MYCES CEREVISIAE (BAKE 
R'S YEAST). //Q12024 

F- NT2RP1 00 1 302//MI CROTUBULE- ASSOCIATED PROTEIN YTM 
1. //I. 2e-05: 92: 33//SACCHAR0MYCES CEREVISIAE (BAKE 10 
R'S YEAST). //Q12024 

F-NT2RP1001310//PR0BABLE E4 PROTEIN. //O. 99: 109:26/ 
/HUMAN PAPILLOMAS RUSTYPE 5.//P06924 
F- NT2 RP 1 00 1 3 1 1 //SODI UM/HYDROGEN EXCHANGER 5 (NA(+) 
/H(+) EXCHANGER 5) (NHE-5) (FRAGMENT). //0. 99: 94: 31 
//HOMO SAPIENS (HUMAN) . //Q 14940 
F-NT2RP1001313//CYT0CHR0ME B5. //9. Oe- 13: 92: 38//SAC 
CHAROMYCES CEREVISIAE (BAKER'S YEAST) . //P40312 
F-NT2RP1 001 361//NADH- UBI QUI NONE OXIDOREDUCTASE SUB 
UNIT B14.5B (EC 1.6.5.3) (EC 1.6.99.3) (COMPLEX I- 20 
B14. 5B) (CI -B14. 5B) . //1 . 2e-47: 117: 74//B0S TAURUS 
(BOVINE). //Q02827 

F-NT2RP1001385//CELL DIVISION PROTEIN FTSN.//0.64: 

107: 28//ESCHERICHI A COLI . //P29131 

F- NT2RP 1 00 1 395//PR0C0LLAGEN ALPHA 2(1) CHAIN PRECU 

RSOR (FRAGMENTS). //0. 25: 35: 45//GALLUS GALLUS (CHIC 

KEN).//P02467 

F-NT2RP1001410//PUTATIVE GTP- BINDING PROTEIN W08E 
3. 3. //2. 2e-41: 129: 67//CAEN0RHABDITIS ELEGANS. //P91 
917 30 
F-NT2RP1001424//UREASE ACCESSORY PROTEIN UREF (FRA 
GMENT) . //0. 87: 24: 45//ESCHERI CHI A COU . //Q03286 
F-NT2RP1001432//CYSTEINE PROTEINASE INHIBITOR B (C 
YSTATIN B) (SCB).//1.0:35:42//HEUANTHUS ANNUUS (C 
OMMON SUNFLOWER). //Q10993 

F-NT2RP1001449//KERATIN, ULTRA HIGH-SULFUR MATRIX 
PROTEIN (UHS KERATIN). //0. 053: 37: 37//0VIS ARIES (S 
HEEP).//P26372 

F-NT2RP1001457//HYP0THETICAL 57.0 KD TRP-ASP REPEA 
TS CONTAINING PROTEININ CPR4-SSK22 INTERGENIC REGI 40 
ON.//2.9e-16:159:3O//SACCHAR0MYCES CEREVISIAE (BAK 
ER'S YEAST). //P25382 

F-NT2RP1001466//HYP0THETICAL PROTEIN MJ0284. //5.3e 
- 15: 162: 35//METHAN0C0CCUS JANNASCHI I . //Q57732 
F-NT2RP1001475//HYP0THETICAL 195.1 KD PROTEIN IN D 
NA43-UBI1 INTERGENIC REGION. //O. 69: 119: 27//SACCHAR 
OMYCES CEREVISIAE (BAKER'S YEAST) . //P40457 
F-NT2RP1001482//PR0TEAS0ME COMPONENT C9 (EC 3.4.9 
9.46) (MACROPAIN SUBUNIT C9) (MULTI CATALYTIC ENDOP 
EPTI DASE COMPLEX SUBUNI T C9) .7/1.0:58: 32//H0M0 SAP 50 



mM2 0 0 2- 1 9 1 3 6 3 
2994 

I ENS (HUMAN). //P25789 

F-NT2RP1001494//MALE STERILITY PROTEIN 2.//2.4e-l 
2:84:42//ARABID0PSIS THALIANA (MOUSE-EAR CRESS).// 
Q08891 

F-NT2RP1001543//MY0-IN0SIT0L-1-PH0SPHATE SYNTHASE 
(EC 5.5.1.4) (IPS).//6.3e-37:94:52//SPIR0DELA POLY 
RRHIZA.//P42803 

F-NT2RP1001546//LEUK0CYTE SURFACE ANTIGEN CD53 (CE 
LL SURFACE GLYCOPROTEIN CD53).//9.3e-ll:98:29//H0M 
0 SAPIENS (HUMAN). //P19397 

F-NT2RP1001569//SIGNAL RECOGNITION PARTICLE RECEPT 
OR BETA SUBUNIT (SR-BETA).//2.2e-64: 159: 84//MUS MU 
SCULUS (MOUSE). //P47758 

F-NT2RP1001616//HYP0THETICAL 13.5 KD PROTEIN C45G 
9.7 IN CHROMOSOME III . //9. 2e-05: 49: 42//CAEN0RHABDI 
TIS ELEGANS. //Q09506 

F-NT2RP1001665//REGB PROTEIN. //0. 99: 29: 37//PSEUD0M 
ONAS AERUGINOSA. //Q03381 

F-NT2RP2000001//SMALL PROUNE-RICH PROTEIN 2-1.// 
0.64:36:41//H0M0 SAPIENS (HUMAN) . //P35326 
F-NT2RP2000006//DNAJ PROTEIN HOMOLOG 1 (HDJ-1) (HE 
AT SHOCK PROTEIN 40) (HSP40).//1.7e-19:74:52//H0M0 
SAPIENS (HUMAN). //P25685 

F-NT2RP2000OO7//TR0POMYOSIN, FIBROBLAST AND EPITHE 
UAL MUSCLE- TYPE (TM36) (TME1) (TMl).//0. 93: 126:23 
//HOMO SAPIENS (HUMAN) . //P06468 
F-NT2RP2000008//ZINC FINGER PROTEIN 33A (ZINC FING 
ER PROTEIN K0X31) (KIAA0065) (HA0946) (FRAGMENT)./ 
/4. 2e-35: 156: 54//H0M0 SAPIENS (HUMAN) . //Q06730 
F-NT2RP2000027/ /NADH-UBI QUI NONE OXIDOREDUCTASE CHA 
IN 5 (EC 1.6.5.3) (FRAGMENT). //0. 95: 41: 39//MACACA 
FASCICULARIS (CRAB EATING MACAQUE) (CYNOMOLGUS MON 
KEY).//P50665 

F-NT2RP2000032//BAX PROTEIN, CYTOPLASMIC ISOFORM G 
AMMA.//1.0:35:34//H0M0SAPIENS (HUMAN). //Q078 15 
F-NT2RP2000040//BASIC PROUNE-RICH PEPTIDE IB-1.// 
0. 0024: 58: 36//H0M0 SAPIENS (HUMAN) . //P04281 
F-NT2RP2000045//DNAJ PROTEIN. //I. le-12: 42: 66//THER 
MUS AQUATICUS (SUBSP.THERM0PHILUS).//Q56237 
F-NT2RP2000054//GONADOUBERIN III PRECURSOR (GONAD 
OTROPIN-RELEASING HORMONE III) (GNRH-III) (LH-RH I 
II) (LUUBERIN III). //0. 20: 46: 36//0NC0RHYNCHUS HAS 
OU (CHERRY SALMON) (MASU SALMON) . //P30973 
F-NT2RP2000056//PR0TEIN-TYR0SINE PHOSPHATASE EPSIL 
ON PRECURSOR (EC 3.1.3.48) (R-PTP- EPSIL0N).//1.3e 
- 18: 45: 100//MUS MUSCULUS (MOUSE) . //P49446 
F-NT2RP2000067//H0ME0B0X PROTEIN H0X-A5 (S12-B) (F 
RAGMENT).//0.71:44:40//SALM0 SAUR (ATLANTIC SALMO 
N).//P09637 

F-NT2RP2000070//INSUUN. //0. 94: 30: 43//HYSTRIX CRIS 
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TATA (CRESTED PORCUPINE) . //P01328 
F-NT2RP2000076//ETS-LIKE PROTEIN POINTED PI (D-ETS 
-2) . //O. 0013: 76: 40//DR0S0PHILA HELANOGASTER (FRUIT 
FLY).//P51022 

F-NT2RP2000077//U1 SMALL PCLEAR RIBONUCLEOPROTEIN 
C (Ul-C) . //0. 24: 49: 4O//H0M0 SAPIENS (HUMAN) . //P09 
234 

F- NT2RP2000079//PLATELET FACTOR 4 (PF-4).//0. 15:5 

2:30//SUS SCROFA (PIQ.//P30034 

F- NT2RP2000088//HYP0THETI CAL 13.6 KD PROTEIN IN SP 10 

T4-R0M1 INTERGENIC REGION. //l.O: 36: 44//SACCHAR0MYC 

ES CEREVISIAE (BAKER'S YEAST) . //P53245 

F- NT2RP200009 1 //BYPOTHETI CAL PROTEIN HI0149 PRECUR 

SOR. //0. 22: 38: 47//HAEM0PHILUS INFLUENZAE. //P43953 

F-NT2RP2000097//VIRUS ATTACHMENT PROTEIN (061R) . // 

0. 75:33:36//AFRICAN SWINE FEVER VIRUS (STRAIN BA71 
V) (ASFV).//P32510 

F-NT2RP2000098 

F-NT2RP2000108//! ! ! ! ALU SUBFAMILY SX WARNING ENTR 
Y I ! ! I//2. 4e-09: 50: 70//H0M0 SAPIENS (HUMAN) . //P391 20 
95 

F-NT2RP2000114//WISR0n-ALDRICH SYNDROME PROTEIN 
(WASP).//0.024:52:44//H0M0 SAPIENS (HUMAN) . //P4276 
8 

F-NT2RP2000120//5.8 KD PROTEIN IN HMC OPERON (ORF 
4).//0.67:37:32//DESULF0VIBRI0 VULGARIS (STRAIN HI 
LDENB0R0UGH).//P33391 

F-NT2RP2000126//CHR0M0D0MAI N-HELI CASE-DNA-BI NDI NG 
PROTEIN 1 (CHD-l).//1.5e-23:94:47//H0M0 SAPIENS (H 
UMAN).//014646 30 
F-NT2RP2000133//SPUCE0S0ME ASSOCIATED PROTEIN 49 
(SAP 49) (SF3B53). //5.6e- 10: 82: 39//H0M0 SAPIENS (H 
UMAN).//Q15427 

F-NT2RP2000147//CLATHRIN COAT ASSEMBLY PROTEIN AP4 
7 (CLATHRIN COAT ASSOCIATED PROTEIN AP47) (GOLGI A 
DAPTOR AP I 47 KD PROTEIN) (HA1 47 KD SUBUNIT) (a 
ATHRIN ASSEMBLY PROTEIN ASSEMBLY PROTEIN COMPLEX 1 
MEDIUM CHAIN). //6.7e-89: 96: 98//MUS MUSCULUS (MOUS 
E) . //P35585 

F-NT2RP2000153//PEPTIDYLPROLYL ISOMERASE CYP-1 (EC 40 
5.2.1.8) (PEPTIDYLPROLYL CIS-TRANS ISOMERASE) (CY 
CLOPHIUN) (PPIASE) . //1. 7e-05: 136: 33//BRUGIAMALAY 

1. //Q27450 

F-NT2RP2000157//ML02 PROTEIN. 1/1. 7e-06: 62: 40//SCHI 
ZOSACCHAROMYCES POMBE (FISSION YEAST) . //Q09329 
F-NT2RP2000161//DIS3 PROTEIN H0M0L0G.//2.7e-33: 17 
3: 45//CAEN0RHABDI TI S ELEGANS. //Ql 7632 
F- NT2RP2000 1 73//HYP0THETI CAL 10.5 KD PROTEIN IN SO 
DA-COMGA INTERGENIC REGION. //0. 99: 62: 25//BACILLUS 
SUBTILIS.//P54499 50 
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F-NT2RP2000175//MALE SPECIFIC SPERM PROTEIN MST84D 
B.//0.19:41:43//DR0S0PHIU MELANOGASTER (FRUIT FL 
Y).//Q01643 

F- NT2RP2000 1 83//DI HYDROPYRIMI DINASE RELATED PROTEI 
N-2 (DRP-2) (NEURAL SPECIFIC PROTEIN NSP60) . //4. le 
-19: 114: 44//B0S TAURUS (BOVINE). //002675 
F-NT2RP2000195//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.3 
4) (A6L).//0.99:30:33//MICR0TUS PENNSYLVANICUS (ME 
ADOW V0LE).//P24949 

F-NT2RP2000205//MERCURIC TRANSPORT PROTEIN PERIPLA 
SMIC COMPONENT PRECURSOR (PERIPLASMIC MERCURY ION 
BINDING PROTEIN) (MERCURY SCAVENGER PROTEIN). //0.0 
98:88:25//SHEWANELLA PUTREFACIENS (PSEUDOMONAS PUT 
REFACIENS).//Q54463 

F-NT2RP2000208//MALE SPECIFIC SPERM PROTEIN MST84D 
D. //0. 020: 19: 57//DR0S0PHILA MELANOGASTER (FRUIT FL 
Y).//Q01645 

F-NT2RP2000224//PUTATIVE CUTICLE COLLAGEN C09G5.4. 
//0. 0058: 159: 32//CAEN0RHABDITIS ELEGANS. //Q09455 
F-NT2RP2000232//P55-C-F0S PROTO-ONCOGENE PROTEIN ' 
(FRAGMENT). //1. 0:44: 38//0VIS ARIES (SHEEP) . //00276 
1 

F- NT2RP2000233//GASTRI N/CHOLECYSTOKI NI N TYPE B REC 
EPTOR (CCK-B RECEPTOR) (CCK-BR) . //O. 34: 53: 43//CANIS 
FAMIUARIS (D0G).//P30552 

F-NT2RP2000239//ACIDIC PROUNE-RICH PROTEIN PRECUR 
SOR (CLONE PRP25) (FRAGMENT) . //0. 019: 69: 33//RATTUS 
NORVEGICUS (RAt).//P10164 

F-NT2RP2OO0248//0V0MUC0ID (FRAGMENT) . //0. 88: 18: 55/ 
/POLYPLECTRON EMPHANUM (PALAWAN PEACOCK- PHEASANT) . / 
/P52250 

F-NT2RP2000257//PUTATIVE MITOCHONDRIAL CARRIER YIL 
006W.//6.4e-09:83:37//SACCHAR0MYCES CEREVISIAE (BA 
KER'S YEAST). //P40556 

F-NT2RP2000258//MY0SIN II HEAVY CHAIN, NON MUSCLE. 
//0.081:217:28//DICTY0STEUUM DISCOIDEUM (SLIME MO 
LD).//P08799 

F-NT2RP2000270//!!!! ALU SUBFAMILY J WARNING ENTRY 
! ! ! I//2. 4e-17: 80: 57//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-NT2RP2000274//HYP0THETI CAL 5.8 KD PROTEIN. //0. 08 
2:22:45//CL0VER YELLOWMOSAIC VIRUS (CYMV) . //P16485 
F-NT2RP2000283//HYP0THETICAL 83.6 KD PROTEIN R05D 
3.2 IN CHROMOSOME III . //0. 39: 38: 34//CAEN0RHABDI TI S 
ELEGANS. //P34535 
F-NT2RP2000288 

F-NT2RP2000289//HYP0THETI CAL 9.4 KD PROTEIN IN RNP 
A-THDF INTERGENIC REGI0N.//O.4O:38:42//ESCHERICHIA 
C0U.//P22847 

F-NT2RP2000297//ZINC FINGER PROTEIN 85 (ZINC FINGE 
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R PROTEIN HPF4) (ETFl).//2.3e-62:206:47//H0M0 SAPI 
ENS (HUMAN). //Q03923 

F-NT2RP2000298//CUTICLE COLLAGEN 12 PRECURSOR. //O. 
55: 81: 40//CAEN0RHABDITIS ELEGANS. //P20630 
F-NT2RP2000310//RUBRED0XIN (RD) . //0. 13: 43: 41//TREP 
ONEMA PALUDUH.//083956 

F-NT2RP2000327//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.3 
4) (A6L) . //I . 0: 46: 30//GADUS MORHUA (ATLANTIC COD). 
//P15996 

F-NT2RP2000328//HYP0THETI CAL 86.6 KD PROTEIN IN PF 10 
K1-TDS4 INTERGENIC REGION. //2.0e- 21: 198: 31 //SACCHA 
ROMYCES CEREVISIAE (BAKER'S YEAST).//P53313 
F-NT2RP2000329//GTP:AMP PHOSPHOTRANSFERASE BTOCHO 
NDRIAL (EC 2.7.4.10) (AK3) . //1 . 8e-91 : 155: 92//B0S T 
AURUS (BOVINE). //P08760 

F-NT2RP2000337//PR0TEIN A54. //0. 75: 48: 35//VACCINI A 
VIRUS (STRAIN WR), AND VACCINIA VIRUS (STRAIN COP 
ENHAGEN).//P21072 

F-NT2RP2000346//MYEL0ID DIFFERENTIATION PRIMARY RE 
SPONSE PROTEIN MYD116. //9. 7e-13: 114: 42//MUS MUSCUL 20 
US (MOUSE). //P17564 

F-NT2RP2000369//CALTRIN (CALCIUM TRANSPORT INHIBIT 
OR) . //0. 98: 47: 34//MUSMUSCULUS (MOUSE) . //Q09098 
F-NT2RP2000412//SHORT NEUROTOXIN D PRECURSOR. //0. 6 
6: 57: 36//AIPYSURUS LAEVIS (OLIVE SEA SNAKE) . //P199 
60 

F- NT2RP20004 1 4//HETER0GENE0US NUCLEAR RIBONUCLEOPR 
OTEIN F (HNRNP F).//1.0e-27:96:67//H0M0 SAPIENS (H 
UMAN).//P52597 

F-NT2RP2000420//ZINC FINGER PROTEIN 191. //O. 16: 47: 30 
38//H0M0 SAPIENS (HUMAN) . //014754 
F-NT2RP2000422//PUTATIVE PHOSPHOACETYLGLUCOSAMINE 
MUTASE (EC 5.4.2.3) (ACETYLGLUCOSAMINE PHOSPHOMUTA 
SE) (N- ACETYLGLUCOSAMINE- PHOSPHATE MUTASE) . //3. 6e- 
19:148:36//SCHIZ0SACCHAR0MYCES POMBE (FISSION YEAS 
T).//Q09687 

F-NT2RP2000438//TUBULIN GAMMA CHAIN. //0. 86: 190: 27/ 
/REHCULOMYXA FIL0SA.//P54405 
F-NT2RP2000448//0XYSTER0L-BINDING PROTEIN. //3. 7e-l 
3: 140: 42//H0M0 SAPI ENS (HUMAN) . //P22059 40 
F-NT2RP2000459//NEUR0NAL PROTEIN 3.1 (P311 PROTEI 
N).//1.0:45:35//H0M0 SAPIENS (HUMAN) . //Q 166 12 
F-NT2RP2000498//!!!! ALU SUBFAMILY SQ WARNING ENTR 
Y !! !!//0. 062: 25: 68//H0M0 SAPIENS (HUMAN) . //P39194 
F-NT2RP2000503 

F-NT2RP2000510//TOXIN IV-5.//1.0:51:33//TITYUS BAH 
IENSIS (BRAZILIAN SCORPI ON) . //P56608 
F-NT2RP2000516//SLYX PROTEIN. //1. 0: 52: 32//ESCHERIC 
HI A C0LI.//P30857 

F-NT2RP2000523//PH0RB0LI N I (FRAGMENTS) . //1 . 4e-06: 50 
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36: 47//H0M0 SAPIENS (HUMAN). //P31941 
F-NT2RP2000603/ /ALPHA/BETA- GLI ADI N PRECURSOR (PROL 
AMIN) (CLASS A-III).//0.93:119:26//TRITICUM AESTIV 
UM (WHEAT). //P04723 

F-NT2RP2000617//SPERM PROTAMINE PI (CYSTEINE- RICH 
PROTAMINE) . //0. 056: 16: 62//0VIS ARIES (SHEEP) , AND 
CAPRAHIRCUS (GOAT) . //P04 102 
F-NT2RP2000634//NEDD-4 PROTEIN (EC 6.3.2.-) (KIAAO 
093) (FRAGMENT). //1.8e-05: 128: 28//H0M0 SAPIENS (HU 
MAN).//P46934 

F-NT2RP2000644//HYP0THETICAL PROTEIN HI 1566 PRECUR 
SOR. //0. 85: 48: 39//HAEM0PHILUS INFLUENZAE. //P44257 
F-NT2RP2000656//EARLY GROWTH RESPONSE PROTEIN 1 (E 
GR-1) (NERVE GROWTH FACTOR- INDUCED PROTEIN A) (NGF 
I - A) . //1 . 0: 1 1 1 : 24//RATTDS NORVEGICUS (RAT).//P0815 
4 

F-NT2RP2000658//UR0NATE ISOMERASE (EC 5.3.1.12) (G 
LUCURONATE ISOMERASE) (URONIC ISOMERASE) . //0. 49: 79: 
31//ESCHERICHIA C0U.//P42607 
F-NT2RP2000668//MEROZOITE SURFACE ANTIGEN 2 PRECUR 
SOR (MSA-2) (45 KD MEROZOITE SURFACE ANTIGEN). //O. 
020: 115: 30//PLASM0DI UM FALCIPARUM (ISOLATE 3D7).// 
P50498 

F-NT2RP2000678//! ! ! ! ALU SUBFAMILY J WARNING ENTRY 
!!!!//0. 00085: 38: 68//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-NT2RP2000704//!!!! ALU SUBFAMILY J WARNING ENTRY 
I ! 1 1//2. 2e-17: 55: 74//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-NT2RP2000710//ASPARTYL-TRNA SYNTHETASE (EC 6.1. 
1.12) (ASPARTATE--TRNAUGASE) (ASPRS).//8.9e-47: 10 
6: 59//TREP0NEMA PALLI DUM. //083950 
F-NT2RP2000715 

F-NT2RP2000731//C0NIDIATI0N-SPECinC PROTEIN 10.// 
0.094: 31: 41//NEUR0SP0RA CRASSA.//P10713 
F-NT2RP2000758//I ! ! ! ALU SUBFAMILY J WARNING ENTRY 
!!!!//0. 00027: 31: 74//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-NT2RP2000764//NIFS PROTEIN. Ill, 7e-27: 175: 47//ANA 
BAENASP. (STRAIN PCC7120) . //P12623 
F-NT2RP2000809//HYP0THETI CAL PROTEIN MG381 HOMOLO 
G. //0. 91: 85: 25//MYC0PLASMA PNEUMONIAE. //P75219 
F-NT2RP2000812//DILUTE MYOSIN HEAVY CHAIN, NON-MUS 
CLE (MYOSIN 5A).//2.8e-07:133:31//MUS MUSCULUS (MO 
USE).//Q99104 

F-NT2RP2000814//40S RIBOSOMAL PROTEIN S27A.//0.93: 
44:38//LYCOPERSIC0N ESCULENTUM (TOMATO), AND SOLAN 
UM TUBEROSUM (POTATO) . //P27083 
F- NT2RP20008 1 6//HYP0THETI CAL 88.4 KD PROTEIN B046 
4.7 IN CHROMOSOME III . //3. 3e-21: 123: 39//CAEN0RHABD 
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ITIS ELEGANS.//Q03565 

F-NT2RP2000819//TR0P0MY0SIN 5, CYTOSKELETAL TYPE./ 
/1.0:71:30//MUS MUSCULUS (MOUSE). //P2 11 07 
F-NT2RP2000841//GUANINE NUCLEOTIDE RELEASING PROTE 
IN (GNRP).//0.0011: 133: 26//MUS MUSCULUS (MOUSE).// 
P27671 

F-NT2RP2000842//LYS0PH0SPHATI DI C ACID RECEPTOR (ED 
G-2).//6.4e-13:22:95//H0M0 SAPIENS (HUMAN) , //Q9263 
3 

F-NT2RP2000845//B0WMAN-BIRK TYPE PROTEINASE INHIBI 10 
TOR (MSTI) . //0. 92: 24: 41//HEDICAG0 SCUTELLATA (SNAI 
L MEDIC). //P80321 

F-NT2RP2000863//N-MYC PROTO- ONCOGENE PROTEIN. //0.0 
10: 148: 27//XEN0PUS UEVIS (AFRICAN CLAWED FROG).// 
P24793 

F-NT2RP2000880//PR0BABLE TRANSLATION INITIATION FA 
CTOR IF-2. //4. Oe-100: 199: 94//H0M0 SAPIENS (HUMAN). 
//060841 

F-NT2RP2000892//PR0C0LIAGEN ALPHA 1(11) CHAIN PREC 
URSOR [CONTAINS: CHONDROCALCI N] . //0. 43: 45: 44//MUS 20 
MUSCULUS (MOUSE). //P28481 

F-NT2RP2000931//MATRIN 3. III. 8e-46: 104: 92//RATTUS 
NORVEGICUS (RAT).//P43244 

F-NT2RP2000932//2-5A-DEPENDENT RIBONUCLEASE (EC 3. 
1.26. -) (2- 5A- DEPENDENT RNAASE) (RNASE L) (RIBONUC 
LEASE 4) (FRAGMENT) . //3. 9e-07: 1 13: 31//MUS MUSCULUS 

(MOUSE). //Q05921 
F-NT2RP2000938//V0LTAGE-GATED POTASSIUM CHANNEL PR 
OTEIN KV3.3 (KSHIIID) . //0. 026: 59: 45//RATTUS NORVEG 
ICUS (RAT) V/Q01956 30 
F- NT2RP2000943//HYP0THETT CAL PROTEIN RIAA0079 (HA3 
543).//5.9e-18:161:42//H0M0 SAPIENS (HUMAN) . //P539 
92 

F-NT2RP2000965//INNER CENTROMERE PROTEIN (INCENP). 
//0. 062: 156: 25//GALLUSGALLUS (CHICKEN) . //P53352 
F-NT2RP2000970//EC PROTEIN H0M0L0G.//1.0:50:30//AR 
ABIDOPSIS THAU ANA (MOUSE-EAR CRESS) . //P93746 
F- NT2RP2000985//HYP0THETI CAL 96.8 KD PROTEIN IN SI 
S2-MTD1 INTERGENIC REGION. 111. 5e- 06:53 :47//SACCHAR 
OMYCES CEREVISIAE (BAKER' S YEAST) . //P36159 40 
F-NT2RP2000987//INSECT TOXIN 4 (INSECT TOXIN AAH I 
T4).//1.0:32:34//ANDR0CT0NUS AUSTRALIS HECTOR (SAH 
ARA SC0RPI0N).//P21150 

F-NT2RP2001036//!!!! ALU SUBFAMILY SP WARNING ENTR 

Y I ! ! !//l. 2e-33: 65: 81//H0M0 SAPIENS (HUMAN) . //P391 
93 

F-NT2RP2001044//HIRUSTASIN. //0. 97: 15: 66//HIRUD0 ME 
DICINALIS (MEDICINAL LEECH) . //P80302 
F-NT2RP2001056//! ! ! ! ALU SUBFAMILY SQ WARNING ENTR 

Y !! !!//1.0e-24: 85: 65//H0M0 SAPIENS (HUMAN) . //P391 50 
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F-NT2RP2001065//B0WMAN-BIRK TYPE SEED TRYPSIN AND 
CHYMOTRYPSIN INHIBI TOR (BTCI) .//0.41: 50:32//VIGNA U 
NGUICULATA (C0WPEA).//P17734 
F-NT2RP2001070//PROBABLE PYRIDOXAMINE 5' -PHOSPHATE 
OXIDASE (EC 1.4.3.5)(PNP/PMP OXIDASE) (FPRA PROTE 
IN) . //6. 2e-18: 64: 48//MYX0C0CCUS XANTHUS. //P21159 
F-NT2RP2001081//SYNAPT0TAGMIN IV. 1/1. 8e-16: 94: 46// 
RATTUS NORVEGICUS (RAT) . //P50232 
F-NT2RP2001094//METALL0THI0NEIN-I (MT-I) . //I. 0: 24: 
33//RATTUS NORVEGI CUS (RAT) . //P02803 
F-NT2RP2001119//!!!! ALU SUBFAMILY SX WARNING ENTR 
Y !!!!//7.5e-ll:61:63//HOM0 SAPIENS (HUMAN) . //P391 
95 

F-NT2RP2001127//XE169 PROTEIN (SMCX PROTEIN) (FRAG 
MENTS) . //I . Oe-47: 155: 58//MUS MUSCULUS (MOUSE) . //P4 
1230 

F-NT2RP2001137//C0LLAGEN ALPHA 1(XII) CHAIN (FRAGM 
ENTS) . //0. 10: 68: 39//B0S TAURUS (BOVINE) . //P25508 
F-NT2RP2001149//1 ! I ! ALU SUBFAMILY J WARNING ENTRY 
!!!!//l.le-13:81:59//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-NT2RP2001168//PR0TEIN KINASE C SUBSTRATE 80 KD P 
ROTEIN (FRAGMENTS) . //0. 0071: 77: 33//RATTUS NORVEGIC 
US (RAT).//P20468 

F-NT2RP2001 173//CYT0SKELET0N-ASS0CI ATED PROTEIN CK 
API (TUBULIN FOLDING COFACTOR B).//1.0:36:41//H0M0 
SAPIENS (HUMAN). //Q99426 

F-NT2RP2001174//ZINC FINGER PROTEIN 137.//7.2e-ll: 
65: 43//H0M0 SAPIENS (HUMAN) . //P52743 
F-NT2RP2001 196//NADH-UBI QUI NONE OXIDOREDUCTASE CHA 
IN 2 (EC 1.6.5.3).//1.0:95:26//CAPRA HIRCUS (GOA 
T).//Q36346 

F-NT2RP2001218//HYP0THETI CAL 59.2 KD PROTEIN IN MO 
B1-SGA1 INTERGENIC REGION. //0. 00024: 80: 23//SACCHAR 
OMYCES CEREVISIAE (BAKER'S YEAST) . //P40486F-NT2RP2 
001226//RABPHILIN-3A (FRAGMENT) . //4. 6e-05: 121: 39// 
MUS MUSCULUS (MOUSE) . //P47708 
F-NT2RP2001233//ZINC FINGER PROTEIN ZFP-36 (FRAGME 
NT).//3.2e-61:153:56//H0M0 SAPIENS (HUMAN). //PI 641 
5 

F-NT2RP2001245//SYNAPT0NEMAL COMPLEX PROTEIN 1 (SC 
P-l PROTEIN). //4.9e-05: 230: 21//H0MO SAPIENS (HUMA 
N).//Q15431 

F-NT2RP2001268//H0ME0B0X PROTEIN CEH-32.//0.23: 15 
9:25//CAEN0RHABDITTS ELEGANS.//Q23175 
F-NT2RP2001277 

F- NT2RP200 1 290//BETA - SOLUBLE NSF ATTACHMENT PROTEI 
N (SNAP-BETA) (SNAP- ALPHA HOMOLOG) (BRAIN PROTEIN 
1 47) (FRAGMENT) . Ill . Oe-86: 131 : 97//MUS MUSCULUS (MO 
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USE).//P28663 
F-NT2RP2001295 

F-NT2RP2001312//N-ACETYLGL0C0SAMINE-6-SULFATASE PR 
ECURSOR (EC 3. 1.6. 14) (G6S) (GLUCOSAK NE-6-SULFATAS 
E) . //0. 64: 80: 33//CAPRA HIRCDS (GOAT) . //P50426 
F-NT2RP2001327//TUM0R NECROSIS FACTOR, ALPHA-INDUC 
ED PROTEIN 1, ENDOTHELIAL (B12 PR0TEIN).//1.0e-36: 
118: 65//H0M0 SAPIENS (HUMAN). //Ql 3829 
F-NT2RP2001328//PR0BABLE E5 PROTEIN. //1. 0: 46: 41//H 
UMAN PAPILLOMAVIRUS TYPE 33.//P06426 10 
F-NT2RP2001347//! ! ! ! ALU SUBFAMILY SP WARNING ENTR 
Y ! !!!//4.5e-19: 66: 62//H0M0 SAPIENS (HUMAN) . //P391 
93 

F- NT2RP200 1 366//SPERM- SPECI FI C PROTEIN PHI-1.//0.6 
6:55:32//MYTILUS EDUUS (BLUE MUSSEL) . //Q04621 
F-NT2RP2001378//V0LTAGE-GATED POTASSIUM CHANNEL PR 
OTEI N KV3.3 (KSHI I I D) (FRAGMENT) . //O. 060: 78: 33//H0M 
0 SAPIENS (HUMAN). //Q14003 
F-NT2RP2001381//26S PROTEASE REGULATORY SUBMIT 8 
(SUG1 HOMOLOG) (XSUG1) . //1 . 0: 167: 26//XEN0PUS LAEVI 20 
S (AFRICAN CLAWED FROG) . //P46470 
F-NT2RP2Q01392//KERATIN, HIGH-SULFUR MATRIX PROTEI 
N, IIIA3. //0. 0080: 82: 32//0VIS ARIES (SHEEP) . //P024 
41 

F-NT2RP2001394//P0LYH0ME0TIC-PR0XIMAL CHROMATIN PR 
0TEIN.//0.024:39:53//DR0S0PHILA MELANOGASTER (FRUI 
T FLY).//P39769 

F-NT2RP2001397//G2/MIT0TIC-SPECIFIC CYCLIN B2.//1. 
4e-46:125:78//MES0CRICETUS AURATUS (GOLDEN HAMSTE 
R) . //P37883 30 
F- NT2RP200 1 420//SAU VARY PROLINE-RICH PROTEIN PREC 
URSOR (CLONES CP3, CP4AND CPS) [CONTAINS: BASIC PE 
PTIDE IB-6; PEPTIDE P-H]. //O. 00018: 113: 38//H0M0 SA 
PI ENS (HUMAN). //P04280 

F-NT2RP2001423//HYP0THETI CAL 9.4 KD PROTEIN IN GP3 
1-CD INTERGENIC REGION(ORF A) . //0. 90: 23: 43//BACTER 
IOPHAGE T4.//P17307 

F-NT2RP2001427//! ! ! ! ALU SUBFAMILY J WARNING ENTRY 
! ! ! ! III. 2e- 1 1 : 38: 68//H0M0 SAPI ENS (HUMAN) . //P3918 
8 40 
F-NT2RP2001436//DYNEIN LIGHT INTERMEDIATE CHAIN 2, 
CYTOSOLIC (UC53/55) (LIC-2) . //0. 25: 124: 28//RATTUS 
NORVEGICUS (RAT).//Q62698 

F-NT2RP2001440//14-3-3 PROTEIN GAMMA (PROTEIN KINA 
SE C INHIBITOR PROTEIN-1) (KCIP-l).//4.8e-62: 145:9 
0//RATTUS NORVEGICUS (RAT) . //P35214 
F-NT2RP2001445 

F-NT2RP2001449//CLEAVAGE AND POLYADENYLATION SPECI 

FICITY FACTOR, 100 KDSUBUNIT (CPSF 100 KD SUBUNI 

T) . //9. 5e- 1 18: 226: 95//B0S TAURUS (BOVINE). //Q10568 50 
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F-NT2RP2001450 

F-NT2RP2001467//SH0RT NEUROTOXIN 1 (TOXIN V-II-1). 
//1 . 0: 25: 40//BUNGARUSFASCI ATUS (BANDED KRAIT) . //PI 
0808 

F-NT2RP2001506 

F-NT2RP200151 1//HYP0THETI CAL 115.4 KD PROTEIN ZK75 
7.3 IN CHROMOSOME III. //0. 49: 124: 29//CAEN0RHABDITI 
S ELEGANS.//P34681 

F-NT2RP2001520//VITAMIN D- DEPENDENT CALCIUM-BINDIN 
G PROTEIN, INTESTINAL(CABP) (CALBINDIN D9K).//0.03 
5:71:33//H0M0 SAPIENS (HUMAN) . //P29377 
F-NT2RP2001526 

F-NT2RP2001536//METALL0THI0NEIN-.I (MT-1) . //1. 0: 19: 
42//C0LUMBA LIVIA (DOMESTIC PIGEON). //PI 5786 
F-NT2RP2001560//CUTICLE COLLAGEN 12 PRECURSOR. //O. 
0018: 144: 35//CAEN0RHABDITIS ELEGANS. //P20630 
F-NT2RP2001569//!!!! ALU SUBFAMILY SQ WARNING ENTR 
Y !!!!//2.7e-31:102:67//H0M0 SAPIENS (HUMAN) . //P39 
194 

F-NT2RP2001576//SMP3 PROTEIN. //0. 00016: 75: 36//SACC 
HAROMYCES CEREVISIAE (BAKER'S YEAST). //Q04 174 
F- NT2RP200 1581/ /TRANSMEMBRANE PROTEIN SEX PRECURSO 
R. //0. 040: 46: 36//H0M0SAPIENS (HUMAN) . //P51805 
F-NT2RP2001597//PR0BABLE E4 PROTEIN. //O. 00042: 113: 
34//HUMAN PAPILLOMAVIRUS TYPE 5.//P06924 
F-NT2RP2001601 

F-NT2RP2001613//H0ME0B0X PROTEIN SAX-1 (CHOX-3) (F 
RAGMENT) . //0. 14: 59: 32//GALLUS GALLUS (CHICKEN) . II? 
19601 

F-NT2RP2001628//A-AGGLUTININ ATTACHMENT SUBUNIT PR 
ECURSOR. //0. 056: 140: 33//SACCHAR0MYCES CEREVISIAE 
(BAKER'S YEAST). //P32323 

F-NT2RP2001634//ALPHA-CATENIN. 111. le«12: 152: 35//DR 
OSOPHIU MELANOGASTER (FRUI T FLY) . //P35220 
F-NT2RP2001660//HYPOTHEnCAL 80.4 KD PROTEIN IN SM 
C3-MRPL8 INTERGENIC REGION. 110. 43: 119: 26//SACCHAR0 
MYCES CEREVISIAE (BAKER' S YEAST) . //P40358 
F-NT2RP2001663//ALPHA ENOLASE (EC 4.2.1.11) (2-PHO 
SPHO-D-GLYCERATE HYDRO-LYASE) (NON- NEURAL ENOLAS 
E) (NNE) (PHOSPHOPYRUVATE HYDRATASE).//1.2e-26:12 
6: 56//H0M0 SAPIENS (HUMAN) . //P06733 
F-NT2RP2001675//HYP0 , raETICAL 107.7 KD PROTEIN IN R 
PSO 5' REGION (0RF1) . 110. 25: 148: 25//CAMPYL0BACTER J 
EJUNI . //Q46089 

F-NT2RP2001677//ACIDIC PROUNE-RICH PROTEIN PRECUR 
SOR (CLONE PRP25) (FRAGMENT). 110. 010: 101: 31//RATTU 
S NORVEGICUS (RAT) . //P10164 
F-NT2RP2001678//!!!! ALU SUBFAMILY J WARNING ENTRY 
! ! ! ! //2. 6e- 18: 83: 61//H0M0 SAPIENS (HUMAN) . //P3918 

8 
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F-NT2RP2001699//PR0TEIN C14. //0. 98: 51: 31//VACCINIA 
VIRUS (STRAIN COPENHAGEN) . //P2 1045 
F-NT2RP2001720//MER0Z0ITE SURFACE ANTIGEN 2 PRECUR 
SOR (MSA- 2) (ALLELIC FORM 1) . //O. 16: 145: 30//PLASM0 
DIUM FALCIPARUM (ISOLATE CAMP / MALAYSIA) . //Q99317 
F- NT2RP200 1 72 1 //MALE- SPECI FI C LETHAL- 2 PROTEIN.// 
0.00090: 48: 39//DR0S0PHIU MELANOGASTER (FRUIT FL 
Y) . //P50534 

F-NT2RP2001740//ANNEXIN VII (SYNEXIN) (FRAGMENT)./ 
/0. 50: 43: 25//B0S TAURUS (BOVI NE) . //P20072 10 
F- NT2RP200 1 748//SALI VARY PROLINE-RICH PROTEIN PO 
(ALLELE K) [CONTAINS: PEPTIDE P-D] (FRAGMENT) . //O. 
77:111:28//H0M0 SAPIENS (HUMAN) . //PI 01 62 
F-NT2RP2001762 

F-NT2RP2001813//PH0T0SYSTEM I REACTION CENTRE SUBU 
NIT VIII (PSI -I) . //I. 0: 22: 40//PICEA ABIES (NORWAY 
SPRUCE) (PI CEA EXCELSA) . //047040 
F-NT2RP2001839//SCY1 PROTEIN. //6. 8e-17: 204: 27//SAC 
CHAROMYCES CEREVI SI AE (BAKER'S YEAST) . //P53009 
F-NT2RP2001861//D15KZ1 PROTEIN (FRAGMENT) V/0. 31: 5 20 
6:39//MUS MUSCULUS (MOUSE) . //Q6 1466 
F-NT2RP2OO1869//C0RNE0DESM0SIN (S PROTEIN) (FRAGME 
NT) . //0. 97: 78: 30//SUSSCR0FA (PIG) . //019084 
F-NT2RP2001876//ALL0GRAFT INFLAMMATORY FACTOR-1 (A 
IF-1) (IONIZED CALCIUMBINDING ADAPTER MOLECULE 1). 
//3. 5e-36: 106: 66//H0M0 SAPIENS (HUMAN) . //P55008 
F- NT2RP200 1 883//CATHEPSI N L (EC 3.4.22. 15). //O. 95: 
29: 41//0VIS ARIES (SHEEP) . //Q10991 
F-NT2RP2001898//TYPE II IN0SIT0L-1,4,5-TRISPH0SPHA 
TE 5- PHOSPHATASE PRECURSOR (EC 3.1.3.56) (5PTASE) 30 
(FRAGMENT). //1.6e-84: 185: 88//H0M0 SAPIENS (HUMAN). 
//P32019 

F-NT2RP2001900//ACTIN-LIKE PROTEIN ARP5.//1. le-17: 
180: 34//SACCHAR0MYCESCEREVI SI AE (BAKER' S YEAST) . // 
P53946 

F-NT2RP2001907//HYPHAL WALL PROTEIN 1 (CELL ELONGA 
TION PROTEIN 2).//0. 13: 108: 27//CANDIDA ALBICANS (Y 
EAST).//P46593 

F-NT2RP2001926//HYP0THETICAL 7.6 KD PROTEIN YCF33. 
//0. 55: 57: 26//CYAN0PH0RA PARADOXA. //P48273 40 
F-NT2RP2001936 

F-NT2RP2001943//HYP0THEnCAL 57.7 KD PROTEIN IN AI 
P1-CTF13 INTERGENIC REGION. //1. 8e- 13: 208: 22//SACCH 
AROMYCES CEREVISIAE (BAKER'S YEAST) . //Q04305F-NT2R 
P2001946//HYP0THETICAL. 13. 0 KD PROTEIN IN ALGR3 3' 
REGION. //0. 59: 76: 28//PSEUD0M0NAS AERUGINOSA. //P214 
85 

F-NT2RP2001947//ZINC FINGER PROTEIN DAN (N03).//0. 
53:68:29//RATTUS NORVEGICUS (RAT) . //Q06880 
F-NT2RP2001969//CHL0R0PIAST 30S RIBOSOMAL PROTEIN 50 
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S18. //0. 0015: 52: 34//CHL0RELLA VULGARIS. //P56353 
F-NT2RP2001976//DI LUTE MYOSIN HEAVY CHAIN, NON-MUS 
CLE (MYOSIN 5A).//9.5e-07:201:22//MUS MUSCULUS (MO 
USE).//Q99104 

F-NT2RP2001985//PR0UNE-RICH PROTEIN MP-2 PRECURSO 
R.//0.016:90:32//MUS MUSCULUS (MOUSE) . //P05142 
F-NT2RP2001991//S0DIUM- AND CHLORIDE-DEPENDENT TRA 
NSPORTER NTT73.//8.0e-14:47:76//RATTUS NORVEGICUS 
(RAT) . //Q08469 

F-NT2RP2002025//NG-CAM RELATED CELL ADHESION MOLEC 
ULE PRECURSOR (NR-CAM) (BRAVO) . 111. 9e-30: 211: 42//GA 
LLUS GALLUS (CHICKEN). //P35331 
F-NT2RP2002032//FL0CCULANT-ACTIVE PROTEINS M02. 1 A 
ND M02.2.//0.23:20:40//MORINGA OLEIFERA (HORSERADI 
SH TREE) (MORINGA PTERYGOSPERMA) . //P24303 
F-NT2RP2002033//!!!! ALU SUBFAMILY SP WARNING ENTR 
Y !!!!//O.88:27:62//H0M0 SAPIENS (HUMAN). //P39193 
F-NT2RP2002041 

F-NT2RP2002046//MATING PROCESS PROTEIN IQD2 (SERIN 
E-RICH PROTEIN SMS1) (PROTEIN KINASE A INTERFERENC 
E PROTEIN). //1. 0: 85: 31//SACCHAR0MYCES CEREVISIAE 
(BAKER'S YEAST). //P36027 
F-NT2RP2002047 

F-NT2RP2002058//D0M34 INTERACTING PROTEIN 2.//9.4e 
-25:165:34//SACCHAR0MYCES CEREVISIAE (BAKER'S YEAS 
T).//Q12220 

F-NT2RP2002066// , nGHT JUNCTION PROTEIN ZO-1 (TIGHT 
JUNCTION PROTEIN 1) . //5. 7e- 12: 108: 41//H0M0 SAPIEN 
S (HUMAN). //Q07157 

F-NT2RP2002070//CYT0CHR0ME C OXIDASE POLYPEPTIDE I 
I (EC 1.9.3.1) (FRAGMENT). //0. 88: 28: 50//ASTERINA P 
ECTINIFERA (STARFISH). //PI 1958 
F-NT2RP2002076//TOP-ASP REPEATS CONTAINING PROTEIN 
RBA-2. //0. 0031: 124: 27//CAEN0RHABDITIS ELEGANS. II? 
90916 

F-NT2RP2002078//KERATIN, GLYCINE/TYROSINE- RICH OF 
HAIR. //0. 82: 30: 40//0VIS ARIES (SHEEP) . //Q02958 
F-NT2RP2002079//0UTER DENSE FIBER PROTEIN. 110. 34: 4 
1:39//H0M0 SAPIENS (HUMAN) . //Q14990 
F-NT2RP2002099//HETER0GEN0US NUCLEAR RIBONUCLEOPRO 
TEIN U (HNRNP U). 115. 2e-08:81: 48//H0M0 SAPIENS (HU 
MAN).//Q00839 

F-NT2RP2002105//C0LLAGEN 1(X) CHAIN PRECURSOR. 110. 
0012: 100: 34//B0S TAURUS (B0VINE).//P232O6 
F-NT2RP2002124//EARLY GROWTH RESPONSE PROTEIN 1 (E 
GR-1) (KR0X24) (TRANSCRIPTION FACTOR ETR103) (ZINC 
FINGER PROTEIN 225) (AT225) . 110. 74: 72: 31//H0MO SA 
PI ENS (HUMAN). //P18146 

F-NT2RP2002137//NEUR0T0XIN B-II . III. 0: 27: 44//CEREB 
RATULUS LACTEUS (MILKYRIBBON WORM) . //P01526 
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F- NT2RP2002 1 54//GALECTI N- 3 (GALACTOSE-SPECIFIC LEC 

TIN 3) (MAC-2 ANTIGEN) (I GE-BINDING PROTEIN) (35 KD 
LECTIN) (CARBOHYDRATE BINDING PROTEIN 35)(CBP 35) 
(LAMININ-BINDING PROTEIN) (LECTIN L-29) (L-34 GAL 

ACTOSI DE-BINDING LECTIN). //0. 0029: 112: 34//MDS MUSC 

ULUS (MOOSE). //P161 10 

F-NT2RP2002172 

F-NT2RP2002185//UBIQUITIN-UKE PROTEIN DSR2.//1.8e 
-O7:87:40//SACCHAR0MYCES CEREVISIAE (BAKER'S YEAS 
T).//P48510 10 
F-NT2RP2002192 

F-NT2RP2002193//CUTICLE COLLAGEN 40. //0. 0062: 70: 37 
//CAENORHABDITIS ELEGANS. //P34804 
F-NT2RP2002208//PER0XIS0ME ASSEMBLY PROTEIN PEX10 
(PEROXIN-10).//0. 00011: 45: 4O//H0M0 SAPIENS (HUMA 
. N).//060683 
F-NT2RP2002219 

F-NT2RP2002231//V-TYPE SODIUM ATP SYNTHASE SUBUNIT 
E (EC 3.6.1.34) (NA(+)- TRANSLOCATING ATPASE SUBU 
NIT E) . //1. 0: 68: 32//ENTER0C0CCUS HIRAE. //P43436 20 
F-NT2RP2002235//INFECTED CELL PROTEIN ICP34.5 (NED 
ROVIRULENCE FACTOR ICP34.5).//0.0022:66:45//HERPES 
SIMPLEX VIRUS (TYPE 1 / STRAIN CVG-2).//P37318 
F-NT2RP2002252//DNA- DI RECTED RNA POLYMERASE II LAR 
GEST SUBUNIT (EC 2.7.7.6) (RPB1) (FRAGMENT) . //O. 07 
1:110:31//CRICETULUS GRISEUS (CHINESE HAMSTER). //? 
11414 

F-NT2RP2002256//CYT0CHR0ME P450 26 (EC 1.14.-.-) 
(RETINOIC ACID-METABOLIZING CYTOCHROME) (P450RAI) 
(RETINOIC ACID 4 -HYDROXYLASE) . //3. le-31: 75: 84//MUS 30 
MUSCULUS (MOUSE). //055127 

F-NT2RP2002259//L-MYC-1 PROTO- ONCOGENE PROTEIN.// 
1.9e-17:41:90//H0M0 SAPIENS (HUMAN) . //PI 2524 
F-NT2RP2002270//HYPOTHETI CAL 26.0 KD PROTEIN IN CY 
B5-LEU4 INTERGENIC REGION. III. le- 27: 164: 36//SACCHA 
ROMYCES CEREVISIAE (BAKER'S YEAST) . //P53930 
F-NT2RP2002292//I MMEDI ATE- EARLY PROTEIN RSP40.//0. 
018:107:23//PSEUD0RABIES VIRUS (STRAIN KAPLAN) (PR 
V).//P24827 

F- NT2RP20023 1 2//PH0SPHATI DATE CYTI DYLYLTRANSFERASE 40 

(EC 2.7.7.41) (CDP-DIGLYCERIDE SYNTHETASE) (CDP-D 
IGLYCERIDE PYROPHOSPHORYIASE) (CDP-DI ACYLGLYCEROL 
SYNTHASE) (CDS) (CTP: PHOSPHATI DATE CYTI DYLYLTRANSF 
ERASE) (CDP-DAGSYNTHASE) . //1. 4e-52: 174: 55//H0M0 SA 
PI ENS (HUMAN). //Q92903 

F-NT2RP2002316//HISTONE HI. C6/H1. C9. //1. 0: 40: 40//T 
RYPANOSOMA CRUZI . //P40269 

F-NT2RP2002325//PER0XIS0MAL MEMBRANE PROTEIN PMP30 
A (PMP31) (PER0XIN-llA).//2.2e-06:145:26//CANDIDA 
BOIDINII (YEAST). //Q00316 50 
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F-NT2RP2002333//HYP0THETI CAL 39. 1 KD PROTEIN IN RN 
PB-SOHA INTERGENIC REGION (ORF 3) . //O. 30: 86: 32//ES 
CHERICHIA C0LL//P23524 

F-NT2RP2002373//SYNAPSINS IA AND IB. //0. 080: 145: 31 
//BOS TAURUS (BOVINE). //P17599 
F-NT2RP2002385//ENV POLYPROTEIN PRECURSOR (COAT PO 
LYPROTEIN) [CONTAINS: KNOB PROTEIN GP70; SPIKE PROT 
EIN P15E; R PR0TEIN].//0.021:66:28//MINK CELL FOCU 
S-FORMING MURINE LEUKEMIA VIRUS (ISOLATE CI-3).//P 
03388 

F-NT2RP2002394 

F-NT2RP2002408//C0LLAGEN ALPHA 1(1) CHAIN (FRAGMEN 
TS) . //0. 00030: 107: 37//B0S TAURUS (BOVINE) . //P02453 
F-NT2RP2002426 

F-NT2RP2002439//CIRCUMSP0R0Z0ITE PROTEIN PRECURSOR 
(CS). //0. 00032: 79: 32//PLASM0DIUM BERGHEI (STRAIN 
ANKA).//P23093 

F-NT2RP2002442//HESA PROTEIN. //6. Oe-16: 163: 30//PLE 

CTONEMA B0RYANUM.//P46037 

F-NT2RP2002457 

F-NT2RP2002464//HYP0THEnCAL 60.7 KD PROTEIN C56F 
8.17C IN CHROMOSOME I.//9.3e-18: 165: 32//SCHIZ0SACC 
HAROMYCES POMBE (FISSION YEAST) . //Q10264 
F-NT2RP2002475//CYSTEINE-RICH HEART PROTEIN (HCRH 
P). //O. 91: 45: 35//H0M0 SAPIENS (HUMAN) . //P50238 
F-NT2RP2002479//ATP-BINDING CASSETTE TRANSPORTER 7 
PRECURSOR (ABC TRANSPORTER 7 PROTEIN). //6. 8e-96: 1 
86: 94//H0MO SAPIENS (HUMAN) . //075027 
F-NT2RP2002498//HYP0THETI CAL MERCURIC RESISTANCE P 
ROTEIN MERC. //0. 65: 37: 45//PSEUD0M0NAS AERUGI NOSA. / 
/P04139 

F-NT2RP2002503//ZINC FINGER PROTEIN 45 (BRC1744)./ 
/1. 3e-31: 124: 59//H0M0SAPIENS (HUMAN) . //Q02386 
F-NT2RP2002504//NUCLEAR PORE COMPLEX PROTEIN NUP15 
5 (NUCLEOPORIN NUP155) (155 KD NUCLEOPORIN) (P140). 
//1.2e-123:240:92//RAITUS NORVEGICUS (RAT).//P3719 
9 

F-NT2RP2002520//ACIDIC PROLINE-RICH PROTEIN HP43A 
PRECURSOR. //O. 94: 83: 28//MES0CRICETUS AURATUS (GOLD 
EN HAMSTER). //P06680 

F-NT2RP2002537//HYP0THETI CAL 55.1 KD PROTEIN B041 
6.5 IN CHROMOSOME X.//4.0e-10: 194:23//CAEN0RHABDIT 
IS ELEGANS. //Ql 1073 
F-NT2RP2002546 

F-NT2RP2002549//G2/MIT0TIC-SPECIFIC CYCUN C13-1 
(A-UKE CYCUN) (FRAGMENT). //0. 98: 65 :30//DAUCUS CA 
ROTA (CARROT). //P25010 

F-NT2RP2002591//ZINC FINGER PROTEIN 84 (ZINC FINGE 
R PROTEIN HPF2).//2.6e-19:60:61//H0M0 SAPIENS (HUM 
AN).//P51523 
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F-NT2RP2002595//ANNEXIN VII (SYNEXIN) . //I. 2e-15: 12 
1:49//XEN0PUS LAEVIS (AFRICAN CLAWED FROG) . //Q9212 
5 

F-NT2RP2002606//PR0TEIN TRANSPORT PROTEIN SEC2.// 
0.00034: 98: 31//SACCHAR0HYCES CEREVISIAE (BAKER'S Y 
EAST).//P17065 

F- NT2RP2002609//HYP0THETI CAL 52.0 KD PROTEIN IN a 
B6-SPT6 INTERGENIC REGION.//0.00022:79:39//SACCHAR 
OMYCES CEREVISIAE (BAKER'S YEAST) .//P53264 
F-NT2RP2002618//PR0TEIN ARGI NINE N-METHYLTRANSFERA 10 
SE 1 (EC 2. 1. 1. -) . //6. 2e-37: 180: 44//RATTUS NORVEGI 
CUS (RAT).//Q63009 

F- NT2RP200262 1 //NADH- UBI QUI NONE OMDOREDUCTASE CHA 
IN 5 (EC 1.6.5.3) (mGMENT).//0.98:37:35//LEMUR C 
ATTA (RING-TAILED LEMUR) . //Q34879 
F-NT2RP2002643//INFECTED CELL PROTEIN ICP34.5 (NEU 
ROVIRULENCE FACTOR ICP34. 5) . //0. 042: 77: 32//HERPES 
SIMPLEX VIRUS (TYPE 1 / STRAIN MGH- 10) . //P37319 
F-NT2RP2002672//PR0TEIN Q300. //0. 0018: 41: 43//MUS M 
USCULUS (MOUSE). //Q02722 20 
F- NT2RP2002701//HYP0THETI CAL 72.5 KD PROTEIN C2F7. 
10 IN CHROMOSOME I.//3.6e-17: 100:42//SCHIZ0SACCHAR 
OMYCES POMBE (FISSION YEAST) . //Q09701 
F- NT2RP2002706//I MMEDI ATE- EARLY PROTEIN IE180.//0. 
00027: 139: 33//PSEUD0RABIES VIRUS (STRAIN KAPLAN) 
(PRV).//P33479 

F-NT2RP2002710//SH3-BINDING PROTEIN 3BP-l.//6.9e-0 

9: 96: 40//MUS MUSCULUS (MOUSE) . //P55194 

F-NT2RP2002727//TUBERIN (TUBEROUS SCLEROSIS 2 HOMO 

LOG PROTEIN) . //3. 6e-20: 160: 36//RATTUS NORVEGI CUS 30 

(RAT).//P49816 

F-NT2RP2002736 

F-NT2RP2002740 

F-NT2RP2002741//RH01 GDP-GTP EXCHANGE PROTEIN 1.1 1 
2.0e-07:178:28//SACCHAROMYCES CEREVISIAE (BAKER'S 
YEAST). //P51862 

F-NT2RP2002750//! ! ! ! ALU SUBFAMILY SB2 WARNING ENT 
RY ! ! ! !//l. 6e-09: 43: 72//H0M0 SAPIENS (HUMAN) . //P39 
191 

F-NT2RP2002752//L0W CALCIUM RESPONSE LOCUS PROTEIN 40 
T. //0. 95: 33: 39//YERSINIA PSEUDOTUBERCULOSIS. //QOO 
932 

F-NT2RP2002753//END0GLUCANASE EG-1 PRECURSOR (EC 
3.2.1.4) (ENDO- 1,4- BETA- GLUCANASE) (CELLULASE) . // 
0. 71: 78: 33//TRICH0DERMA LONGIBRACHIATUM. //Q12714 
F-NT2RP2002769//50 KD SPICULE MATRIX PROTEIN PRECU 
RSOR. //0. 44: 76: 32//STR0NGYL0CENTR0TUS PURPURATUS 
(PURPLE SEA URCHIN). //P11994 
F-NT2RP2002778 

F-NT2RP2002800//CRAMBIN. //0. 99: 20: 50//CRAMBE ABYSS 50 
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INICA (ABYSSINIAN CRAMBE) . //P01542 
F-NT2RP2002839//SALIVARY PROUNE-RICH PROTEIN PREC 
URSOR (CLONE CP7) [CONTAINS: BASIC PEPTIDE P-F] (F 
RAGMENT).//0.010:87:31//H0M0 SAPIENS (HUMAN) . //P02 
812 

F-NT2RP2002857//ACIDIC PROLINE-RICH PROTEIN PRECUR 
SOR (CLONE PRP33). //0. 00018: 57: 45//RATTUS NORVEGIC 
US (RAT) . //P04474 

F-NT2RP2002862//HYP0THEITCAL 27.1 KD PROTEIN UFD4- 
CAP1 INTERGENIC REGION. //7.2e-27: 140: 40//SACCHAR0M 
YCES CEREVISIAE (BAKER'S YEAST) . //P33201 
F-NT2RP2002880//DNA REPAIR PROTEIN RAD32. //0. 83: 6 
7:28//SCEZ0SACCHAR0MYCES POMBE (FISSION YEAST).// 
Q09683 

F-NT2RP2002891//H0ME0B0X PROTEIN DLX-2 (DLX-5) (FR 
AGMENT) . //0. 99: 70: 24//RATTUS NORVEGI CUS (RAT) . //Q6 
4204 

F-NT2RP2002925//ALPHA-1D ADRENERGIC RECEPTOR (ALPH 
A 1D-ADREN0CEPT0R) (ALPHA- 1A ADRENERGIC RECEPTOR). 
//0.31:48:43//H0M0 SAPIENS (HUMAN) . //P25 100 
F-NT2RP2002928//CELL DIVISION CONTROL PROTEIN 40./ 
/2.8e-26:142:42//SACCHAR0MYCES CEREVISIAE (BAKER'S 
YEAST). //P40968 

F-NT2RP2002929//HYP0THETI CAL 46.2 KD TRP-ASP REPEA 
TS CONTAINING PR0TEIND2013. 2 IN CHROMOSOME II.//2. 
Oe-31: 186: 35//CAEN0RHABDITIS ELEGANS. //Q18964 
F-NT2RP2002939//ADENYLATE CYCLASE, TYPE V (EC 4.6. 
1.1) (ATP PYROPHOSPHATE-LYASE) (CA(2+)-INHIBITABLE 
ADENYLYL CYCIASE).//0.0022:98:39//CANIS FAMILIARI 
S (D0G).//P30803 

F-NT2RP2002954//U2 SMALL NUCLEAR RIBONUCLEOPROTEIN 
A' (U2 SNRNP-A' ) . //0. 0019: 107: 30//ARABI DOPSI S THA 

LIANA (MOUSE-EAR CRESS) . //P43333 

F-NT2RP2002959//UBI QUI TI N-CONJUGATI NG ENZYME E2-17 
KD 2 (EC 6.3.2.19) (UBIQUITIN- PROTEIN LIGASE) (U 

BI QUI TIN CARRIER PROTEIN) (E2(17)KB 2).//2.8e-ll:3 

3:81//H0M0 SAPIENS (HUMAN), MUS MUSCULUS (MOUSE), 

RATTUS NORVEGI CUS (RAT), AND XENOPUS LAEVIS (AFRIC 

AN CIAWED FR0G).//P51669 

F-NT2RP2002979 

F-NT2RP2002980//30S RIBOSOMAL PROTEIN S10.//l.le-0 
9:98:36//MYC0PLASMA CAPRI COLUM. //P101 29 
F-NT2RP2002986//RING CANAL PROTEIN (KELCH PROTEI 
N).//l. le-19: 141: 39//DR0S0PHILA MELANOGASTER (FRUI 
T FLY) . //Q04652 

F-NT2RP2002987//!!!! ALU SUBFAMILY SC WARNING ENTR 
Y f ! ! f//l. 3e-07: 78: 47//H0M0 SAPIENS (HUMAN) . //P391 
92 

F- NT2RP2002993//DNA- DI RECTED RNA POLYMERASE I 135 
KD POLYPEPTIDE (EC 2.7.7.6) (RNA POLYMERASE I SUBU 
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NIT 2) (RPA135) (RNA POLYMERASE I 127 KD SUBUNIT). 
//8. Oe-77: 165: 85//RATTUS NORVEGI CUS (RAT) . //054888 
F-NT2RP2003000//! ! ! ! ALU SUBFAMILY SQ WARNING ENTR 

Y !!!!//2.8e- 19: 62: 64//H0M0 SAPI ENS (HUMAN) . //P391 
94 

F-NT2RP2003034//HYP0THEnCAL PROTEIN HI 1458. //1. 0: 
42: 35//HAEM0PHI LUS I NFLUENZAE. //P44204 
F-NT2RP2003073//I ! ! ! ALU SUBFAMILY SB WARNING ENTR 

Y !!! !//0. 0051: 16: 87//H0M0 SAPIENS (HUMAN) . //P3918 

9 10 
F-NT2RP2003099 

F-NT2RP2003108//BASIC PROLINE-RICH PEPTIDE IB-1.// 
0.84:47:34//H0M0 SAPIENS (HUMAN) . //P04281 
F-NT2RP2003117 

F- NT2RP2003 1 2 1 //HYPOTHETI CAL 96.7 KD PROTEIN IN ST 
E2-FRS2 INTERGENIC REGION. //9. Oe- 08: 99: 29//SACCHAR 
OMYCES CEREVISIAE (BAKER'S YEAST) . //P43572 
F-NT2RP2003125//TRANSCRI PTI ON REGULATOR PROTEIN BA 
CH2 (BTB AND CNC HOMOLOG 2).//9.2e-08: 134: 28//MUS 
MUSCULUS (MOUSE). //P97303 20 
F-NT2RP2003129 

F-NT2RP2003137//UBIQUITIN. //3. 4e-06: 70: 30//NEUR0SP 
ORA CRASSA.//P13117 

F-NT2RP2003157//HYP0THETICAL 37.0 KD PROTEIN B049 
5.8 IN CHROMOSOME II.//7.8e-13:84:40//CAEN0RHABDIT 
IS ELEGANS.//Q09217 

F-NT2RP2003158//26S PROTEASOME REGULATORY SUBUNIT 
S3 (PROTEASOME SUBUNITP58) . //3. le-65: 155: 84//H0H0 
SAPIENS (HUMAN). //043242 

F-NT2RP2003161//PR0UNE-RICH PROTEIN MP-2 PRECURSO 30 
R. //0. 001 1 : 59: 42//MUSMUSCULUS (MOUSE) . //P05142 
F-NT2RP2003164//ZYXIN. //0. 0037: 85: 36//MUS MUSCULUS 

(MOUSE). //Q62523 
F-NT2RP2003165//!!!! ALU SUBFAMILY SQ WARNING ENTR 

Y !! !!//1.2e-24: 77: 64//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-NT2RP2003177//MALE SPECIFIC SPERM PROTEIN MST84D 
B.//0.55:38:39//DR0S0PHILA MELANOGASTER (FRUIT FL 
Y).//Q01643 

F-NT2RP2003194//HYP0THETICAL 12.5 KD PROTEIN ZK63 40 
7.2 IN CHROMOSOME III. //2. 3e- 14 : 87: 37//CAEN0RHABDI 
TIS ELEGANS.//P30629 

F-NT2RP2003206//NADH-UBI QUI NONE OXIDOREDUCTASE CHA 
IN 3 (EC 1.6.5.3). //1 . 0: 100: 28//DI DELPHIS MARSUPIA 
LIS VIRGINIANA (NORTH AMERICAN OPOSSUM) . //P4 1306 
F-NT2RP2003228//DNA REPLICATION UCENSING FACTOR M 
CM4 (CDC21 HOMOLOG) (P1-CDC21) . //9. 3e-82: 211: 81//H 
OMO SAPIENS (HUMAN). //P33991 
F-NT2RP2003230//SEC14 CYTOSOLIC FACTOR (PHOSPHATID 
YLI NOSI TOL/PHOSPHATI DYLCHOLI NE TRANSFER PROTEI N) 50 
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(PI/PC TP) . //1. 0: 51: 31//CANDIDA GLABRATA (YEAST) 
(TORULOPSIS GUBRATA).//P53989 
F-NT2RP2003237//!!!! ALU SUBFAMILY SQ WARNING ENTR 
Y !!! I//5. le-44: 66: 84//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-NT2RP2003243//M PROTEIN, SEROTYPE 5 PRECURSOR.// 
0. 027: 204: 23//STREPT0C0CCUS PYOGENES. //P02977 
F-NT2RP2003265//BP4A PROTEIN. //O. 95: 35: 34//BRASSIC 
A NAPUS (RAPE).//P41505 

F-NT2RP2003272/ /ANTER-SPECI FI C PROUNE-RICH PROTEI 
N APG (PROTEIN CEX) (FRAGMENT) . //5. 5e-06: 78: 35//BR 
ASSICA NAPUS (RAPE).//P40603 
F-NT2RP2003277//NAM7 PROTEIN (NONSENSE-MEDIATED MR 
NA DECAY PROTEIN 1) (UP-FRAMESHIFT SUPPRESSOR 1)./ 
/I. 9e-19: 145: 43//SACCHAR0MYCES CEREVISIAE (BAKER'S 
YEAST). //P30771 
F-NT2RP2003280 

F-NT2RP2003286//RNA 3' -TERMINAL PHOSPHATE CYCLASE 
(EC 6. 5.1.4) (RNA-3' -PHOSPHATE CYCLASE) (RNA CYCLA 
SE).//2.1e-32:137:42//SACCHAR0MYCES CEREVISIAE (BA 
KER'S YEAST). //Q08096 

F-NT2RP2003293//ZINC FINGER PROTEIN 83 (ZINC FINGE 
R PROTEIN HPF1) . //7. 7e-12: 175: 33//H0M0 SAPIENS (HU 
MAN).//P51522 

F-NT2RP2003295//PTB-ASS0CIATED SPUCING FACTOR (PS 
F) . //0. 055: 44: 45//H0M0SAPIENS (HUMAN) . //P23246 
F-NT2RP2003297 

F-NT2RP2003307//KINESIN LIGHT CHAIN (KLC).//2.0e-l 
8:87:49//RATTUS NORVEGI CUS (RAT) . //P37285 
F-NT2RP2003308//CR00KED NECK PROTEIN. /II. le-91:24 
4:67//DR0S0PHILA MELANOGASTER (FRUIT FLY).//P17886 
F-NT2RP2003329//HYP0THETI CAL 54.9 KD PROTEIN C02F 
5.7 IN CHROMOSOME III.//5.8e-57: 186: 55//CAEN0RHABD 
ITIS ELEGANS.//P34284 

F-NT2RP2003339//SH0RT NEUROTOXIN 1 (NEUROTOXIN ALP 
HA).//0.98:11:72//DENDR0ASPIS POLYLEPIS POLYLEPIS 
(BLACK MAMBA).//P01416 

F-NT2RP2003347//60S RIBOSOMAL PROTEIN L38.//0.83:4 
2:33//0STERTAGIA 0STERTAGI.//061570 
F-NT2RP2003367//SYNERGISTIC-TYPE VENOM PROTEIN C9S 
3, CHAIN 1. //1. 0: 37: 35//DENDR0ASPIS ANGUSTICEPS (E 
ASTERN GREEN MAMBA).//P01408 
F-NT2RP2003391//MRNA TRANSPORT REGULATOR MTR10. // 
3.3e-ll:229:24//SACCHAR0MYCES CEREVISIAE (BAKER'S 
YEAST). //Q99189 

F-NT2RP2003393//PR0T0CHL0R0PHY11IDE REDUCTASE CHLB 
SUBUNIT (EC 1.3.1. 33) (NADPH- PROTOCHLOROPHYLLIDE 
OXIDOREDUCTASE CHLB SUBUNIT) (FRAGMENT). //0. 94: 29: 
34//ARAUCARIA HETEROPHYLLA. //P37843 
F-NT2RP2003394 
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F-NT2RP2003401//60 KD CHAPERONIN (PROTEIN CPN60) 
(GROEL PROTEIN) . //0. 95: 125: 28//THERMUS AQUATICUS 
(SUBSP. THERMOPHILIC). //P45746 
F-NT2RP2003433//PR0TEIN TRANSPORT PROTEIN SEC61 AL 
PHA SUBUNIT.//9.8e-78:178:84//RATTUS NORVEGICUS (R 
AT).//P38378 
F-NT2RP2003445 

F- NT2RP2003446//HYP0THETI CAL PROTEIN E-115.//0.000 
30:106:33//HUMAN ADENOVIRUS TYPE 2.//P03290 
F-NT2RP2003456//PH0T0SYSTEM II REACTION CENTRE H P 10 
R0TEIN.//1.0:27:51//MARCHANTIA POLYMORPHA (LIVERWO 
RT).//P12168 

F-NT2RP2OO3466//LIN0LE0YL-C0A DESATURASE (EC 1.14. 
99. 25) (DELTA (6) -DESATURASE) . //6. 7e-06: 108: 32//SYN 
ECHOCYSTIS SP. (STRAIN PCC 6803). //Q08871 
F- NT2RP2003480/ /TRANSCRI PTI ON FACTOR BF-2 (BRAIN F 
ACTOR 2) (BF2) (CBF-2)(T-14-6).//7.2e-15:38:50//GA 
LLUS CALLUS (CHI CKEN) . //Q98937 
F-NT2RP2003499//5E5 ANTIGEN. //0. 090: 114: 32//RATTDS 
NORVEGICUS (RAT).//Q63003 20 
F-NT2RP2003506//NADPH-CYT0CHR0ME P450 REDUCTASE (E 
C 1.6.2.4) (CPR) . //2 . Oe- 1 1 : 91 : 43//SUS SCROFA (PI 
G).//P04175 

F-NT2RP2003511//PARAMY0SIN, SHORT FORM (KMIPARAMY 
OSIN).//0.0020:108:25//DROSOPHILA MELANOGASTER (FR 
UITFLY).//P35416 

F- NT2RP20035 1 3//PTB- ASSOCI ATED SPUCING FACTOR (PS 
F).//1.2e-05:96:36//H0M0 SAPIENS (HUMAN) . //P23246 
F- NT2RP20035 1 7//HYP0THETI CAL 12.9 KD PROTEIN CY49. 
27. //0. 0059: 22: 31 //MYCOBACTERIUM TUBERCULOSIS. //Ql 30 
0696 

F- NT2RP2003522//HYP0THETI CAL 10.0 KD PROTEIN. //I. 
0:65:30//THERMOPROTEUSTENAX VIRUS 1 (STRAIN KRAI) 
(TTV1).//P19283 

F-NT2RP2003533//LINE-1 REVERSE TRANSCRIPTASE HOMOL 
0G.//8.7e-18:94:54//H0M0 SAPIENS (HUMAN) . //P08547 
F-NT2RP2003543//SYNAPSI NS IA AND IB. //O. 045: 101:35 
//RATTUS NORVEGICUS (RAT) . //P09951 
F-NT2RP2003559//ITRA2 PROTEIN (DXS9879E) . //0. 98: 3 
7:37//H0M0 SAPIENS (HUMAN) . //Ql 4657 40 
F-NT2RP2003564//52 KD RO PROTEIN (SJOGREN SYNDROME 
TYPE A ANTIGEN (SS-A)) (R0(SS-A)).//6.4e-35: 175:4 
4//H0M0 SAPIENS (HUMAN) . //PI 9474 
F-NT2RP2003567//HYP0THETICAL 11.2 KD PROTEIN T18D 
3.7 IN CHROMOSOME X.//0. 72:82: 34//CAEN0RHABDITIS E 
LEGANS.//Q22544 

F-NT2RP2003581//H0ME0B0X PROTEIN 0TX1. //0. 90: 61: 37 
//UBS MUSCULUS (MOUSE). //P80205 
F-NT2RP2003596//EL0NGATI0N FACTOR P (EF-P) . //0. 83: 
61 : 32//MYC0PLASMA GENI TAUUM. //P47272 50 
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F-NT2RP2003604//ALPHA-CATENIN. //1. 5e-ll: 152: 33//DR 
OSOPHILA MELANOGASTER (FRUI T FLY) . //P35220 
F-NT2RP2003629//PH0SPH0LI PASE A2 ALPHA (EC 3.1.1. 
4) (PHOSPHATI DYLCHOU NE2- ACYLHYDROLASE) . //0. 97: 85: 
27//CR0TALUS ADAMANTEUS (EASTERN DI AMONDBACKRATTLE 
SNAKE). //P00623 

F-NT2RP2003643//ACYLNEURAMI NATE CYTI DYLYLTRANSFERA 
SE (EC 2.7.7.43) (CMP-N- ACETYLNEURAMINIC ACID SYN 
THETASE) (CMP-NEUNAC SYNTHETASE) (CMP-SIALICACID S 
YNTHETASE) . Ill, 9e-12: 84: 40//NEISSERIA MENINGITIDI 
S.//Q57385 

F-NT2RP2003668//!!!! ALU SUBFAMILY SX WARNING ENTR 

Y !!!!//5.0e-33:74:81//H0M0 SAPIENS (HUMAN) . //P391 
95 

F-NT2RP2003687//! ! ! ! ALU SUBFAMILY J WARNING ENTRY 
! ! ! !//5. 7e-05: 40: 67//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-NT2RP2003691//!!!! ALU SUBFAMILY SQ WARNING ENTR 

Y !!!!//2.5e-37:56:67//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-NT2RP2003702//HYP0THETICAL OXI DOREDUCTASE IN INL 
A 5' REGION (EC 1. -.-.-) (0RFA).//1.3e-07:98:37//U 
STERIA MONOCYTOGENES. //P25145 
F-NT2RP2003704//GAMMA-GLUTAMYLTRANSPEPTI DASE 5 PRE 
CURSOR (EC 2.3.2.2) (GAMMA- GLUTAMYLTRANSFERASE 5) 
(GGT-REL) . I/O. 66: 23: 52//H0M0 SAPIENS (HUMAN) . //P3 
6269 

F-NT2RP2003706//GLUTAMYL AMI NOPEPTI DASE (EC 3.4.1 
1.7) (EAP) (AMI NOPEPTI DASE A) (APA) (DIFFERENT! ATI 
ON ANTIGEN GP160).//1.2e-22: 187: 35//H0H0 SAPIENS 
(HUMAN). //Q07075 

F-NT2RP200371 3//UBI QUI TI N CARBOXYL- TERMINAL HYDROL 
ASE 6 (EC 3.1.2.15) (UBIQUITIN THI OLESTERASE 6) (U 
BIQUITIN-SPECIFIC PROCESSING PROTEASE 6) (DEUBIQUI 
TINATING ENZYME 6) (PROTO- ONCOGENE TRE-2) . 111. 7e-0 
6: 119: 34//H0M0 SAPIENS (HUMAN) . //P35125 
F-NT2RP2003714//ZINC FINGER PROTEIN 91 (ZINC FINGE 
R PROTEIN HTF10) (HPF7).//6. 7e- 27:68: 75//H0M0 SAPI 
ENS (HUMAN). //Q05481 

F-NT2RP2003727//HYP0THETI CAL PROTEIN MG007 HOMOLO 
G. //0. 64: 1 10: 30//MYC0PUSMA PNEUMONIAE. //P75105 
F-NT2RP2003737//UBI QUI TI N-CONJUGATI NG ENZYME E2-17 

KD 2 (EC 6.3.2.19) (UBIQUITIN- PROTEIN LI CASE) (U 
BIQUITIN CARRIER PROTEIN) (E2(17)KB 2). //I. 2e-72: 1 
47:90//H0M0 SAPIENS (HUMAN), MUS MUSCULUS (MOUSE), 

RATTUS NORVEGICUS (RAT), AND XENOPUS LAEVIS (AFRI 
CAN CLAWED FROG) . //P5 1669 

F- NT2RP200375 1 //EXTRACELLULAR GLOBIN PRECURSOR.// 
0.67:68:30//PSEUD0TERRAN0VA DECIPIENS (COD WORM)./ 
/P26914 
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F-NT2RP20O376O//C0AT0HER GAMMA SUBUNIT (GAMMA-COAT 
PROTEIN) (GAMMA-COP). //1.0e-98: 235: 82//B0S TAURUS 
(BOVINE). //P53620 
F-NT2RP2003764//HYP0THETI CAL 29.3 KD PROTEIN (0RF9 
2) . //O. Oil: 69: 34//0RGYIA PSEUDOTSUGATA MULTICAPSID 
POLYHEDROSIS VIRUS (OPMNPV) . //O 10341 
F-NT2RP2003769//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.3 
4) (A6L) . //1 . 0: 33: 36//EQUUS CABALLUS (HORSE) . //P48 
663 

F-NT2RP2003770//PH0SPHATE REGULON SENSOR PROTEIN P 10 
HOR (EC 2.7.3.-) (FRAGMENT). //0. 029: 35 :42//PSEUD0M 
ONAS AERUGINOSA. //P23621 

F-NT2RP2003777//HYP0THETI CAL 82 KD AVIRULENCE PROT 
EIN IN AVRBS3 REGION. //0. 041: 67: 34//XANTH0M0NAS CA 
MPESTRIS (PV. VESICAT0RIA).//P14728 
F-NT2RP2003781 //HYPOTHETI CAL 36.7 KD PROTEIN AH6.2 

I N CHROMOSOME II.//4. 7e-54: 204: 47//CAEN0RHABDITIS 

ELEGANS.//Q09201 

F-NT2RP2003793//PSEUD0-HEVEI N (MINOR HEVEIN) . //0. 6 
1:30:36//HEVEA BRASILIENSIS (PARA RUBBER TREE).//P 20 
80359 

F-NT2RP2003825//END0THELIN-1 PRECURSOR (ET-1) (FRA 
GMENT).//1.0:35:37//CANIS FAMILIARIS (DOG) . //P1320 
6 

F- NT2RP2003840//HYP0THETI CAL 48.1 KD PROTEIN B040 
3.2 IN CHROMOSOME X.//2.5e-05: 80: 38//CAEN0RHABDITI 
S ELEGANS.//Q11076 

F-NT2RP2003857//BACTERI0CIN MICROCIN B17 PRECURSOR 

(MCB17) . //0. 54: 28: 50//ESCHERICHIA COU . //P05834 
F-NT2RP2003859//DR0S0CI N PRECURSOR. //1 . 0: 37: 35//DR 30 
OSOPHILA MELANOGASTER (FRUI T FLY) . //P36193 
F-NT2RP2003871 

F-NT2RP2003885//CUTICLE PROTEIN 32 (LM-32) (LM-ACP 
32) (FRAGMENT). //I. 0: 28: 50//L0CUSTA MIGRATORIA (M 
IGRATORY LOCUST). //PI 1736 

F- NT2RP200391 2//SERI NE/THREONI NE- PROTEI N KINASE NE 
Kl (EC 2. 7. 1. -) (NIMA-RELATED PROTEIN KINASE 1) . // 
4. 8e- 1 10: 268: 80//MUS MUSCULUS (MOUSE) . //P51954 
F-NT2RP2003952//AMIN0PEPTIDASE B (EC 3.4.11.6) (AR 
GINYL AMI NOPEPTI DASE) (ARGI NINE AMI NOPEPTI DASE) (CY 40 
TOSOL AMI NOPEPTI DASE IV) (AP-B) . //O. 00024: 92: 31//R 
ATTUS NORVEGICUS (RAT).//009175 
F-NT2RP2003968//SKIN SECRETORY PROTEIN XP2 PRECURS 
OR (APEG PROTEIN). //9.2e-05: 101: 36//XEN0PUS LAEVIS 

(AFRICAN CLAWED FROG) . //PI 7437 
F-NT2RP2003976//! ! ! ! ALU SUBFAMILY J WARNING ENTRY 

! ! ! !//l. 7e-21: 62: 62//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-NT2RP2003981//VACU0LAR PROTEIN SORTING- ASSOCIATE 
D PROTEIN VPS8. //2. 7e-08: 165: 22//SACCHAR0MYCES CER 50 
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EVISIAE (BAKER'S YEAST) . //P39702 
F-NT2RP2003984//UNC-87 PROTEIN. //0. 75: 71: 28//CAEN0 
RHABDITIS ELEGANS.//P37806 

F-NT2RP2003986//! ! ! ! ALU SUBFAMILY SP WARNING ENTR 

Y ! !! ! //5. 3e- 19: 47: 70//H0M0 SAPI ENS (HUMAN) . //P391 
93 

F-NT2RP2003988//!!!! ALU SUBFAMILY SX WARNING ENTR 

Y ! !!!//2.2e-18: 80: 58//H0M0 SAPIENS (HUMAN) . //P391 
95 

F-NT2RP2004013//TRANSCRI PTI ON FACTOR BTF3 (RNA POL 
YMERASE B TRANSCRIPTION FACTOR 3). //1.0e-52: 141:77 
//HOMO SAPIENS (HUMAN) . //P20290 
F-NT2RP2004014//MACR0PHAGE INFLAMMATORY PROTEINS- 
ALPHA (MI P2- ALPHA) (CINC-2-ALPHA).//0.99:45:26//RA 
TTUS NORVEGICUS (RAT) . //Q 10746 
F-NT2RP2004041//SYNAPSINS IA AND IB. //0. 0022: 51: 37 
//BOS TAURUS (BOVINE). //P17599 
F-NT2RP2004042//CRUSTACEAN HYPERGLYCEMIC HORMONE P 
RECURSOR (CHH) (FRAGMENT). //l.0: 49: 28//PENAEUS VAN 
NAMEI (PENOEID SHRIMP) (EUROPEAN WHITE SHRIMP). //Q 
26181 

F-NT2RP2004066//CALDESM0N (CDH) . III. 9e-05: 175: 21// 

GALLUS GALLUS (CHICKEN). //P12957 

F- NT2RP200408 1 //CADMI UM- METALLOTHI ONEI N (CD-MT) . // 

0.93:59:23//BEUX POMATIA (ROMAN SNAIL) (EDIBLE SN 

AIL).//P33187 

F-NT2RP2004098//RAS SUPPRESSOR PROTEIN 1 (RSU-1) 
(RSP-1 PROTEIN) (RSP-1) . //4. 6e-09: 121: 30//H0M0 SAP 
IENS (HUMAN). //Q15404 

F-NT2RP2004124//N0NHIST0NE CHROMOSOMAL PROTEIN HMG 
-17. //O. 068: 63: 31//GALLUS GALLUS (CHI CKEN) . //P0231 
4 

F-NT2RP2004142//HYP0THETICAL 59.1 KD PROTEIN IN VP 
S15-YMC2 INTERGENIC REGION. //7. 9e- 05: 94: 28//SACCHA 
ROMYCES CEREVISIAE (BAKER'S YEAST) . //P38262 
F-NT2RP2004152//LAMIN L(I) . 110. 25: 167: 19//XEN0PUS 
LAEVIS (AFRICAN CLAWEDFROG) . //P09010 
F-NT2RP2004165//HYP0raETICAL 57.5 KD PROTEIN IN VM 
A7-RPS25A INTERGENIC REGION. //0. 0014: 124:3 1//SACCH 
AROHYCES CEREVISIAE (BAKER'S YEAST) . //P53214 
F-NT2RP2004170//PR0LINE-RICH PROTEIN MP-3 (FRAGMEN 
T) . //0. 012: 125: 30//MUSMUSCULUS (MOUSE) . //P05143 
F- NT2RP2004 1 72//HYP0THETI CAL 105.7 KD PROTEIN IN T 
PK3-PIR1 INTERGENIC REGION. //4. le- 26: 214: 35//SACCH 
AROHYCES CEREVISIAE (BAKER'S YEAST). //P36051 
F-NT2RP2004187//ZINC FINGER PROTEIN 174.//3.7e-12: 
76:47//H0M0 SAPIENS (HUMAN) . //Ql 5697 
F-NT2RP2004194//HYP0THETI CAL 10.5 KD PROTEIN C31A 
2.13C IN CHROMOSOME I . //O. 0013: 92: 23//SCffl ZOSACCHA 
ROMYCES POMBE (FISSION YEAST) . //Q09730 
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F- NT2RP2004 1 96//HETALL0THI ONEI N 10-11 (MT-10-II)./ 
/0.92:36:36//MYTILUS EDUUS (BLUE MUSSEL) . //P80247 
F-NT2RP2004207//MALE ACCESSORY GLAND SECRETORY PRO 
TEIN 355A PRECURSOR. //0. 92:62: 35//DR0S0PHI LA SIMUL 
ANS (FRUIT FLY).//P33737 

F-NT2RP2004226//66 KD STRESS PROTEIN (P66).//0.03 
0: 1 13: 26//PHYSARUM POLYCEPHALUM (SUME MOLD) . //P90 
587 

F-NT2RP2004232//PR0TEIN KINASE C, MU TYPE (EC 2.7. 
L-) (NPKC-MU). //2.0e-48: 211: 51//H0M0 SAPIENS (HUM 10 
AN).//Q15139 

F-NT2RP2004239//GLUTENIN, HIGH MOLECULAR WEIGHT SU 
BUNIT PW212 PRECURSOR. //O. 00038: 111: 36//TRITICUM A 
ESTIVUM (WHEAT). //P08489 

F-NT2RP20O4240//METALL0THI0NEIN-II (MT-II) (METALL 
OTHI ONEI N-LIKE PROTEI N) (MT-CE) . //I . 0: 39: 28//CAEN0 
RHABDIT1S ELEGANS.//P17512 

F-NT2RP2004242//RAS-RELATED PROTEIN RGP1 (GTP-BIND 
ING REGULATORY PR0TEINRGPl).//0.0036:64:28//0RYZA 
SATIVA (RICE).//P25766 20 
F-NT2RP2004245//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.3 
4) (A6L) . //1 .0:21: 42//P0NG0 PYGMAEUS PYGMAEUS (BOR 
NEAN ORANGUTAN). //P92896 

F-NT2RP2004270//SPIDR0IN 2 (DRAGLINE SILK FIBROIN 

2) (FRAGMENT) . //0. 00023: 118: 33//NEPHIIA CLAVIPES 
(ORB SPIDER). //P46804 

F-NT2RP2004300//PR0BABLE E4 PROTEIN. //0. 18: 77: 40// 
HUMAN PAPILLOMAVIRUS TYPE 8.//P06425 
F-NT2RP2004316 

F-NT2RP2004321//HYPOTHETI CAL 10.8 KD PROTEIN SSR24 30 
39.//1.0:50:28//SYNECH0CYSTIS SP. (STRAIN PCC 680 

3) .//Q01904 

F-NT2RP2004339//! ! ! ! ALU SUBFAMILY SX WARNING ENTR 
Y !!!!//5.0e-33:84:77//H0M0 SAPIENS (HUMAN) . //P391 
95 

F-NT2RP2004347//HYPOTHETI CAL 40.9 KD PROTEIN F33H 
1.3 FROM CHROMOSOME II. //0. 78: 96: 30//CAEN0RHABDITI 
S ELEGANS.//Q09556 

F-NT2RP2004364//MIN0R OUTER CAPSID PROTEIN (NS26) 
(NONSTRUCTURAL PROTEI NVP9) . //O. 059: 143: 30//B0VINE 40 
ROTAVIRUS (STRAIN UK).//P04515 
F-NT2RP2004365//EAMZP30-47 PROTEIN (FRAGMENT) . //O. 
27:38:39//EIMERIA ACERVULINA. //P21959 
F-NT2RP2004366//GLYC0PR0TEIN L PRECURSOR. //0. 64: 7 
1:28//MAREK'S DISEASE HERPESVIRUS (STRAIN GA) (HDH 
V).//P52510 

F-NT2RP2004373//HISTIDINE-RICH GLYCOPROTEIN PRECUR 
SOR (HISTIDINE-PROUNERICH GLYCOPROTEIN) (HPRG) (F 
RAGMENT) . //O. 59: 50: 40//0RYCT0LAGUS CUNICULUS (RABB 
IT).//Q28640 50 
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F-NT2RP2004389//HYP0THETI CAL 70.7 KD PROTEIN F09G 
8.3 IN CHROMOSOME III.//4.0e-16:89:43//CAEN0RHABDI 
TIS ELEGANS.//P34388 
F-NT2RP2004392 

F-NT2RP2004396//SI NGLE- STRANDED NUCLEIC ACID-BINDI 
NG PROTEIN. //0. 42: 89: 29//SACCHAR0MYCES CEREVISIAE 
(BAKER'S YEAST). //P10080 

F-NT2RP2004399//S0MAT0TR0PIN PRECURSOR (GROWTH HOR 
MONE) . //1 . 0: 72: 34//MES0CRI CETUS AURATUS (GOLDEN HA 
MSTER).//P37886 
F-NT2RP2004400 

F-NT2RP2004412//SPERH PROTAMINE PI. //0. 24:38: 31//N 
OTORYCTES TYPHLOPS (MARSUPIAL MOLE) . //P42143 
F- NT2RP2004425//SUPPRESS0R PROTEIN SRP40.//0.0087: 
197:22//SACCHAR0MYCESCEREVISIAE (BAKER'S YEAST).// 
P32583 

F-NT2RP2004463//ALPHA-2A ADRENERGIC RECEPTOR (ALPH 
A-2A ADRENOCEPTOR) (ALPHA-2AAR) . //1 . 3e-05: 121 : 37// 
MUS MUSCULUS (MOUSE). //QO 1338 
F-NT2RP2004476//NI CKEL-SENSI TI VE T-TYPE CALCIUM CH 
ANNEL ALPHA- 1 SUBUNIT(RBE-II).//0. 20:68: 36//RA1TUS 
NORVEGICUS (RAT) . //Q07652 

F-NT2RP2004490//F0S-RELATED ANTIGEN 1.//0. 94: 59:33 
//HOMO SAPIENS (HUMAN) . //PI 5407 
F-NT2RP2004512//NADH-UBI QUI NONE OXIDOREDUCTASE CHA 
IN 4 (EC 1.6.5.3) (FRAGMENTS).//1.0:37:32//PISASTE 
R OCHRACEUS (SEA STAR) . //P24998 
F-NT2RP2004523//!!!! ALU SUBFAMILY SQ WARNING ENTR 

Y ! ! Will, le-15: 57: 71//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-NT2RP2004538//KINESIN-UKE PROTEIN KIF1A (AXONAL 
TRANSPORTER OF SYNAPTIC VESICLES). //1.2e- 48: 121:6 
0//HOMO SAPIENS (HUMAN) . //Ql 2756 
F-NT2RP2004551//HYP0THETI CAL 7.6 KD PROTEIN (ORF 6 
5) . //1. 0: 20: 50//EUGLENA GRACILIS. //P32095 
F-NT2RP2004568//PUTATIVE ATP-DEPENDENT RNA HEUCAS 
E C30D11. 03. //5. 2e-07: 150: 30//SCHI ZOSACCHAROMYCES 
POMBE (FISSION YEAST) . //Q09903 
F-NT2RP2004580//!!!! ALU SUBFAMILY SC WARNING ENTR 

Y !! !!//3. 7e- 37: 100: 78//H0M0 SAPIENS (HUMAN) . //P39 
192 

F-NT2RP2004587//HYP0THETI CAL 57.5 KD PROTEIN IN VM 
A7-RPS25A INTERGENIC REGION. //8.2e-06: 150: 32//SACC 
HAROMYCES CEREVISIAE (BAKER'S YEAST). //P532 14 
F-NT2RP2004594//HYP0THETI CAL 45.3 KD PROTEIN C09F 
5.7 IN CHROMOSOME II.//0.84: 105:24//CAEN0RHABDITIS 
ELEGANS.//Q09458 

F-NT2RP2004600//MYRI STOYLATED ALANINE- RICH C-KINAS 
E SUBSTRATE (MARCKS) . //O. 17: 127: 29//RATTUS NORVEGI 
CUS (RAT).//P30009 
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F-NT2RP2004602//! !!! ALU SUBFAMILY J WARNING ENTRY 
!!!!//l.le-05:50:58//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-NT2RP2004614//HYP0THETICAL 11.6 KD PROTEIN. //I. 
0:68:33//VACCINIA VIRUS(STRAIN COPENHAGEN) . //P2056 
1 

F-NT2RP2004655//GLYCINE-RICH RNA- BINDING PROTEIN 
7. //7. Oe-05: 70: 42//ARABID0PSIS THALIANA (MOUSE-EAR 
CRESS). //Q03250 

F-NT2RP2004664//HYP0THETICAL 104.0 KD PROTEIN C32A 10 
11.03C IN CHROMOSOME I . //0. 30: 78: 38//SCHIZ0SACCHAR 
OMYCES POMBE (FISSION YEAST) . //Q 10328 
F-NT2RP2004675 
F-NT2RP2004681 

F- NT2RP2004689//HYPOTHETI CAL 78.3 KD PROTEIN IN RA 
M2-ATP7 INTERGENIC REGION. //0. 021: 179: 24//SACCHAR0 
MYCES CEREVISIAE (BAKER' S YEAST) . //P34 243 
F-NT2RP2004709//HYP0THETICAL PROTEIN MJ0647.//0.9 
0: 39: 43//METHAN0C0CCUSJANNASCHI I . //Q58063 
F-NT2RP2004710//GAR2 PROTEIN. //0. 085: 60: 30//SCHIZ0 20 
SACCHAROMYCES POMBE (FISSION YEAST). //P4 1891 
F-NT2RP2004736//! ! ! I ALU SUBFAMILY J WARNING ENTRY 
!!!!//4.4e-15:97:49//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-NT2RP2004743//MALE SPECIFIC SPERM PROTEIN MST87 
F. //0. 43: 24: 41//DR0S0PHILA MELANOGASTER (FRUIT FL 
Y).//P08175 

F-NT2RP2004767//36.4 KD PROUNE-RICH PROTEIN. //0.0 
051 : 88: 27//LYC0PERSI CON ESCULENTUM (TOMATO) . //Q004 
51 30 
F-NT2RP2004768//SERI NE/THREONI NE- PROTEI N KINASE NR 
Kl (EC 2.7.1.-) (N-RICH KINASE l).//9.0e-29: 166:43 
//SACCHAROMYCES CEREVISIAE (BAKER'S YEAST) . //P3869 
2 

F-NT2RP2004775 

F-NT2RP2004791//PR0BABLE LEUCYL-TRNA SYNTHETASE (E 
C 6.1.1.4) (LEUCINE- TRNA LI GASE) (LEURS) . 111. 4e-6 
0:226:53//CAEN0RHABDITIS ELEGANS. //Q09996 
F-NT2RP2004799//SUCCINYL-C0A UGASE [GDP- FORMING], 
BETA-CHAIN PRECURSORS 6.2.1.4) (SUCCINYL-COA SY 40 
NTHETASE, BETA CHAIN) (SCS-BETA) . //2. 2e-42: 133: 57/ 
/NEOCALLI MASTIX FRONTALIS (RUMEN FUNGUS) . //P53587 
F-NT2RP2004802//HYP0THETI CAL 17.1 KD PROTEIN IN PU 
R5 3REGI0N.//0.018:86:32//SACCHAR0MYCES CEREVISIA 
E (BAKER'S YEAST). //P38898 
F-NT2RP2004816//H58 PROTEIN. //1. 0e-68: 145:93//MUS 
MUSCULUS (MOUSE). //P40336 

F-NT2RP2004841//DSRD PROTEIN. //0. 83: 33: 39//ARCHAE0 
GLOBUS FULGIDUS.//P70742 

F-NT2RP2004861//KERATIN, HIGH-SULFUR MATRIX PROTEI 50 
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N, IIIA3A. //0. 0072: 41: 39//0VIS ARIES (SHEEP) . //P02 
443 

F-NT2RP2004897//METALL0THI ONEI N-U KE PROTEIN 1.// 
0.99:41:41//CASUARINA GLAUCA (SWAMP OAK) . //Q39511 
F-NT2RP2004933//DEATH- ASSOCIATED PROTEIN KINASE 1 
(EC 2.7.1.-) (DAP KINASE l).//8.4e-34: 102:67//H0M0 
SAPIENS (HUMAN). //P53355 

F-NT2RP2004936//HIGH POTENTIAL IRON-SULFUR PROTEI 
N, ISOZYME 2 (HIPIP 2).//0.87:36:33//ECT0THI0RH0D0 
SPIRA VACU0LATA.//P38524 

F-NT2RP2004959//STEM CELL FACTOR PRECURSOR (SCF) 
(MAST CELL GROWTH FACTOR) (MGF) (C-KIT LIGAND).// 
1.0:69:28//CANIS FAMILIARIS (DOG) . //Q06220 
F-NT2RP2004961//ZINC FINGER PROTEIN 33A (ZINC FING 
ER PROTEIN K0X31) (KIAA0065) (HA0946) (FRAGMENT)./ 
/2. le-21 : 73: 58//H0M0 SAPI ENS (HUMAN) . //Q06730 
F-NT2RP2004962//! ! ! ! ALU SUBFAMILY SB WARNING ENTR 
Y ! !!!//0. 17: 28: 57//H0M0 SAPIENS (HUMAN) . //P39189 
F-NT2RP2004967//HYP0THETI CAL 7.3 KD PROTEIN. //O. 7 
6:41:31//THERM0PR0TEUSTENAX VIRUS 1 (STRAIN KRAI) 
(TTV1) . //P19301 

F-NT2RP2004978//SPERMATID-SPECinC PROTEIN T2 [CON 
TAINS: SPERM PR0TAMINESP2].//0.44:40:45//SEPIA OFF 
ICINAUS (COMMON CUTTLEFISH). //P80002 
F-NT2RP2004982 

F-NT2RP2004985//HYP0THETI CAL PROTEIN KIAA0144.//1. 
2e-51:204:57//H0M0 SAPIENS (HUMAN). //Q141 57 
F-NT2RP2004999//L0NG NEUROTOXIN 1 (ALPHA- BUNGAROTO 
XIN) (BGTX).//0.23:73:26//BUNGARUS MULTICINCTUS (M 
ANY-BANDED KRAI T).//PO 1378 

F-NT2RP2005000//ATPASE STABILIZING FACTOR 15 KD PR 
0TEIN.//O.12:37:32//SACCHAR0MYCES CEREVISIAE (BAKE 
R'S YEAST). //P16965 

F-NT2RP2005001//SMALL PROLINE RICH PROTEIN II (SPR 
-II) (CLONE 930). //0. 90:54: 31//H0M0 SAPIENS (HUMA 
N).//P22531 

F-NT2RP2005003//D0WN REGULATORY PROTEIN OF INTERLE 
UKIN 2 RECEPTOR. //I; 6e- 30: 78: 56//MUS MUSCULUS (MOU 
SE).//P15533 

F-NT2RP2005012//NPL1 PROTEIN (SEC63 PROTEI N).//0.0 
0024:94:35//SACCHAR0MYCES CEREVISIAE (BAKER'S YEAS 
T).//P14906 

F-NT2RP2005018//GAG POLYPROTEIN (CORE POLYPROTEIN) 
[CONTAINS: CORE PROTEINS PI 9, P10] (FRAGMENT).// 
1.0:91:28//AVIAN ENDOGENOUS ROUS- ASSOCIATED VIRUS- 
0 (EV-2) (AVIAN RETROVIRUS RAV-0).//P06937 
F-NT2RP2005020 

F-NT2RP2005022//VEGETATI BLE INCOMPATIBILITY PROTEI 
N HET-E-l.//4.9e-ll:106:35//P0D0SP0RA ANSERINA.//Q 
00808 
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F-NT2RP2005031 

F-NT2RP2005037//ANTI -SI LENCI NG PROTEIN l.//2.2e-3 
2: 1 17: 55//SACCHAR0MYCESCEREVISIAE (BAKER'S YEAST). 
//P32447 

F-NT2RP2005038//DNA NUCLEOTI DYLEXOTRANSFERASE (EC 
2.7.7.31) (TERMINAL ADDITION ENZYME) (TERMINAL DEO 
XYNUCLEOTI DYLTRANSFERASE) (TERMINAL TRANSFERASE)./ 
/9.3e-28:187:40//AMBYST0MA MEXICANUM (AXOLOTL) . //O 
57486 

F-NT2RP2005108//CUTICLE COLLAGEN 2. //0. 33: 62: 38//C 10 
AENORHABDITIS ELEGANS.//P17656 
F-NT2RP2005116//PUTATIVE EUKARYOTIC TRANSLATION IN 
ITIATION FACTOR 3 ALPHA SUBUNIT (EIF-3 ALPHA). //4. 
Oe-54: 161:63//CAEN0RHABDITIS ELEGANS. //P34466 
F- NT2RP2005 1 26//CHL0R0PLAST 50S RIBOSOMAL PROTEIN 
L27 (FRAGMENT). //O. 23:46: 39//PLEUR0CHRYSIS HAPTONE 
M0FERA.//P41552 

F-NT2RP2005139//C0UAGEN ALPHA 1(XII) CHAIN (FRAGM 
ENTS).//0. 016:43: 37//B0S TAURUS (BOVINE). //P25508 
F-NT2RP2005140//HYP0THETICAL 7.4 KD PROTEIN YCF33. 20 
//0. 96: 51 : 39//GUI LLARDI A THETA (CRYPTOMONAS PHI) . / 
/078517 

F-NT2RP2005144//TUBBY PROTEIN. 115. 6e-08: 66: 45//MUS 
MUSCULUS (MOUSE). //P50586 
F-NT2RP2005147 

F-NT2RP2005159//PH0T0SYSTEM II 4 KD REACTION CENTR 
E PROTEIN PRECURSOR. //0. 94: 57: 29//NIC0TIANA TABACU 
M (COMMON TOBACCO), AND SPINACIA OLERACEA (SPINAC 
H).//P12164 

F-NT2RP2005162//HYP0THETI CAL 54.2 KD PROTEIN IN ER 30 
P5-0RC6 INTERGENIC REGION. //1. 2e-33: 139: 51//SACCHA 
ROMYCES CEREVISIAE (BAKER'S YEAST) . //P38821 
F-NT2RP2005168//HETER0GEN0US NUCLEAR RI BONUCLEOPRO 
TEIN U (HNRNP U).//2.8e-33: 102: 61//H0M0 SAPIENS (H 
UMAN).//Q00839 

F-NT2RP2005204//DNA DAMAGE TOLERANCE PROTEIN RHC31 
(RAD31 H0M0L0G).//3.9e-28:141:42//SACCHAR0MYCES C 
EREVISIAE (BAKER'S YEAST) . //Q06624 
F-NT2RP2005227 

F-NT2RP2005239//TRNA SPUCING PROTEIN SPLl.//2.0e- 40 
38: 117: 64//CANDIDA ALBICANS (YEAST) . //P87185 
F-NT2RP2005254//0MEGA-AGAT0XIN IB (OMEGA- AGA- IB) 
(FRAGMENT). //O. 26: 29: 48//AGELEN0PSIS APERTA (FUNNE 
L-WEB SPIDER). //P15970 

F-NT2RP2005270//H0ME0B0X PROTEIN H0X-A4 (CHOX-1. 
4) . //0. 037: 82: 34//GALLUSGALLUS (CHICKEN) . //P17277 
F-NT2RP2005276//L0NG- CHAI N- FATTY- ACI D- - COA UGASE 
4 (EC 6.2.1.3) (LONG-CHAIN ACYL-COA SYNTHETASE 4) 
(LACS 4) . 111. Oe-59: 174: 61//RATTUS NORVEGICUS(RAT) . 
//035547 50 
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F-NT2RP2005287//ZINC FINGER PROTEIN 26 (ZINC FINGE 
R PROTEIN K0X20) (FRAGMENT) . Ill . 5e-05: 27: 70//H0M0 
SAPIENS (HUMAN). //P17031 

F-NT2RP2005288//PR0BABLE RUBREDOXIN HDPI.//1.0: 42: 
28//RHIZ0BIUM LEGUMI NOSARUM (BIOVAR VICIAE).//P28r 
51 

F-NT2RP2005289//! ! ! ! ALU SUBFAMILY SP WARNING ENTR 
Y !!!!//!. le-21: 75: 70//H0M0 SAPIENS (HUMAN) . //P391 
93 

F-NT2RP2005293//TRANSLATI ON INITIATION FACTOR IF- 
2. //0. 58: 170: 24//HELIC0BACTER PYLORI (CAMPYLOBACTE 
R PYLORI). //P55972 

F-NT2RP2005315//CUTI CLE COLLAGEN 7 (FRAGMENT) . //O. 
091:65:38//CAEN0RHABDITIS ELEGANS. //P18832 
F-NT2RP2005325//CHR0M0GRANIN A PRECURSOR (CGA) (PI 
TUI TAR Y SECRETORY PROTEIN I) (SP-I) [CONTAINS: PAN 
CREASTATI N; WE- 14] . 119. 5e-09: 98: 39//H0M0 SAPI ENS 
(HUMAN). //P10645 

F-NT2RP2005336//HYP0THETI CAL 68.7 KD PROTEIN IN ST 
B1-MCK1 I NTERGENI C REGI ON. 110. 0001 1 : 124: 28//SACCHA 
ROMYCES CEREVISIAE (BAKER'S YEAST) . //P42846 
F-NT2RP2005344//PR0BABLE CALCIUM-TRANSPORTING ATPA 
SE 4 (EC 3. 6. 1. 38) . Ilk. 7e-21: 92: 52//SACCHAR0MYCES 
CEREVISIAE (RAKER' S YEAST) . //Q12675 
F-NT2RP2005354 

F-NT2RP2005358//MY0SIN IC HEAVY CHAIN. //O. 012: 91: 3 
9//ACANTHAM0ERA CASTELLANII (AMOEBA) . //PI 0569 
F-NT2RP2005360//ACR0SIN PRECURSOR (EC 3.4.21.10)./ 
/0.0022:73:36//0RYCT0IAGUS CUNICULUS (RABBIT). //P4 
8038 

F-NT2RP2005393//HYP0THETI CAL 25.9 KD PROTEIN AH6.3 
IN CHROMOSOME II. //0. 00085: 135: 28//CAEN0RHABDITIS 
ELEGANS. //Q09202 

F-NT2RP2005407//SQUALENE MONOOXYGENASE (EC 1.14.9 
9. 7) (SQUALENE EPOXIDASE) (SE) . 110. 96: 109: 26//SACC 
HAROMYCES CEREVISIAE (BAKER'S YEAST) . //P32476 
F-NT2RP2005436//EXTENSIN PRECURSOR (PROLINE-RICH G 
LYC0PR0TEIN).//0.0011:54:42//ZEA MAYS (MAIZE). //PI 
4918 

F-NT2RP2005441//PR0UNE-RICH PROTEIN MP-2 PRECURSO 
R. 110. 039: 182: 29//MUSMUSCULUS (MOUSE) . //P05142 
F-NT2RP2005453 

F-NT2RP2005457//NADH-UBI QUI NONE OXIDOREDUCTASE SUB 
UNIT B14.5B (EC 1.6.5.3) (EC 1.6.99.3) (COMPLEX I- 
B14. 5B) (CI -B14. 5B) . //4. Oe- 10: 124: 37//B0S TAURUS 
(BOVINE). //Q02827 

F-NT2RP2005464//HYP0THEnCAL 9.5 KD PR0TEIN.//0.9 
6:42:33//VACCINIA VIRUS(STRAIN COPENHAGEN) . //P2055 
3 

F-NT2RP2005465//MIT0CH0NDRIAL CARRIER PROTEIN RIM 
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2.//4.6e-09:92:42//SAC(HAR0HYCES CEREVISIAE (BAKE 
R'S YEAST). //P38127 

F-NT2RP2005472//HYP0THETI CAL PROTEIN BB0129.//0.7 
6:80:32//B0RREUA BURGDORFERI (LYME DISEASE SPIROC 
HETE).//051155 

F-NT2RP2005476//!!!! ALU SUBFAMILY SP WARNING ENTR 
Y ! ! ! !//L Oe-31: 39: 89//H0M0 SAPIENS (HUMAN) . //P391 
93 

F-NT2RP2005490//METALL0THI0NEIN-II (MT-II) . //0. 14: 
27: 33//SCYLLA SERRATA(MUD CRAB) . //P02806 10 
F-NT2RP2005491//DNA- DIRECTED RNA POLYMERASE SUBUNI 
T I (EC 2.7.7.6).//0.95:45:31//METHAN0C0CCUS JANNA 
SCHI I . //Q58785 

F-NT2RP2005495//HYP0THETI CAL 10.8 KD PROTEIN IN CP 
30-RIII I NTERGENI C REGI ON. //0. 99: 68: 30//BACTERI OPH 
AGE T4.//Q02407 

F-NT2RP2005496//ZINC FINGER PROTEIN 135. //I. 4e-54: 
120: 59//H0M0 SAPIENS (HUMAN) . //P52742 
F-NT2RP2005498//PR0TEIN PHOSPHATASE PP2A, 55 KD RE 
GULATORY SUBUNIT, ALPHA ISOFORM (PROTEIN PHOSPHATA 20 
SE PP2A B SUBUNIT ALPHA ISOFORM) (ALPHA-PR55) . //9. 
5e-76:146:86//RAlTUS NORVEGICUS (RAT) . //P36876 
F-NT2RP2005501//GALECTIN-3 (OUACTOSE-SPECIFIC LEC 
TIN 3) (MAC-2 ANTIGEN) (I GE-BINDING PROTEIN) (35 KD 
LECTIN) (CARBOHYDRATE BINDING PROTEIN 35)(CBP 35) 
(LAMININ- BINDING PROTEIN) (LECTIN L-29) (L-31) (G ' 
ALACTOSI DE-BINDING PROTEIN) (GALBP) . //O. 025: 70: 40/ 
/HOMO SAPIENS (HUMAN). //PI 7931 
. F-NT2RP2005509//PR0C0LLAGEN ALPHA 1(1) CHAIN PRECU 
RSOR. //l.0: 166: 27//GALLUS CALLUS (CHICKEN). //P0245 30 
7 

F-NT2RP2005520//CHR0M0S0ME ASSEMBLY PROTEIN XCAP- 
E.//7.9e-45:118:79//XEN0PUS IAEVIS (AFRICAN CIAWED 
FR0G).//P50533 

F-NT2RP2005525//50S RIBOSOMAL PROTEIN Lll.//1.0:4 
7: 27//B0RREUA BURGDORFERI (LYME DISEASE SPI ROCHET 
E).//051354 

F-NT2RP2005531//PR0TEIN-TYR0SINE PHOSPHATASE MEG1 
(EC 3.1.3. 48) (PTPASE-MEG1) (MEG) . //9. 8e-13: 84: 45/ 
/HOMO SAPI ENS (HUMAN) . //P29074 40 
F-NT2RP2005539//RING CANAL PROTEIN (KELCH PROTEI 
N).//4.9e-10:90:33//DROSOPHILA MELANOGASTER (FRUIT 
FLY).//Q04652 

F-NT2RP2005540//NUCLE0TIDE BINDING PROTEIN EXPZ.// 
0.36: 119:21//BACILLUSSUBTIUS.//P39115 
F-NT2RP2005549//HYP0THETI CAL 32.0 KD PROTEIN C16C1 
0.10 IN CHROMOSOME III. //6. Oe-39: 179: 46//CAEN0RHAB 
DITIS ELEGANS.//Q09253 
F-NT2RP2005555 

F- NT2RP2005557//HYP0THETI CAL 23.7 KD PROTEIN C13G 50 
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6.14 IN CHROMOSOME I.//4.9e-06:90:35//SCHIZ0SACCHA 
ROMYCES POMBE (FISSION YEAST) . //Q09790 
F-NT2RP2005581 

F-NT2RP2005600//BASIC PROLINE-RICH PEPTIDE P-E (IB 
•9) . //0. 014: 37: 40//H0M0 SAPIENS (HUMAN). //P02811 
F-NT2RP2005605//G0NAD0UBERIN I PRECURSOR (LHRH I) 
(LUTEINIZING HORMONERELEASING HORMONE I) (GONADOT 
ROPIN RELEASING HORMONE I) (GNRH I) (LULIBERIN I) 
(FRAGMENT). //0. 64: 26: 42//MACACA MULATTA (RHESUS MA 
CAQUE) . //P55247 

F-NT2RP2005620//HYP0THETI CAL 45.1 KD PROTEIN IN RP 
S5-ZMS1 INTERGENIC REGION. //8. 7e-31: 138: 49//SACCHA 
ROMYCES CEREVISIAE (BAKER'S YEAST) . //P47160 
F-NT2RP2005622//NEUR0T0XIN-LIKE PROTEIN STR1 (ANAT 
OXIN AAH STRl).//0.39:22:40//ANDR0CT0NUS AUSTRALIS 
HECTOR (SAHARA SCORPI ON) . //P80950 
F-NT2RP2005635//HYP0THETICAL 80.7 KD PROTEIN IN ER 
G7-NMD2 INTERGENIC REGION. //5.8e- 43: 144: 56//SACCHA 
ROMYCES CEREVISIAE (BAKER'S YEAST) . //P38795 
F-NT2RP2005637//VPU PROTEIN (U ORF PROTEIN). //O. 9 
1:33:45//CHIMPANZEE IMMUNODEFICIENCY VIRUS (SIV(CP 
Z)) (CIV).//P17286 

F-NT2RP2005640//METAI10THI0NEIN-LIKE PROTEIN LSC5 
4.//0.63:41:31//BRASSICA NAPUS (RAPE) . //P43402 
F-NT2RP2005645 

F-NT2RP2005651//0CTAMER-BINDING TRANSCRIPTION FACT 
OR 3A (0CT-3A) (OCT-4) . //0. 0023: 50: 42//H0M0 SAPIEN 
S (HUMAN). //Q01860 

F-NT2RP2005654//HYP0THETI CAL 48.6 KD PROTEIN IN BE 
T1-PAN1 INTERGENIC REGI ON. //6. le- 16:76: 44//SACCHAR 
OMYCES CEREVISIAE (BAKER'S YEAST) . //P40564 
F-NT2RP2005669//METALLOTHIONEIN-II (MT-II) . //0. 76: 
16:50//SCYLLA SERRATA(MUD CRAB) . //P02806 
F-NT2RP2005675//PUTATIVE ORAL CANCER SUPPRESSOR (D 
ELETED IN ORAL CANCER-1) . //6. 5e-26: 116: 54//MES0CR1 
CETUS AURATUS (GOLDEN HAMSTER). //P491 19 
F-NT2RP2005683//HYP0THETI CAL PROTEIN HI0275.//0.1 
7:50:40//HAEM0PHILUS INFLUENZAE. //P43975 
F- NT2RP2005690//PYRR0LI NE- 5- CARBOXYLATE REDUCTASE 
(EC 1.5.1.2) (P5CR) (P5C REDUCTASE). //1.3e- 16: 75: 3 
0//PISUM SATIVUM (GARDEN PEA) . //Q04708 
F-NT2RP2005694//HYP0T1ETICAL PROTEIN KIAA0032. //9. 
6e-ll: 135: 34//H0M0 SAPIENS (HUMAN) . //Q15034 
F- NT2RP200570 1 //SAU VARY PROLINE- RICH PROTEIN PO 
(ALLELE M) [CONTAINS: PEPTIDE P-D] (FRAGMENT) . //O. 
084:158:32//H0M0 SAPIENS (HUMAN). //PI 0161 
F-NT2RP200571 2//METALL0THI ONEI N- 1 1 (MT-II) . //0. 19: 
14:50//STENELLA COERULEOALBA (STRIPED DOLPHIN). //P 
14425 

F-NT2RP2005719//COLLAGEN ALPHA 1(1) CHAIN (FRAGMEN 
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T) . //1. 0: 36: 41//0RYCT0LAGUS CUNICOLDS (RABBIT). //P 
02456 

F-NT2RP2005722//ZINC FINGER PROTEIN ZFP-36 (FRAGME 
NT) . //7. 8e-37: 131 : 62//H0M0 SAPIENS (HUMAN). //PI 641 
5 

F-NT2RP2005723//! ! ! ! ALU SUBFAMILY SC WARNING ENTR 
Y !! H//0. 98: 23: 60//H0H0 SAPIENS (HUMAN) . //P39192 
F-NT2RP2005726//HYP0THETI CAL PROTEIN TP0375.//0.9 
8:30:43//TREP0NEMA PALUDUM.//083390 
F-NT2RP2005732//PERI0D CLOCK PROTEIN (FRACMENT) . // 10 
0. 41 : 20: 55//DR0S0PHI LAROBUSTA (FRUI T FLY) . //Q03296 
F-NT2RP2005741//SMR1 PROTEIN PRECURSOR (VCS-ALPHA 
1) . //0. 38: 58: 36//RATTUS NORVEGICUS (RAT) . //P13432 
F-NT2RP2005748//ZINC FINGER PROTEIN K0X23 (FRAGMEN 
T) . //0. 026: 19: 68//H0M0SAPIENS (HUMAN) . //P17034 
F-NT2RP2005752//PROCOLLAGEN ALPHA l(III) CHAIN PRE 
CURSOR. //0. 90: 101 :31//H0M0 SAPIENS (HUMAN) . //P0246 
1 

F-NT2RP2005753//DNA-BINDING P52/P100 COMPLEX, 100 

KD SUBUNIT (FRAGMENTS) . //0. 50: 22: 59//H0H0 SAPIENS 20 

(HUMAN). //P30808 

F-NT2RP2005763//PUTATIVE ATP- DEPENDENT RNA HEUCAS 
E STE13.//4.7e-14:108:37//SCKZ0SACCHAR0MYCES POMB 
E (FISSION YEAST). //Q09181 

F-NT2RP2005767//N0NHI STONE CHROMOSOMAL PROTEIN 6B. 
//4.1e-08:65:32//SACCHAR0MYCES CEREVISIAE (BAKER'S 
YEAST). //PI 1633 

F-NT2RP2005773/ /PYRROU NE- 5-CARBOXYLATE REDUCTASE 
(EC 1.5.1.2) (P5CR) (P5C REDUCTASE). //1.2e- 14: 65: 6 
1//H0M0 SAPIENS (HUMAN) . //P32322 30 
F-NT2RP2005775//NEUR0LYSIN PRECURSOR (EC 3.4.24.1 
6) (NEUROTENSIN ENDOPEPTIDASE) (MITOCHONDRIAL OUG 
OPEPTIDASEM) (MICROSOMAL ENDOPEPTIDASE) (MEP).// 
1 . 3e- 103: 199: 90//0RYCT0LAGUS CUNICULUS (RABBIT) . // 
P42675 

F-NT2RP2005781//SALIVARY ACIDIC PROUNE-RICH PHOSP 
HOPROTEIN 1/2 PRECURSOR (PRP-1 / PRP-3) (PRP-2 / P 
RP-4) (PIF-F / PIF-S) (PROTEIN A / PROTEIN C) [CON 
TAINS: PEPTIDE P-C].//0. 090: 73: 36//H0M0 SAPIENS (H 
UMAN).//P02810 40 
F-NT2RP2005784//TRANS-ACTI NG TRANSCRIPTIONAL PROTE 
IN ICPO (IMMEDIATE-EARLY PROTEIN IE110) (VMW110) 
(ALPHA-0 PROTEIN). //3.5e-06: 79: 37//HERPES SIMPLEX 
VIRUS (TYPE 1 / STRAIN 17) . //P08393 
F- NT2RP2005804//HYP0THETI CAL PROUNE-RICH PROTEIN 
(FRAGMENT) . //1. 8e-07: 43: 55//0WENIA FUSIFORMIS. //P2 
1260 

F-NT2RP200581 2//HYP0THETI CAL 39.3 KD PROTEIN IN GC 
N4-WBP1 INTERGENIC REGION. //6.3e- 14: 143: 31//SACCHA 
ROMYCES CEREVISIAE (BAKER* S YEAST) . //P40004 50 
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F-NT2RP2005815//FERR0CHELATASE (EC 4.99.1.1) (PROT 
OHEME FERRO-LYASE) (HEME SYNTHETASE). //O. 0017: 123: 
37//MYC0BACTERIUM AVIUM. //007401 
F-NT2RP2005835//SHP1 PROTEIN. //1. 2e-08: 135: 26//SAC 
CHAROMYCES CEREVISIAE (BAKER'S YEAST) . //P34223 
F-NT2RP2005841//SMALL PROUNE-RICH PROTEIN II (SPR 
-II) (CLONE 174N).//0.23:28:53//H0M0 SAPIENS (HUMA 
N) . //P22532 

F-NT2RP2005853//HYP0THETI CAL 8.5 KD PROTEIN IN ASI 
A-MOTA I NTERGENI C REGI ON. //0. 99: 33: 48//BACTERI OPHA 
GE T4.//P22917 

F-NT2RP2005857//CHR0M0S0ME ASSEMBLY PROTEIN XCAP- 
C.//8.6e-84:235:66//XEN0PUS LAEVIS (AFRICAN CLAWED 
FROG) . //P50532 

F-NT2RP2005859//MALE SPECIFIC SPERM PROTEIN MST84D 
B.//0.017:60:40//DR0S0PHILA MELANOGASTER (FRUIT FL 
Y).//Q01643 

F-NT2RP2005868//ATP SYNTHASE B' CHAIN PRECURSOR (E 
C 16.1.34) (SUBUNIT II).//0.28:121:28//SPINACIA 0 
LERACEA (SPINACH). //P31853 

F-NT2RP2005886//MI CRONUCLEAR UNKER HISTONE POLYPR 
OTEIN (MIC LH) [CONTAINS: UNKER HISTONE PROTEINS 
ALPHA, BETA, DELTA AND GAMMA] . //0. 80: 130: 28//TETRA 
HYMENA THERH0PHILA.//P40631 
F-NT2RP2005890 

F-NT2RP2005901//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.3 
4) (A6L) . //0. 35: 18: 44//DR0SOPHILA YAKUBA (FRUIT FL 
Y).//P03933 

F-NT2RP2005908//!!!! ALU SUBFAMILY SQ WARNING ENTR 
Y !! f ! //I . Oe-28: 61 : 65//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-NT2RP2005933//PERI0D CLOCK PROTEIN (P230) (FRAGM 
ENT).//1.7e-ll:85:49//ACETABUURIA MEDITERRANEA (M 
ERMAID'S WINE GLASS). //PI 2347 
F-NT2RP2005942//P0LY(A) POLYMERASE (EC 2.7.7.19) 
(PAP) (POLYNUCLEOTI DE ADENYLYLTRANSFERASE) . Ill, 2e- 
59: 216: 58//B0S TAURUS (BOVINE). //P25500 
F- NT2RP2005980/ /HYPOTHETI CAL 11.5 KD PROTEIN IN RS 
P8A-AST1 INTERGENIC REGION. //l.0: 49: 34//SACCHAR0MY 
CES CEREVISIAE (BAKER'S YEAST). //P38185 
F-NT2RP2006023//DNA REPAIR PROTEIN RECN (RECOMBINA 
TI ON PROTEI N N) (FRAGMENT) . //1 . 0: 40: 45//VI BRI 0 CHO 
LERAE. //P52118 

F-NT2RP2006038//HYP0THETI CAL 30.2 KD PROTEIN C02F 
5.4 IN CHROMOSOME III.//4.0e-ll:90:34//CAEN0RHABDI 
TIS ELEGANS.//P34281 

F-NT2RP2006043//IAMININ BETA-1 CHAIN VARIANT (LAMI 
NIN BETA-1-2 CHAIN) (FRAGMENT) . //0. 00067: 73: 38//GA 
LLUS GALLUS (CHICKEN). //QO 1636 
F-NT2RP2006052//METALL0THI0NEIN-I (MT-I) . //O. 19: 3 
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1 : 38//CERC0PI THECUS AETHIOPS (GREEN MONKEY) (GRIVE 
T).//P02797 

F-NT2RP2006069//C0LLAGEN ALPHA 2(1) CHAIN (FRAGHEN 
TS).//1.0:66:34//RA1TDS NORVEGICUS (RAT) . //P02466 
F-NT2RP2006071//RESTIN. //O. 40: 156: 29//GALLDS GAUD 
S (CHICKEN). //042184 

F- NT2RP2006098//HYP0THETI CAL 21.7 KD PROTEIN IN TO 
P1-ABP1 INTERGENIC REGION. //0. 99: 95: 20//SACCHAR0MY 
CES CEREVISIAE (BAKER'S YEAST) . //P25651 
F-NT2RP2006100//L0NG NEUROTOXIN 4 (ALPHA-NEUROTOXI 10 
N).//0.94:43:34//0PHI0PHAGUS HANNAH (KING COBRA) 
(NAJA HANNAH). //P80156 

F-NT2RP2006103//50S RIBOSOMAL PROTEIN L32.//0.40:3 
6:38//SYNECH0CYSTIS SP. (STRAIN PCC 6803) . //P73014 
F-NT2RP2006106//CUTICLE COLLAGEN 1. //0. 28: 85: 29//C 
AENORHABDITIS ELEGANS. //P08124 
F- NT2RP2006 1 4 1 //HYPOTHETI CAL 72.5 KD PROTEIN C2F7. 
10 IN CHROMOSOME I.//1.9e-08:57:42//SCHIZ0SACCHAR0 
MYCES POMBE (FISSION YEAST) . //Q09701 
F-NT2RP2006166 20 
F-NT2RP2006184//HYP0THETICAL 11.2 KD PROTEIN IN CS 
GC-MDOG INTERGENIC REGION PRECURSOR. //0. 95: 87: 26// 
ESCHERICHIA C0LI.//P75917 

F-NT2RP2006186//MI CROTUBULE- ASSOCIATED PROTEIN 2./ 
/0.088:124:33//MUS MUSCULUS (MOUSE) . //P20357 
F-NT2RP2006196//!!!! ALU SUBFAMILY SP WARNING ENTR 
Y ! !!!//4.0e-05: 49: 61//H0M0 SAPIENS (HUMAN) . //P391 
93 

F-NT2RP2006200//PR0C0LLAGEN ALPHA 2(V) CHAIN PRECU 
RSOR. //0. 0013: 205: 32//H0M0 SAPIENS (HUMAN) . //P0599 30 
7 

F-NT2RP2006219//G0NADAL PROTEIN GDL.//3.5e-18:158: 
37//DR0S0PHILA MELANOGASTER (FRUIT FLY) . //P22468 
F-NT2RP2006237//FIBRIN0GEN- AND I G- BINDING PROTEIN 
PRECURSOR (MRP PROTEIN) . //0. 79: 103: 28//STREPT0C0C 
CUS PYOGENES. //P30141 

F-NT2RP2006238//PR0UNE-RICH PROTEIN MP-3 (FRAGHEN 
T).//4.7e-07:127:39//MUS MUSCULUS (MOUSE). //P05 143 
F-NT2RP2006258//PR0BABLE E5 PROTEIN. //0. 78:47:34// 
RHESUS PAPILLOMAVIRUSTYPE 1 (RHPV 1).//P24834 40 
F-NT2RP2006261//PENAEIDIN-3A PRECURSOR (P3-A).//0. 
61 : 35: 40//PENAEUS VANNAMEI (PENOEID SHRIMP) (EUROP 
EAN WHITE SHRIMP). //P81058 

F-NT2RP2OO6275//ELECTR0MOTOR NEURON-ASSOCIATED PRO 
TEIN 2 (FRAGMENT). //1.2e-28: 59: 57//T0RPED0 CALIFOR 
NICA (PACIFIC ELECTRIC RAY) . //PI 4401 
F-NT2RP2006312//HIGH-M0BILITY-GR0UP PROTEIN (NONHI 
STONE CHROMOSOMAL PROTEIN). //1.6e-06: 53: 35//TETRAH 
YMENA PYRIF0RMIS.//P40625 

F-NT2RP2006320//TAT PROTEIN (TRANSACTIVATING REGUL 50 
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ATORY PROTEIN) (FRAGMENT). //0. 90: 24: 41//HUMAN I MMU 
NODEFICIENCY VIRUS TYPE 1 (BH5 ISOUTE) (HIV-1).// 
P04612 

F-NT2RP2006321//I ! ! ! ALU SUBFAMILY SP WARNING ENTR 
Y !!!!//0.0051:25:76//H0M0 SAPIENS (HUMAN) . //P3919 
3 

F-NT2RP2006323//WISK0n-ALDRICH SYNDROME PROTEIN 
(WASP).//0.84:33:39//H0M0 SAPIENS (HUMAN) . //P42768 
F-NT2RP2006333//MY0T0XIN 3 PRECURSOR (CROTAMINE 
3).//0.56:37:40//CR0TALUS DURISSUS TERRIFICUS (SOU 
TH AMERICAN RATTLESNAKE) . //P24333 
F-NT2RP2006334//SUCCINYL-C0A LI CASE [GDP- FORMING], 
ALPHA-CHAIN 3 PRECURSOR (EC 6.2.1.4) (SUCCINYL-CO 
A SYNTHETASE, ALPHA CHAIN 3) . //0. 00097: 46: 41//TRIC 
HOMONAS VAGINALIS. //P53401 

F-NT2RP2006365//N0NSPECIFIC LIPID-TRANSFER PROTEIN 
4.3 PRECURSOR (LTP 4. 3) . //0. 18: 75: 29//H0RDEUM VUL 
GARE (BARLEY). //Q42842 

F-NT2RP2006393//0MEGA-C0N0T0XIN MVIIC PRECURSOR (F 
RAGMENT).//0.82:15:66//C0NUS MAGUS (MAGUS CONE).// 
P37300 

F-NT2RP2006436//ANTERI OR-RESTRI CTED HOMEOBOX PROTE 
IN (RATHKE POUCH HOMEOBOX). //1.4e- 08: 50: 50//MUS MU 
SCULUS (MOUSE). //Q61658 

F-NT2RP2006441//METALL0THI0NEIN-LIKE PROTEIN 1.// 
0.99:22:54//MIMULUS GUTTATUS (SPOTTED MONKEY FLOWE 
R) (YELLOW MONKEY FLOWER). //P20238 
F-NT2RP2006454//SPERM PROTAMINE PI. //0. 60:47: 36//T 
ACHYGLOSSUS ACULEATUSACULEATUS (AUSTRALIAN ECHIDN 
A).//P35311 
F-NT2RP2006456 

F-NT2RP2006464//PH0T0SYSTEM I I RON- SULFUR CENTER 
(PHOTOSYSTEM I SUBUNITVII) (9 KD POLYPEPTIDE) (PSI 
-C) .7/0.91:79: 30//SYNECH0C0CCUS SP. (STRAI NPCC 700 
2) (AGMENELLUM QUADRUPLICATUM).//P31087 
F-NT2RP2006467//PUTATIVE CUTICLE COLLAGEN F55C10. 
3. //0. 15: 53: 35//CAEN0RHABDI TI S ELEGANS. //Q21184 
F-NT2RP2006472//HYP0THETI CAL 19 KD PROTEIN (ORF 16 
7).//0.33:98:26//MARCHANTIA POLYMORPHA (LIVERWOR 
T).//P12202 
F-NT2RP2006534 

F-NT2RP2006554//ANTI-SIGMA F FACTOR ANTAGONIST (ST 
AGE II SPORULATION PROTEIN AA).//0.91:50:34//BACIL 
LUS SPHAERICUS.//032723 

F-NT2RP2006565//SECRETORY CARRIER- ASSOCIATED HEMBR 
ANE PROTEIN 1 (SCAMP 37) . //6. Oe-66: 93: 96//RATTUS N 
ORVEGICUS (RAT).//P56603 

F-NT2RP2006571//CYT0CHR0ME P450 2B10 (EC 1.14.14. 
1) (CYPIIB10) (TESTOSTERONE 16-ALPHA HYDROXYLASE) 
(P450- 16- ALPHA) (CLONE PF3/46) . //4. 5e-40: 138: 57//M 
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US MUSCULDS (MOUSE). //P12791 
F-NT2RP2006573//SPERM PROTAMINE PI (CYSTEINE- RICH 
PROTAMINE). //0. 53: 46: 39//B0S TAURUS (BOVINE). //P02 
318 

F-NT2RP2006598//I ! ! ! ALU SUBFAMILY SX WARNING ENTR 

Y ! ! ! !//l. 3e- 12: 44: 77//H0M0 SAPI ENS (HUMAN) . //P391 
95 

F-NT2RP3000002//! ! ! ! ALU SUBFAMILY SC WARNING ENTR 

Y !! !!//1.4e- 19: 60: 63//H0M0 SAPIENS (HUMAN) . //P391 

92 10 
F- NT2RP300003 1 //HYPOTHETI CAL 89.8 KD PROTEIN F41H1 
0.6 IN CHROMOSOME IV. //2. le-39: 210: 42//CAEN0RHABDI 
TIS ELEGANS.//Q20296 

F-NT2RP3000046//P0SSIBLE THIOPHENE AND FURAN OXIDA 
TION PROTEIN THDF.//1.4e-25: 149: 44//PSEUD0M0NAS PU 
TIDA.//P25755 

F-NT2RP3000047//NPL4 PROTEIN. //4. 7e-48: 275: 38//SAC 
CHAROMYCES CEREVI SI AE (BAKER' S YEAST) . //P33755 
F-NT2RP3000050//ZINC FINGER PROTEIN 83 (ZINC FINGE 
R PROTEIN HPFl).//3.2e-72:232:59//H0M0 SAPIENS (HU 20 
MAN).//P51522 

F-NT2RP3000055//MALE SPECIFIC SPERM PROTEIN MST84D 
B.//0.26:57:36//DR0S0PHILA MELANOGASTER (FRUIT FL 
Y) . //Q01643 

F-NT2RP3000068//HYPOT1ETICAL 182.0 KD PROTEIN IN N 
MD5-H0M6 INTERGENIC REGION. //0. 0014: 66: 34//SACCHAR 
OMYCES CEREVISIAE (BAKER'S YEAST). //P471 70 
F- NT2RP3000072//HYP0THETI CAL 6.7 KD PROTEIN IN NOH 
A-CSPI INTERGENIC REGION. //0. 95: 49: 30//ESCHERICHIA 

C0LI.//P77695 30 
F-NT2RP3000080//MM ALU SUBFAMILY J WARNING ENTRY 

! I ! ! //5. le- 17: 64: 68//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-NT2RP3000085//BI0TIN CARBOXYLASE (EC 6.3.4.14) 
(A SUBUNIT OF ACETYL-COA CARBOXYLASE (EC 6.4.1.2)) 
(ACQ . //4. 4e-43: 169: 51//BACILLUS SUBTIUS. //P4978 

7 

F-NT2RP3000092//CELL DIVISION CONTROL PROTEIN 1.// 
0.00016: 103: 31//SACCHAR0MYCES CEREVISIAE (BAKER'S 
YEAST). //P40986 40 
F-NT2RP3000109//ACYL CARRIER PROTEIN HOMOLOG (AC 
P) . //0. 76: 83: 28//MYC0PLASMA GENITALIUM. //P47529 
F-NT2RP3000134 

F-NT2RP3000142//GAR2 PROTEIN. //0. 00098: 241: 20//SCH 
IZOSACCHAROMYCES POMBE(FISSION YEAST) . //P4 1891 
F-NT2RP3000149//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.3 
4) (A6L).//0.0014:33:36//P0NG0 PYGMAEUS ABEUI (SU 
MATRAN ORANGUTAN). //P92694 

F-NT2RP3000186//! ! ! ! ALU SUBFAMILY J WARNING ENTRY 
I ! ! !//8. 3e-15: 36: 83//H0M0 SAPIENS (HUMAN) . //P39 18 50 
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8 

F-NT2RP3000197//HYP0THETI CAL 6.0 KD PROTEIN IN THI 
12 5' REGION. //0. 91: 21: 52//SACCHAR0IYCES CEREVISIAE 
(BAKER'S YEAST). //P53820 
F-NT2RP3000207//GLUCOAMYLASE S1/S2 PRECURSOR (EC 
3.2.1.3) (GLUCAN 1,4-ALPHA- GLUCOSIDASE) (1,4-ALPH 
A-D-GLUCAN GLUCOHYDROLASE) . //0. 026: 209: 27//SACCHAR 
OMYCES CEREVISIAE (BAKER'S YEAST) . //P08640 
F-NT2RP3000220//DNA-BINDING P52/P100 COMPLEX, 100 
KD SUBUNIT (FRAGMENTS) . //1 . 0: 26: 42//H0M0 SAPIENS 
(HUMAN). //P30808 

F-NT2RP3000233//RING CANAL PROTEIN (KELCH PROTEI 
N).//2.1e-42:249:39//DR0S0PHIIA MELANOGASTER (FRUI 
T FLY).//Q04652 

F-NT2RP3OO0235//HOME0B0X PROTEIN H40 (FRAGMENT).// 
0. 55: 45:40//APIS MELLIFERA (HONEYBEE). //PI 5858 
F-NT2RP3000247//HYP0THETI CAL PROTEIN KIAA0218.//1. 
7e-82: 123: 69//H0M0 SAPIENS (HUMAN) . //Q93075 
F-NT2RP3000251//SERINE PROTEINASE STUBBLE (EC 3.4. 
21 . -) (STUBBLE-STUBBLOID PROTEIN) . //1 . 0: 53: 33//DR0 
SOPHILA MELANOGASTER (FRUIT FLY) . //Q05319 
F-NT2RP3000252//HYP0THETICAL 40 KD GTP-BINDING PRO 
TEIN IN RIBOSOMAL PROTEIN GENE aUSTER 5' REGION.// 
2. 2e-06: 96: 32//HAL0BACTERIUM CUTIRUBRUM. //P17103 
F-NT2RP3000255//HIST0NE HI. 1 (FRAGMENT) . //0. 95: 71: 
33//B0S TAURUS (BOVINE). //P02253 
F- NT2RP3000267//HYP0THETI CAL 21.1 KD PROTEIN IN SS 
R-SERA INTERGENIC REGION (0182) . //0. 38: 77: 33//ESCH 
ERICHIA C0LI.//P09160 

F-NT2RP3000299//MY0SIN IC HEAVY CHAIN. //1.2e-ll: 14 
7: 34//ACANTHAM0EBA CASTELLANI I (AMOEBA) . //P10569 
F- NT2RP300031 2//HYP0THETI CAL 57.5 KD PROTEIN IN VM 
A7-RPS25A INTERGENIC REGION. //0. 64: 216: 29//SACCHAR 
OMYCES CEREVISIAE (BAKER'S YEAST). //P532 14 
F-NT2RP3000320//TRANSLATI ON INITIATION FACTOR IF- 
2. //5. 2e-05: 184: 22//AQUIFEX AEOUCUS. //067825 
F- NT2RP3000324//HYP0THETI CAL PROTEIN HI 1036. //0. 6 
9:64:35//HAEM0PHILUS INFLUENZAE. //P44097 
F-NT2RP3000333//WIR1A PROTEIN. //0. 35: 51: 41//TRITIC 
UM AESTIVUM (WHEAT) . //Q01 482 
F-NT2RP3000341//! ! ! ! ALU SUBFAMILY SB WARNING ENTR 
Y ! !!!//2. le-30: 57: 80//H0M0 SAPIENS (HUMAN) . //P391 
89 

F-NT2RP3000348 

F- NT2RP3000350//HYP0THETI CAL 40 KD GTP-BINDING PRO 
TEIN IN RIBOSOMAL PROTEIN GENE CLUSTER 5' REGION.// 
0.0011:77:35//HAL0BACTERIUM CUTIRUBRUM. //PI 71 03 
F-NT2RP3000359//GTP:AMP PHOSPHOTRANSFERASE MITOCHO 
NDRIAL (EC 2. 7. 4. 10) (AK3) . //1 . 2e-97: 222: 84//B0S T 
AURUS (BOVINE). //P08760 
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F- NT2RP300036 1 //PRE- MRNA SPLICING FACTOR PRP6.//2. 
2e-08:128:28//SACCHAR0MYCES CEREVISIAE (BAKER'S YE 
AST).//P19735 

F-NT2RP3000366//RAS-RELATED PROTEIN RAB-18.//2. le- 
107:206:99//MUS MUSCULUS (MOUSE) . //P35293 
F-NT2RP3000393//H0ME0B0X PROTEIN H0X-C4 (H0X-3E) 
(CP19) . //0. 0023: 36: 52//H0MO SAPIENS (HUMAN) . //P090 
17 

F-NT2RP3000397//PUTATIVE PRE-MRNA SPLICING FACTOR 
RNA HEUCASE (DEAH BOXPROTEIN 13) . //5. 5e-27: 116:44 10 
//MUS MUSCULUS (MOUSE) . //035286 
F-NT2RP3000403//PRE-MRNA PROCESSING PROTEIN PRP40. 
//0. 00044: 67: 34//SACCHAR0MYCES CEREVISIAE (BAKER'S 
YEAST). //P33203 

F-NT2RP3000418//RETR0VIRUS-RELATED POL POLYPROTEIN 
[CONTAINS: REVERSE TRANSCRIPTASE (EC 2.7.7.49): E 
NDONUCLEASE] . 111. 2e-16: 228: 34//MUS MUSCULUS(MOUS 
E). //PI 1369 

F-NT2RP3000433//! ! ! ! ALU SUBFAMILY J WARNING ENTRY 
! !!!//1.7e-17: 79: 55//H0M0 SAPIENS (HUMAN) . //P3918 20 

8 

F-NT2RP3000439//HYP0THETICAL 46.4 KD PROTEIN IN FF 
H-GRPE INTERGENIC REGION. //9. 8e- 10: 201: 26//ESCHERI 
CHI A C0LI.//P37908 

F-NT2RP3000441//PR0TEIN-EXP0RT MEMBRANE PROTEIN SE 
CG HOMOLOG. //0. 91 : 48: 35//MYC0BACTERI UM LEPRAE. //P3 
8388 

F-NT2RP3000449//HOMEOBOX PROTEIN H0X-B8 (CHOX-2.4) 
(FRAGMENT). //l.0: 42: 33//GALLUS GALLUS (CHICKEN)./ 
/P23681 30 
F-NT2RP3000451 

F-NT2RP3000456//C0LIAGEN ALPHA 1(1) CHAIN (FRAGMEN 
TS) . I/O. 00018: 178: 36//RATTUS NORVEGICUS (RAT) . //PO 
2454 

F-NT2RP3000484//MFTALL0THI0NEIN-III (MT-III) (GROW 
TH INHIBITORY FACTOR) (GIF) . //O. 098: 40: 27//B0S TAUR 
US (BOVINE). //P37359 

F-NT2RP3000487//SULFATED SURFACE GLYCOPROTEIN 185 
(SSG 185) . //0. 00037: 16: 81//V0LV0X CARTERI . //P21997 
F-NT2RP3000512 40 
F- NT2RP3000526//HYP0THETI CAL NIN REGION PROTEIN OR 
F56. //0. 51: 37: 43//BACTERI0PHAGE LAMBDA. //P03769 
F-NT2RP3000527//ZINC FINGER PROTEIN 83 (ZINC FINGE 
R PROTEIN HPFl).//1.0e-16:234:30//H0M0 SAPIENS (HU 
MAN).//P51522 

F-NT2RP3000531//P0LI0VIRUS RECEPTOR PRECURSOR (CD1 
55 ANTIGEN). //3.4e-15: 192: 3O//H0M0 SAPIENS (HUMA 
N).//P15151 

F-NT2RP3000542//CYT0CHR0ME C OXIDASE POLYPEPTIDE I 
I (EC 1.9.3.1) (FRAGMENT). //0. 60: 51 :39//ASTERINA P 50 
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ECTINIFERA (STARnSH).//P11958 
F-NT2RP3000561//HYP0THETICAL ATP-BINDING PROTEIN M 
J0423. //O. 79: 53: 32//METHAN0C0CCUS JANNASCHI I . //Q57 
866 

F-NT2RP3000562//ACCESS0RY GLAND PEPTIDE PRECURSOR 
(PARAGONIAL PEPTIDE B).//0.99:26:34//DR0S0PHILA MA 
URITIANA (FRUIT FLY), AND DROSOPHILA SIMULANS (FRU 
IT FLY).//018666 

F-NT2RP3000578//HYP0THETI CAL 49.8 KD PROTEIN IN RP 
L14B-GPA1 INTERGENIC REGION. //1.5e-26: 127: 37//SACC 
HAROMYCES CEREVISIAE (BAKER'S YEAST) . //P38755 
F-NT2RP3000582 

F-NT2RP3000584//METALL0THI0NEIN-II (MT-II) . //O. 28: 
27: 29//MUS MUSCULUS (MOUSE) . //P02798 
F-NT2RP3000590//UVS-2 PROTEIN. //4. 8e-10: 113: 33//NE 
UROSPORA CRASSA.//P33288 

F-NT2RP3000592//TRANSCRI PTI ON INITIATION FACTOR TF 
IID 135 KD SUBUNIT (TAFII-135) (TAFII135) (TAFII-1 
30) (TAFII130).//0.00087: 178: 31//H0M0 SAPIENS (HUM 
AN).//000268 

F-NT2RP3000596//YEMANUCLEIN- ALPHA. //1. 8e-05: 98: 34/ 
/DROSOPHILA MELANOGASTER (FRUIT FLY) . //P25992 
F-NT2RP3000599//SPLICE0S0HE ASSOCIATED PROTEIN 62 
(SAP 62) (SF3A66). //0. 00095: 90: 37//H0M0 SAPIENS (H 
UMAN).//Q15428 

F-NT2RP3000603//5E5 ANTIGEN. //I. Oe-09: 181: 34//RATT 
US NORVEGICUS (RAT) . //Q63003 
F-NT2RP3000605//STER0L REGULATORY ELEMENT BINDING 
PROTEIN-1 (SREBP-1) (STEROL REGULATORY ELEMENT- BIN 
DING TRANSCRIPTION FACTOR 1) . //0. 00098: 76: 34//H0M0 
SAPIENS (HUMAN). //P36956 

F-NT2RP3000622//HYP0THETI CAL PROTEIN MG096 HOMOLOG 
5 (P02 JRF427) . //0. 15: 52: 36//MYC0PLASMA PNEUMONIA 
E.//P75277 

F-NT2RP3000624//HYP0THETI CAL PROTEIN KIAA0256.//5. 
4e- 16: 222: 31//H0M0 SAPI ENS (HUMAN) . //Q93073 
F-NT2RP3000628 

F-NT2RP3000632//ZINC FINGER PROTEIN 90 (ZFP-90) (Z 
INC FINGER PROTEIN NK10) . //2. Oe-16: 52: 63//MUS MUSC 
ULUS (MOUSE). //Q61967 

F-NT2RP3000644//1!!! ALU SUBFAMILY SQ WARNING ENTR 
Y !!! !//6. 7e-40: 102: 79//H0M0 SAPIENS (HUMAN) . //P39 
194 

F-NT2RP3000661//HYP0THETI CAL 139.1 KD PROTEIN C08B 
11.3 IN CHROMOSOME II. //6. Oe-08: 83: 36//CAEN0RHABDI 
ITS ELEGANS.//Q09441 

F-NT2RP3000665//H0ME0B0X PROTEIN PROPHET OF PIT-1 
(PROP-1) (PITUITARY SPECIFIC HOMEODOMAIN FACTOR) . / 
/O. 13: 48: 35//H0M0 SAPIENS (HUMAN) . //075360 
F- NT2RP3000685//HYP0THETI CAL 33.5 KD PROTEIN IN CA 



(1517) 

3031 

Tl 5' REGION (ORFY) . //0. 26: 202: 23//CL0STRIDIUM KLUY 
VERI.//P38943 

F-NT2RP3000690//IN0RGANIC PYROPHOSPHATASE (EC 3.6. 
1.1) (PYROPHOSPHATE PHOSPHO- HYDROLASE) (PPASE).// 
0.99: 131: 26//SACCHAR0MYCES CEREVISIAE (BAKER'S YEA 
ST).//P00817 

F-NT2RP3000736//HYP0THETI CAL 28.7 KD PROTEIN IN RN 
R3-ARC15 INTERGENIC REGION. //3.5e-27: 211: 34//SACCH 
AROMYCES CEREVISIAE (BAKER'S YEAST) . //P40516 
F- NT2RP3000739//HYP0THETI CAL 33.5 KD PROTEIN C1D4. 10 
02C IN CHROMOSOME I . //6. Oe-23: 1 14: 42//SCHIZ0SACCHA 
ROMYCES POMBE (FISSION YEAST) . //Ql 01 49 
F-NT2RP3000742//l-PH0SPHATIDYIJN0SIT0L-4,5-BISPH0S 
PHATE PHOSPHODIESTERASE DELTA 1 (EC 3.1.4.11) (PLC 
-DELTA- 1) (PHOSPHOUPASE C-DELTA-1) (PLC-III).//6. 
7e-12:85:36//RATTUS NORVEGICUS (RAT) . //PI 0688 
F-NT2RP3000753//CELL SURFACE GLYCOPROTEIN 1 PRECUR 
SOR (OUTER LAYER PROTEIN B) (S-LAYER PROTEIN 1).// 
0. 0001 1 : 208: 28//CL0STRI DI UM THERMOCELLUM. //Q06852 
F-NT2RP3000759//ADP-RIB0SYLATI0N FACTOR 6.//8.1e-2 20 
8:141:38//GALLUS CALLUS (CHICKEN) .//P26990 
F-NT2RP3000815//OT0CHR0ME C-551 (C55I) (CYTOCHROM 
E C8).//0.24:45:37//PSEUD0M0NAS DENITRIFICANS.//PO 
0103 

F-NT2RP3000825//ALPHA-LACTALBUMIN (LACTOSE SYNTHAS 
E B PROTEIN (EC 2.4. 1.22)). //0. 82:51 : 39//MACR0PUS 
RUFOGRISEUS (RED-NECKED WALLABY) . //P074 58 
F-NT2RP3000826//COLLAGEN ALPHA 1(XII) CHAIN (FRAGM 
ENTS).//0.025:79:37//B0S TAURUS (BOVINE). //P25508 
F-NT2RP3000836//HYPOTHETI CAL PROTEIN IN KSGA 3' REG 30 
ION (ORF L5) (FRAGMENT). //0. 85: 36: 47//MYC0PLASMA C 
APRIC0LUM.//P43040 

F- NT2RP300084 1 //UDP- GLUCURONOS YLTRANSFERASE 1-7 PR 
ECURSOR, MICROSOMAL (EC 2.4.1.17) (UDPGT) (UGT1*7) 
(UGT1-07) (UGT1.7) (UGT1A7) (UGTP4) (FRAGMENT).// 
1.0: 70: 34//MUS MUSCULUS (MOUSE) . //Q62452 
F-NT2RP3000845//PUTATIVE SERINE/THREONINE- PROTEIN 
KINASE P78 (EC 2.7. l.-).//5.2e-72:247:61//H0M0 SAP 
IENS (HUMAN). //P27448 

F-NT2RP3000847//HYP0THETICAL PROTEIN KIAA0161.//0. 40 
037:55:30//H0M0 SAPIENS (HUMAN) . //P50876 
F-NT2RP3000850//! ! ! ! ALU SUBFAMILY SQ WARNING ENTR 
Y ! ! ! Mil. 4e-31: 90: 75//H0M0 SAPIENS (HUMAN) . //P391 
94 

F-NT2RP3000852//HYDR0PH0BIC SEED PROTEIN (HPS).// 

0. 33: 23: 69//GLYCINE MAX (SOYBEAN) . //P24337 

F- NT2RP3000859//I MMEDI ATE- EARLY PROTEIN. //3. 6e-07: 

189:25//HERPESVIRUS SAIMIRI (STRAIN 11).//Q01042 

F-NT2RP3000865 

F-NT2RP3O0O868//MY0SIN HEAVY CHAIN, CARDIAC MUSCLE 50 
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ISOFORM (FRAGMENT). //1. 4e-09: 232: 28//GALLUS GALLU 
S (CHICKEN). //P29616 

F-NT2RP3000869//CUTICLE COLLAGEN 2.//4.5e-08:58:46 
//CAENORHABDITIS ELEGANS. //P17656 
F-NT2RP3000875//H0ME0B0X PROTEIN CDX-2 (CAUDAL-TYP 
E HOMEOBOX PROTEIN 2).//0.90:62:37//MUS MUSCULUS 
(MOUSE). //P43241 

F-NT2RP3000901//C0LLAGEN ALPHA 1(1) CHAIN (FRAGMEN 
TS) . //O. 99: 124: 33//B0STAURUS (BOVINE) . //P02453 
F-NT2RP3000904 

F-NT2RP3000917//DHP1 PROTEIN. //6. 5e-60: 229: 55//SCH 
IZOSACCHAROMYCES POMBE(FISSION YEAST) . //P40848 
F-NT2RP3000919//HYP0THETI CAL 33.5 KD PROTEIN C1D4. 
02C IN CHROMOSOME I.//2.4e-19: 159: 34//SCHIZ0SACCHA 
ROMYCES POMBE (FISSION YEAST) . //Q10149 
F-NT2RP3000968//40S RIBOSOMAL PROTEIN S15A.//3.7e- 
48: 73: 98//H0M0 SAPIENS (HUMAN), AND RATTUS NORVEGIC 
US (RAT).//P39027 

F-NT2RP3000980//C0PA/INCA PROTEIN (REPA3 PROTEIN). 
//0. 24: 19: 47//ESCHERICHIA COLI . //P13946 
F-NT2RP3000994//MATERNAL EFFECT PROTEIN STAUFEN.// 
1.4e-10:78:48//DR0S0PHILA MELANOGASTER (FRUIT FL 
Y).//P25159 

F-NT2RP3001004//HYP0THETI CAL 7.6 KD PROTEIN B0563. 
8 IN CHROMOSOME X.//0.70:50:32//CAEN0RHABDITIS ELE 
GANS.//Q11084 
F-NT2RP3001007 

F-NT2RP3001055//N-TERMINAL ACETYLTRANSFERASE COMPL 
EX ARD1 SUBUNIT H0M0L0G.//1.3e-05: 138:28//DICTY0ST 
ELIUM DISCOIDEUM (SUME M0LD).//P36416 
F- NT2RP300 1 057//ZI NC FINGER PROTEIN 45 (BRC1744)./ 
/4. Oe-28: 141: 51//H0M0SAPIENS (HUMAN) . //Q02386 
F-NT2RP3001081//HYP0THEnCAL 46.4 KD PROTEIN T16H1 
2.5 IN CHROMOSOME III.//3.8e-08: 144: 29//CAEN0RHABD 
ITIS ELEGANS. //P34568 

F-NT2RP3001084//SPIDR0IN 2 (DRAGLINE SILK FIBROIN 
2) (FRAGMENT). //3.4e-06: 217: 32//NEPHILA ClAVIPES 
(ORB SPIDER). //P46804 

F-NT2RP3001096//SYNAPT0NEMAL COMPLEX PROTEIN SC65. 
//l.le-30:244:33//RATTUS NORVEGICUS (RAT) . //Q64375 
F-NT2RP3001 107//ARYLSULFATASE F (EC 3.1.6.-) (ASF) 
(FRAGMENT). //0. 041: 47: 44//H0M0 SAPIENS (HUMAN).// 
P54793 

F-NT2RP3001109 

F-NT2RP3001111//MALE SPECIFIC SPERM PROTEIN MST84D 
C. //0. 17: 28: 39//DR0S0PHILA MELANOGASTER (FRUIT FL 
Y) . //Q01644 

F-NT2RP3001113//INV0LUCRIN. //0. 00036: 192: 23//MUS M 

USCULUS (MOUSE). //P48997 

F-NT2RP3001115 
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F-NT2RP3001 1 16//AH NOPEPTI DASE G (EC 3.4.11.-) (FR 
AGMENT) . 110. 99: 29: 51//STREPT0MYCES LIVIDANS. //Q543 
40 

F-NT2RP3001119//C0LLAGEN ALPHA 4(IV) CHAIN (FRAGME 
NT) . //O. 0015: 73: 39//B0S TAURUS (BOVINE). //Q29442 
F-NT2RP3001 120//ZINC FINGER PROTEIN ZFP-36 (FRAGME 
NT).//1.3e-57:229:52//H0M0 SAPIENS (HUMAN) . //P1641 
5 

F-NT2RP3001 126//HYP0THETICAL 91.2 KD PROTEIN IN RP 
S4B-SCH9 INTERGENIC REGION. //2. 8e- 07: 83: 34//SACCHA 10 
ROMYCES CEREVISIAE (BAKER'S YEAST) . //P38888 
F-NT2RP3001 133//CALCIUM BINDING PROTEIN. //2.0e- 08: 
171:32//DICTY0STEUUMDISC0IDEUH (SUME M0LD).//P35 
085 

F-NT2RP3001 140//F-SP0NDIN PRECURSOR. 111. Oe- 147: 24 
4: 97//RAITUS NORVEGICUS(RAT) . //P35446 
F-NT2RP3001147//TR0P0MY0SIN 2 (TMII).//0. 11: 159:23 
//SCHISTOSOMA MANSONI (BLOOD FLUKE) . //P42638 
F- NT2RP300 1150// OCTAPEPTI DE- REPEAT PROTEIN T2.//6. 
2e-09: 163: 25//MUS MUSCULUS (MOUSE) . //Q06666 20 
F-NT2RP3001155//DNA POLYMERASE ALPHA- BINDING PROTE 
IN (P0B1/CTF4 PROTEIN) (CHROMOSOME REPLICATION PROT 
EIN CHL15) . II A. le-05: 244: 23/ /SACCHAROMYCESCEREVI SI 
AE (BAKER'S YEAST) . //Q01454 
F-NT2RP3001176//LEUK0SIALIN PRECURSOR (LEUCOCYTE S 
IALOGLYCOPROTEIN) (SIALOPHORIN) (CD43) (LY 48) (B 
CELL DIFFERENTIATION ANTIGEN LP- 3). //0. 21: 136: 26// 
MUS MUSCULUS (MOUSE) . //PI 5702 
F-NT2RP3001214//SAP1 PROTEIN. //0. 058: 133: 30//SACCH 
AROMYCES CEREVISIAE (BAKER' S YEAST) . //P39955 30 
F-NT2RP3001216//CYLICIN I (MULTIPLE- BAND POLYPEPTI 
DE I) (FRAGMENT).//2.1e-08:137:33//H0M0 SAPIENS (H 
UMAN).//P35663 

F- NT2RP300 1 22 1 //GAMMA- BUTYROBETAI NE , 2-0X0GLUTARATE 
DIOXYGENASE (EC 1.14.11.1) (GAMMA- BUTYROBETAI NE H 
YDR0XYLASE).//4.2e-05:131:26//PSEUD0M0NAS SP. (STR 
AIN AK-1).//P80193 

F- NT2RP300 1 232//HYP0THETI CAL PROTEIN PRECURSOR IN 
CSS 3' REGION (FRAGMENT). //0. 75: 57: 31//ESCHERICHIA 
C0U.//P33792 40 
F- NT2RP300 1 236//TRANSF0RMI NG PROTEIN MAF.//0.017: 1 
36:30//AVIAN MUSCULOAPONEUROTI C FIBROSARCOMA VIRUS 
AS42.//P23091 

F-NT2RP3001239//ELECTR0M0T0R NEURON- ASSOCIATED PRO 
TEIN 1 (FRAGMENT). 114. 2e- 55: 221: 49//T0RPED0 CALIFO 
RNICA (PACIFIC ELECTRIC RAY) . //PI 4400 
F-NT2RP3001245 

F-NT2RP3001253//TR0P0MY0SIN 2, MUSCLE THORACIC ISO 
FORM (TROPOMYOSIN I). //0. 0042: 142: 24//DR0S0PHILA M 
ELANOGASTER (FRUIT FLY) . //P09491 50 
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F-NT2RP3001260//C0LLAGEN ALPHA 4(IV) CHAIN PRECURS 
OR. //0. 001 1 : 89: 43//H0M0 SAPIENS (HUMAN) . //P53420 
F-NT2RP3001268//ZINC FINGER PROTEIN 45 (BRC1744)./ 
/9. Oe-29: 194: 44//H0M0SAPIENS (HUMAN) . //Q02386 
F-NT2RP3001272//HYP0THEnCAL 75.2 KD PROTEIN C13F 
4.08C IN CHROMOSOME I . //8. 2e-17: 183: 26//SCHI ZOSACC 
HAROMYCES POMBE (FISSION YEAST) . //Q10199 
F-NT2RP3001 274//SERI NE/THREONI NE PROTEIN PHOSPHATA 
SE 5 (EC 3.1.3.16) (PP5) (PROTEIN PHOSPHATASE T) 
(PPT) (FRAGMENT) . Ill . 7e-09: 78: 39//MUS MUSCULUS (MO 
USE).//Q60676 

F-NT2RP3001281//!!!! ALU SUBFAMILY J WARNING ENTRY 
!!!!//7.7e-08:38:71//H0M0 SAPIENS (HUMAN) . //P3918 

8 

F-NT2RP3001 297//HYP0THETI CAL PROTEIN KIAA0281 (HA6 
725).//2.2e-57:159:7O//H0M0 SAPIENS (HUMAN) . //Q925 
56 

F-NT2RP3001307//SPERM PROTAMINE Pl.//0.21:46:39//0 
RNITHORHYNCHUS ANATINUS (DUCKBILL PLATYPUS) . //P353 
07 

F-NT2RP3001318 

F-NT2RP3001325//ENHANCER OF RUDIMENTARY HOMOLOG.// 
l.O:73:24//BRACHYDANI0RERI0 (ZEBRAFISH) (ZEBRA DAN 
I0).//Q98874 

F-NT2RP3001338//ZINC FINGER PROTEIN 29 (ZINC FINGE 
R PROTEIN K0X26) (FRAGMENT). //0. 0021: 56: 35//H0M0 S 
APIENS (HUMAN). //P17037 

F-NT2RP3001339//CITRON PROTEIN. //3. 6e-06: 90: 33//MU 
S MUSCULUS (MOUSE). //P49025 
F-NT2RP3001340//HYP0THETI CAL PROTEIN UL61.//7.2e-l 
1:202:34//HUMAN CYTOMEGALOVIRUS (STRAIN AD169).//P 
16818 

F-NT2RP3001355//TRICARB0XYLATE TRANSPORT PROTEIN P 
RECURSOR (CITRATE TRANSPORT PROTEIN) (CTP) (TRICAR 
BOXYLATE CARRIER PROTEIN). //7. 7e-16: 129:33//H0M0 S 
APIENS (HUMAN). //P53007 

F-NT2RP3001356//RAS- RELATED PROTEIN RABA (FRAGMEN 
T).//0. 00041:66: 28//DICTY0STELIUM DISCOIDEUM (SUM 
E M0LD).//P34141 
F-NT2RP3001374 

F-NT2RP3001383//PTB- ASSOCIATED SPUCING FACTOR (PS 
F) . 112. 5e-06: 190: 32//H0M0 SAPIENS (HUMAN) . //P23246 
F-NT2RP3001384//CH0RI0N PROTEIN S15.//0. 00079:94: 3 
7//DR0S0PHILA VIRIUS(FRUIT FLY) . //P13424 
F-NT2RP3001392//VPU PROTEIN (ORF-X PROTEIN) (UPX P 
ROTEIN) . //1 , 0: 22: 45//CAPRINE ARTHRITIS ENCEPHALITI 
S VIRUS (CAEV).//P31834 

F-NT2RP3001 396//HYP0THETI CAL 8.1 KD PROTEIN (ORF 
4).//1.0:37:32//STRAWBERRY MILD YELLOW EDGE-ASSOCI 
ATED VIRUS (SMYEAV).//Q00848 
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F- NT2RP300 1 398//KRUEPPEL- RELATED ZINC FINGER PROTE 
IN 2 (HKR2 PROTEIN) (FRAGMENT). //1.9e- 08: 45 : 37//H0 
HO SAPIENS (HUMAN) . //P10073 
F-NT2RP3001399//SSU72 PROTEIN. 111. 3e-18: 84: 52//SAC 
CHAROMYCES CEREVI SI AE (BAKER'S YEAST) . //P53538 
F-NT2RP3001407//SCY1 PROTEIN. //1. 5e-08: 143: 25//SAC 
CHAROMYCES CEREVI SI AE (BAKER'S YEAST) . //P53009 
F-NT2RP3G01420//HYP0THETICAL 7.9 KD PROTEIN. //0. 2 
5:41:26//VACCINIA VIRUS(STRAIN COPENHAGEN) . //P2054 
2 10 
F-NT2RP3001426//DNAJ PROTEIN. 111. 5e-15: 78: 43//HAEM 
OPHILUS INFLUENZAE. //P43735 
F-NT2RP3001427//WERNER SYNDROME HEUCASE.//3.6e-l 
3: 159: 33//H0M0 SAPIENS (HUMAN) . //Q14191 
F- NT2RP300 1 428//NUCLE0PR0TEI N TPR. III. 8e-53: 117: 99 
//HOMO SAPIENS (HUMAN). //PI 2270 
F-NT2RP3001432//NADH-UBI QUI NONE OXIDOREDUCTASE CHA 
IN 5 (EC 1.6.5.3) (FRAGMENT). //0. 96: 52: 21//TARSIUS 
SYRICHTA (TARSIER).//Q36151 

F- NT2RP300 1 44 7//HYP0THETI CAL 5.5 KD PROTEIN IN REP 20 
LI CATION ORIGIN REGION(ORFl) . 110. 96: 45: 35//ESCHERI 
CHIA C0LI.//P14505 

F-NT2RP3001449//H0ME0B0X PROTEIN SAX-1 (CHOX-3) (F 
RAGMENT) . //0. 0043: 53: 43//GALLUS GALLUS (CHICKEN)./ 
/P19601 

F-NT2RP3001453//MALE SPECIFIC SPERM PROTEIN MST84D 
B.//0.0048:65:40//DR0S0PHILA MELANOGASTER (FRUIT F 
LY).//Q01643 

F-NT2RP3001457//VACU0LAR PROTEIN SORTING- ASSOCIATE 
D PROTEIN VPS28. 110. 55: 121: 20//SACCHAR0MYCES CEREV 30 
ISIAE (BAKER'S YEAST) . //Q02767 
F-NT2RP3001459//MY0SIN IC HEAVY CHAIN. I/O. 10: 126:3 
4//ACANTHAM0EBA CASTELLANII (AMOEBA) . //PI 0569 
F-NT2RP30O1472//N0NHISTONE CHROMOSOMAL PROTEIN 6A. 
//3.0e-14:87:43//SACCHAROMYCES CEREVISIAE (BAKER'S 
YEAST). //PI 1632 

F-NT2RP3001 490//METALL0THI ONEI N-LI KE PROTEIN LSC5 
Lll\. 0: 39: 35//BRASSI CANAPUS (RAPE) . //P43402 
F-NT2RP3001495//UBIQUITIN--PR0TEIN LIGASE RSP5 (EC 
6. 3. 2. -) . //3. 3e- 14: 148: 35//SACCHAR0MYCES CEREVISI 40 
AE (BAKER'S YEAST) . //P39940 
F- NT2RP300 1 497//C0LIAGEN ALPHA 1(XII) CHAIN (FRAGM 
ENTS) . 110. 13: 44: 38//B0S TAURUS (BOVINE) . //P25508 
F-NT2RP3001527//SPERM PROTAMINE P1.//0. 35:29:37//D 
IDELPHIS MARSUPIALIS VIRGI NIANA (NORTH AMERICAN OP 
OSSUM), AND MONODELPHIS DOMESTICA (SHORT-TAILED GR 
EY OPOSSUM). //P35305 

F-NT2RP3001 529//HYP0THETI CAL 43.3 KD GTP-BINDING P 
ROTEIN IN DACB-RPMA INTERGENIC REGION. //3.3e- 21: 12 
5: 37//ESCHERI CHIA COLI . //P42641 50 
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F-NT2RP3001538//HNF3/FH TRANSCRIPTION FACTOR GENES 
IS (WINGED HELIX PROTEIN CWH-3).//0. 13: 53: 39//GALL 
US GALLUS (CHICKEN). //P79772 
F-NT2RP3001554//ELECTR0M0T0R NEURON- ASSOCIATED PRO 
TEIN 2 (FRAGMENT). //2.3e-48: 137: 52//T0RPED0 CAUFO 
RNICA (PACIFIC ELECTRIC RAY) . //P14401 
F-NT2RP3001580//GERM CELL-LESS PROTEIN. IIS. 2e- 18: 1 
00:42//DR0S0PHILA MELANOGASTER (FRUIT FLY) . //Q0182 
0 

F-NT2RP3001 587//UBI QUI TI N- ACTI VATI NG ENZYME El-UK 
E (POLYMERASE- 1 NTERACTI NG PROTEIN 2).//2.0e-47: 18 
8:51//SACCHAR0MYCES CEREVISIAE (BAKER'S YEAST). II? 
52488 

F-NT2RP3001589//!!!! ALU SUBFAMILY SP WARNING ENTR 

Y !!!!//7.4e-41:87:80//H0M0 SAPIENS (HUMAN) . //P391 
93 

F-NT2RP3001607//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.3 
4) (A6L) . //1 . 0: 49: 32//DI CENTRARCHUS IABRAX (EUROPE 
AN SEA BASS).//Q36362 

F-NT2RP3001608//EXTENSIN PRECURSOR (PROUNE-RICH G 
LYCOPROTEIN). 110. 0013: 177: 25//ZEA MAYS (MAIZE). II? 
14918 

F-NT2RP3001621//MALE SPECIFIC SPERM PROTEIN MST84D 
D.//0.84:29:37//DR0S0PHILA MELANOGASTER (FRUIT FL 
Y).//Q01645 

F-NT2RP3001629//RAS-RELATED C3 BOTULINUM TOXIN SUB 
STRATE 1 (P21-RAC1) (FRAGMENTS). 110. 91: 57: 24//CAVI 
A PORCELLUS (GUINEA PIG).//P80236 
F-NT2RP3001634//! ! ! ! ALU SUBFAMILY SB WARNING ENTR 

Y !!!!//8.9e-ll:73:54//H0M0 SAPIENS (HUMAN). //P391 
89 

F-NT2RP300 1 642//HYP0THETI CAL PROTEIN KIAA0210.//1. 
le-12:117:29//H0M0 SAPIENS (HUMAN) . //Q92609 
F-NT2RP3001646//HYPOTHEnCAL 29.3 KD PROTEIN (0RF9 
2).//0.0092:69:34//0RGYIA PSEUDOTSUGATA MULTICAPSI 
D POLYHEDROSIS VIRUS (OPMNPV) . 110 10341 
F-NT2RP3001671//RING CANAL PROTEIN (KELCH PROTEI 
N) . //0. 0042: 55: 41//DR0S0PHILA MELANOGASTER (FRUIT 
FLY).//Q04652 
F-NT2RP3001672 

F-NT2RP3001676//GTP-BINDINC PROTEIN LEPA (FRAGMEN 
T) . Ill . 2e- 15: 56: 62//PSEUD0M0NAS FLUORESCENS. //P268 
43 

F-NT2RP3001678//SPIDR0IN 2 (DRAGLINE SILK FIBROIN 
2) (FRAGMENT). 110. 054: 187: 31//NEPHILA CLAVIPES (OR 
B SPIDER). //P46804 

F-NT2RP3001679//HYP0THETI CAL 68.7 KD PROTEIN ZK75 
7.1 IN CHROMOSOME III.//1.5e-07:63:44//CAEN0RHABDI 
TIS ELEGANS.//P34679 

F-NT2RP3001688//GLUC0AMYLASE SI PRECURSOR (EC 3.2. 
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1.3) (GLDCAN 1,4-ALPHA-GLUCOSIDASE) (1,4-ALPHA-D-G 
LUCAN GLUCOHYDROLASE) (GAI) . //1 . 0: 83: 28//SACCHAR0M 
YCES DIASTATICUS (YEAST) . //P04065 
F-NT2RP3001690//HY0SIN HEAVY CHAIN, CARDIAC MUSCLE 
BETA I SOFORM. //0. 021 : 247: 24//H0M0 SAPIENS (HUMA 
N).//P12883 
F-NT2RP3001698 

F-NT2RP3001708//TTIISTED GASTRULATION PROTEIN PRECD 
RS0R.//7.7e-12:73:43//DR0S0PHILA MELANOGASTER (FRD 
IT FLY) . //P54356 10 
F-NT2RP3001712//CEC-1 PROTEIN. III. 9e-07: 121: 29//CA 
ENORHABDITIS ELEGANS. //P34618 
F-NT2RP3001716//SALIVARY GLUE PROTEIN SGS-3 PRECUR 
S0R.//0.89:54:40//DR0S0PHILA SIHULANS (FRUIT FLY). 
//P13729 

F-NT2RP3001724//CHR0M0D0MMN-HEUCASE-DNA-BINDING 
PROTEIN 1 (CHD-l).//7.5e-41: 164: 48//H0H0 SAPIENS 
(HUMAN). //014646 

F-NT2RP3001727//HYP0THETI CAL 37.7 KD PROTEIN ZR68 
6.3 IN CHROMOSOME 1 1 1 . //1 . 5e- 5 1 : 240 : 4 1 //CAENORHABD 20 
ITIS ELEGANS. //P34669 

F-NT2RP3001730//SEPTIN 2 HOMOLOG (FRAGMENT) . III. 4e 
-122:267:86//H0M0 SAPIENS (HUMAN). //Q14141 
F-NT2RP3001739//INTESTINAL SODI UM/DI CARBOXYLATE CO 
TRANSPORTER (NA (+) /DI CARBOXYLATE COTRANSPORTER) . // 
0. 99: 63: 34//RATTUS NORVEGICUS (RAT) . //P70545 
F-NT2RP3001752//! ! ! ! ALU SUBFAMILY SP WARNING ENTR 
Y !! !!//4.0e-21: 60: 85//H0M0 SAPIENS (HUMAN) . //P391 
93 

F-NT2RP3OO1753//HYP0THETICAL PROTEIN KIAA0127.//7. 30 
9e- 12: 83: 44//H0M0 SAPI ENS (HUMAN) . //Q14140 
F-NT2RP3001764//DUAL SPECIFICITY PROTEIN PHOSPHATA 
SE6 (EC 3.1.3.48) (EC3.1.3.16) (DUAL SPECIFICITY 
PROTEIN PHOSPHATASE PYSTl).//7. 7e-25: 146: 36//H0H0 
SAPIENS (HUMAN). //Q16828 

F- NT2RP300 1 777//SERI NE/THREONI NE- PROTEI N KINASE ST 
E20 HOMOLOG (EC 2.7. l.-).//0. 0096: 204: 25//CANDIDA 
ALBICANS (YEAST). //Q92212 

F-NT2RP3001782//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.3 
4) (A6L).//0.91:34:44//P0NGO PYGMAEUS ABELII (SUMA 40 
TRAN ORANGUTAN). //P92694 

F- NT2RP300 1 792//HETER0GENE0US NUCLEAR RIBONUCLEOPR 
OTEIN M (HNRNP M).//1.8e-33: 159: 53//H0H0 SAPIENS 
(HUMAN). //P52272 

F-NT2RP3001799//U GHT-HARVESTI NG PROTEIN B800/830/ 
1020, ALPHA- 2 CHAIN (EHS-ALPHA-2) (ANTENNA PIGMENT 
PROTEIN, ALPHA- 2 CHAIN) . 110. 14: 46: 28//ECT0THI0RH0 
DOSPIRA HAL0CHL0RIS.//P80103 
F-NT2RP3OO1819//PROC0LLAGEN ALPHA 2(1) CHAIN PRECU 
RSOR. //0. 00030: 77: 36//H0M0 SAPIENS (HUMAN) . //P0812 50 
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3 

F-NT2RP3001844//0CTAMER-BI NDING TRANSCRIPTION FACT 
OR 1 (OTF-1) (NF-A1) (FRAGMENT) . //0. 99: 43: 34//MACR 
OPUS EUGENII (TAMMAR WALLABY) . //Q28466 
F-NT2RP3001854//FIBRIN0GEN- AND I G- BINDING PROTEIN 
PRECURSOR (MRP PROTEIN). //9. 3e- 10: 213: 24//STREPT0 
COCCUS PYOGENES. //P30141 

F-NT2RP3OO1855//H0ME0BOX PROTEIN PKN0X1 (HOMEOBOX 
PROTEIN PREP- l).//2.6e-61: 220: 60//H0M0 SAPIENS (HU 
MAN).//P55347 

F-NT2RP3001857//VEGETATI BLE INCOMPATIBILITY PROTEI 
N HET-E-1. //I. Oe-13: 213: 24//P0D0SP0RA ANSERINA.//Q 
00808 

F-NT2RP3001896//SPLICE0S0ME ASSOCIATED PROTEIN 62 
(SAP 62) (SF3A66).//0.074: 124: 34//H0M0 SAPIENS (HU 
MAN).//Q15428 

F-NT2RP3001898//REGULAT0RY PROTEIN E2.//0. 36: 131:2 
9//CANINE ORAL PAPILLOMAVIRUS (COPV) . //Q89420 
F-NT2RP3001915//CHITIN BIOSYNTHESIS PROTEIN CHS5 
(CAL3 PROTEIN). //0. 0021: 237: 23//SACCHAR0MYCES CERE 
VISIAE (BAKER'S YEAST). //Q121 14 
F-NT2RP3001926//HYP0THETI CAL 14.0 KD PROTEIN IN RP 
L15B-GCR3 INTERGENIC REGION. //l.0: 63: 34//SACCHAR0M 
YCES CEREVISIAE (BAKER'S YEAST) . //Q03880 
F-NT2RP3001929//I ! ! ! ALU SUBFAMILY SX WARNING ENTR 

Y ! ! ! !//1.4e-14: 35: 60//H0M0 SAPIENS (HUMAN) . //P391 
95 

F-NT2RP3001931//HYP0THETICAL 59.3 KD PROTEIN IN TA 
P42-ARP9 INTERGENIC REGION. //0. 86: 162: 24//SACCHAR0 
MYCES CEREVISIAE (BAKER'S YEAST) . //Q05040 
F-NT2RP3001938//GLYC0PR0TEIN GP50. 110. 0036: 54: 40// 
PSEUDORABIES VIRUS (STRAIN RICE) (PRV) . //P07645 
F-NT2RP3001943//33.2 KD PROTEIN IN DIND-RPH INTERG 
ENIC REGION (ORF X).//1.0: 113: 27//ESCHERICHIA COL 
I.//P23839 

F-NT2RP3O01944//HYP0THETI CAL 47.6 KD PROTEIN C16C1 
0.5 IN CHROMOSOME III.//4. le-56:208:47//CAEN0RHABD 
ITIS ELEGANS. //Q09251 

F-NT2RP3001969//PUFF I 1/9-2 PROTEIN PRECURSOR. I/O. 
0078: 149: 26//SCIARA COPROPHILA (FUNGUS GNAT).//P22 
312 

F-NT2RP3001989//SPERH PROTAMINE PI (CYSTEINE- RICH 
PROTAMINE). //l.0: 41: 31//MUS HUSCULUS (MOUSE) . //P02 
319 

F-NT2RP3002002//! ! ! ! ALU SUBFAMILY SX WARNING ENTR 

Y !!!!//1.2e-44: 69: 79//H0M0. SAPIENS (HUMAN) . //P391 
95 

F- NT2RP3002004//TRANSCRI PTI ON FACTOR BF-2 (BRAIN F 
ACTOR 2) (BF2). 110. 00024:45: 40//MUS MUSCULUS (MOUS 
E).//Q61345 



